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43 
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42 
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37 
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37 
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0. 


36 
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41 
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OT Afn A/M ^"70 
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F- 


ni A/^CI AA1 C70 
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35 


PLAChl001705 


F- 


n? APC1 AA1 7AC 

-PLAUclOUl /Do 


0.11 


r>T A /T7 1 AA1 TCT C 

PLAChl00175o 


r- 


OI AA1 7CC 

-PLAGclOOl /bo 


0.67 


OT Aft?1 AA01 CTT 
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68 
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55 
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F- 


-PLACE1002227 
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F- 


-PLACE1002259 
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47 
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0. 


42 
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36 
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41 
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F- 


-PLACE1004681 
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PLACE1004979 
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-PLACE1004979 
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A A 

44 


rjT A 1 AACACO 

PLACE1005052 


F- 


p>T A /T7 "1 AACACO 

-PLALhlOOoOo^ 


A 

0. 


p» o 
DO 


DT ATCI AACAOC 

PLACE100508o 


r- 


OT Apri AACAOC 

-PLAChlOOoOob 


A 

0. 


57 
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PLACE1005108 
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-PLACE1005108 . 


A 

0. 


17 
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40 
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48 
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33 
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34 
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nr a /t<o a a a f\r* i 
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PLACE2000187 


F- 


OT A/T'OAAA'I OT 

-PLACE2000187 


A A A 

0.40 


PLACE2000216 
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0.36 


PLACE2000366 
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0.33 
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ot a rr'AA a Aor> >i 
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0.54 
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0.44 
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O.OO 
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iz. A^DNA:/^-f -7-£ffl^fc#*>f 

•Jty *-*y V (^^l^&DNA^-f PE Biosystemfr 

m <d dna v - >r y %/ y Tv^a7;«oTi/-^>e/>»t, mt± 
mv>*y- } ry-y'-T*mki&mmm : &Mffi) taot^l^ -n<Dtu-y\z 
oV^T^i|H^^<^)^■^£■^rLicor *±§gDNA £/^Tt&«IB#J£#^U£: 

^f&#«)fc. -ett-?tltC*f|S^*BB^J##&^3 0 3-^3 2 Q\Zjjft 0 

&££ftfc&M!#flCOV\TGenBank, SwissProt, UniGeneJCjtf^-SBLASTfllflr 
&f?ofc 0 Pffi^lO" 4 ^T©BLAST«?ffH^ h^-^©^^e>> fflHtt*J:»J*< 

^^ML,*6 4 0 -^6 6 9tC^lfc„ LfrU — D - >IC£VnT> 

[0 2 5 6] 

:£;RcDNA?a-> 

dfdp^y^T*#Sg$tlfeNT2RP4cDNA^-f ^^U- 1 . #fR0 ^ 

e>^&tlfc^n->NT2RP4002298ti^«BB^J»«f©|g^; 7757 3 7g?t)©^$ 
*&^%tM*>rt#9t&zi- K^ScDNA* n->7?35*i fc*«*3tSn&. 3© 
7 3 yfiftBJ^lCDttlRISMn K>Kfctt&ATGpri-|jtW:0.l6*C&.5fc«>, ^apttiS 

NT2RP4002298CD±SJaHIB^IttBB^J## : 1 2 3 7 0 iC, NT2RP4002298<Z)f£5£ 

73 jmmmtm^mn - 12371131^ 

[0 2 5 7] 
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PCR^J^+r^^Vl/i; LT^ffi Lfeo PCR&TaKaRa PCR Amplification Kit ( 

m±m) &ffiv\ 7u h=i-;wcfi£oTiM/&20 ^icSMftof:. ^7 

:79>f V — ME761FW (5* tacggaagtgttacttctgc3' /@g^J## : 1 3 2 9 0)i:ME12 
50RV (5' tgtgggaggttttttctcta3' /IB#l#-5§- : 1 3 2 9 1 )(D^T-, £7c&M13 
M4 (5* gttttcccagtcacgac3' : 1 3 2 9 2)£M13RV (5' caggaaacagcta 
tgac3' /m^m^- : 1 3 2 9 3)0^7-OTlfe o PCR^jSte, GeneAmp Syst 
em9600 (PE/W # i/T.'r 2±XWgk) T\ 95^ 5 g-IQM&atfc, 95gl0«>, 68^1# 

isr7?ioiM $bic98S2o#r^ 60^3^^x20-9- -r ^;i/^vn. 72^10^ 

mvfi-Dfro Pcmm&. 2 ^i©,5M£i%y#o-*^i/«^lfrLT, ji 

fcx^?AT*DNA£*£-gLU itfllU^.cDNA^Pt^Lfeo iWT?£&^o 

-££>cDNA-f yV- b St^^7^4 K£> 7;i/5tjUttm& (J Sambrook, EF 
Fritsh, T Maniatis, Molecular Cloning, A laboratory manual / 2nd editio 
n, Cold Spring Harbor Laboratory Press, 1989) "eUS^Lfe.,, 
[0 2 5 8] 

DNAT <©f^jRttJKT©«fc^tCffofe. 3847X^1/- x;HCDNA&# 
&b£„ ^--r n >M (K- 'J >#-*±§g) ^©DNACD^sKv^W Biomek2 
0009 stf 9 h U -2/3 y*/7s*rl± (^y u-;t/# -*±lg) ©384 

fcf^^-^SrfflV^Tffofe. ^&*)*>> DNACDAo £: 3847t :7° 1/ — h £iz *y h life 
. ^(DmmWUZ, t o >^-;i/CO3840CO5teLfeit$rim^(C-Mb. DNA&#B£ 

DNA£^--f n^JKJC^JKy^-f yWt=.o h L£DNA<D^'fxfc<J:tf, t>fn 

>flg/\<Z)[If^te:^& (J Sambrook, EF Fritsh, T Maniatis, Molecular Cloning 
, A laboratory manual / 2nd edition, Cold Spring Harbor Laboratory Press 
, 1989) (C^otffofco 

^L/fclst. strand cDNA£^MUfe<, 1st strand cDNA(£>-£-f&taThermoscr ipt™ R 
T-PCR System (GIBC0*±§g) £MVNT?Tofeo h <Z)#TOfi5f5mRNA 
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(Clontech^±$g) GDI. 5 fist. 1 # 1 50 # M Oligo (dT)20£M^T, 50 fid 
[a 33 P] dATP$r^|J LT # BCD 7 U h 3 -;WCfl£o-T 1st strand cDNA L £ 
. -?U-^(DW%\Z> ProbeQuant™ G-50 micro column (TVi/^A?? jb"7 
7AW;*-rv**t§S) &ffiv*T*t«<0:7 □ h a -;Mcfi£o Tffo &tc, 2 un 
its E. coll RNase H£85#tJLT> g.WVlOftmJ > 3r =l b U ££IC100 
AtgthCOT-1 DNA (GIBCOttSS) Sr^iDLT, 97|gT'10#fS>f htfe, 

[0 2 5 9] 

$/3>tt, (J Sambrook, EF Fritsh, T Maniatis, Molecular Cloning, A 

laboratory manual / 2nd edition, Cold Spring Harbor Laboratory Press, 19 

89) ic^otifofe. mm*, i-^uymzwiwmi m ssc, n sds) ^-e, 

<ffi26m V2Q^-m<D^ h£3ESfc#Lfc^ Sfc?£?ft2 (0.1X SSC 

, 1% SDS) Pf»Tf, 65ST?20^IBJ©Sfe?^S:3imff ofe. h 9 Al±, BAS 

2000 -(*±^SC7-f ^/AttiS) 0>>f ^-S^U- hfcMv^TStf&Ufca "T^t>t» 

, BAS2000£fflv\Tfl?#rU h 9 VHrV^ ^(DMBy r4 JVt Lxm^-miz 
^mVXmmhfro #DNA*;}<>y h(D^^;i/^g<Z>MrW:, Visage High Densi 
ty Grid Analysis Systems (V x. J ^ v V V U a- V >X*±|g) fe/SV^TfrVV 
S/^^/^S&SKffi-r-^fbL/fe. 7=-#teDuplicateT'ifcf§U *-<Z>#3Jtttt2 

oGDDNA^^^^-^icxD^n-^-eA-f ^^-i/a>L/t, M7-<;i/# 

*aKy h<3Di/^;i/^S:iticL/fe (0 2) „ h©95X# 
[0 2 6 0] 
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h<Di/>fi-)\s&m<n*gtitl*:tiiti ITMtofe. DNA<h PLACE1008092 (G 

enBank Accession No. AF1 07253 £ m—) 5:tffiLfe„ bukE©^^TPLACE1008092 
CODNAT $:f^^Lfeo PLACE1008092©mRNA$: in vitro-^ 

V h-yt'7^'J >^bfelst strand cDNA£-£j& btf^ L£o PLACE1008092 
<£>mRNA£in vitro-^f&f -5 fc&iC, pBluescript SK(-)CDT7y O # — MfCPLA 
CE1008092<Z)5 , ^^^-^$tlSi:e»ClI^#X-fey^^^ K£5if£l<£o 

pME18SFL3(Df(fPS^^DraIII^^P^r(C^^^^tlfePLACE1008092?:, ftl 
RggpftXho I T? $f b T PLACE 1 0 08092 & *J t& L . #C JC Xho I T? ®T b T & -5 pB 1 u 
escript SK(-) W l J ffi L fcPLACEl 008092 &DNA ligation kit ver.2 (S*t8S 
) SM^t^^O'-J/H^Lfe. pBluescript SK(-) jCffi^#^.^PLACE1008092 
CDmRNACOin vitro-£-#cJ3;, Ampliscribe™ T7 high yield transcription kit (E 
pi centre technologies:^) ^M^T^ofe,, A^f^U^f-i/a^feJ:^ 

^^ixio 7 0 g/mij^TT* y □ - -fmmvL&m l & tr-mwmtfim^ 

*3tfy M±— miZ.l&\s'<fr(Di/n-)V£ htc (03) o lxl0 7 ~0.1 y«g/ml<Z)|g 

&t=. »J«3KiJt«<l:lOO,000©«RNA<Z)tfeffifla6Sl?&So 
[0 2 6 1 ] 

t: ME^flSS (heart, lung, pituitary gland, thymus, brain, kidney, liv 
er, spleen) fCfcttS, #cDNA(7)#§^5:*4 5~i20 1 tC^"T (^*iCttHJ6 

mx-mwote^t u->&<£$.nT^z>) . #§^*&o~io,ooo<7)|MT*^b£ 

HEMBA1000012, HEMBA1000020, HEMBA1000030, HEMBA1000042, HEMBA1000046, HE 
MBA1000076, HEMBA1000111, HEMBA1000129, HEMBA1000150, HEMBA1000156, HEMB 
A1000158, HEMBA1000168, HEMBA1000185, HEMBA1000216, HEMBA1000227, HEMBA1 
000231, HEMBA1000243, HEMBA1000244, HEMBA1000280, HEMBA1000282, HEMBA100 
0288, HEMBA1000303, HEMBA1000304, HEMBA1000327, HEMBA1000338, HEMBA10003 



5 10 



££JliE4#2 002-3046777 



#200 0—118776 



51, HEMBA1000355, HEMBA1000356, HEMBA1000357, HEMBA1000366, HEMBA1000369 
, HEMBA1000376, HEMBA1000387, HEMBA1000392, HEMBA1000396, HEMBA1000411, 
HEMBA1000422, HEMBA1000428, HEMBA1000456, HEMBA1000459, HEMBA1000469, HE 
MBA1000488, HEMBA1000491, HEMBA1000501, HEMBA1000505, HEMBA1000508, HEMB 
A1000519, HEMBA1000523, HEMBA1000534, HEMBA1000540, HEMBA1000542, HEMBA1 
000545, HEMBA1000557, HEMBA1000561, HEMBA1000568, HEMBA1000569, HEMBA100 
0575, HEMBA1000588, HEMBA1000591, HEMBA1000604, HEMBA1000622, HEMBA10006 
36, HEMBA1000655, HEMBA1000657, HEMBA1000673, HEMBA1000682, HEMBA1000702 
, HEMBA1000705, HEMBA1000726, HEMBA1000749, HEMBA1000752, HEMBA1000769, 
HEMBA1000774, HEMBA1000791, HEMBA1000827, HEMBA1000843, HEMBA1000852, HE 
MBA1000870, HEMBA1000872, HEMBA1000876, HEMBA1000908, HEMBA1000910, HEMB 
A1000918, HEMBA1000919, HEMBA1000934, HEMBA1000942, HEMBA1000960, HEMBA1 
000971, HEMBA1000972, HEMBA1000975, HEMBA1000986, HEMBA1000991, HEMBA100 
1007, HEMBA1001008, HEMBA1001017, HEMBA1001020, HEMBA1001051, HEMBA10010 
59, HEMBA1001060, HEMBA1001077, 
[0 2 6 2] 

HEMBA1001080, HEMBA1001085, HEMBA1001088, HEMBA1001109, HEMBA1001121, HE 
MBA1001123, HEMBA1001133, HEMBA1001137, HEMBA1001140, HEMBA1001172, HEMB 
A1001197, HEMBA1001208, HEMBA1001213, HEMBA1001226, HEMBA1001235, HEMBA1 
001265, HEMBA1001281, HEMBA1001286, HEMBA1001289, HEMBA1001294, HEMBA100 
1299, HEMBA1001302, HEMBA1001303, HEMBA1001310, HEMBA1001326, HEMBA10013 
30, HEMBA1001351, HEMBA1001375, HEMBA1001377, HEMBA1001387, HEMBA1001388 
, HEMBA1001398, HEMBA1001405, HEMBA1001413, HEMBA1001415, HEMBA1001432, 
HEMBA1001433, HEMBA1001435, HEMBA1001446, HEMBA1001450, HEMBA1001454, HE 
MBA1001463, HEMBA1001476, HEMBA1001497, HEMBA1001510, HEMBA1001515, HEMB 
A1001517, HEMBA1001526, HEMBA1001533, HEMBA1001557, HEMBA1001566, HEMBA1 
001569, HEMBA1001570, HEMBA1001579, HEMBA1001581, HEMBA1001589, HEMBA100 
1595, HEMBA1001608, HEMBA1001620, HEMBA1001636, HEMBA1001640, HEMBA10016 
47, HEMBA1001651, HEMBA1001655, HEMBA1001661, HEMBA1001678, HEMBA1001709 
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, HEMBA1001712, HEMBA1001714, HEMBA1001718, HEMBA1001731, HEMBA1001734, 
HEMBA1001745, HEMBA1001761, HEMBA1001781, HEMBA1001784, HEMBA1001791, HE 
MBA1001804, HEMBA1001808, HEMBA1001809, HEMBA1001815, HEMBA1001822, HEMB 
A1001824, HEMBA1001844, HEMBA1001847, HEMBA1001864, HEMBA1001866, HEMBA1 
001869, HEMBA1001888, HEMBA1001896, HEMBA1001910, HEMBA1001912, HEMBA100 
1913, HEMBA1001939, HEMBA1001940, HEMBA1001964, HEMBA1001967, HEMBA10019 
87, HEMBA1001991, HEMBA1002003, 
[0 2 6 3] 

HEMBA1002008, HEMBA1002018, HEMBA1002035, HEMBA1002049, HEMBA1002092, HE 
MBA1002100, HEMBA1002102, HEMBA1002113, HEMBA1002119, HEMBA1002125, HEMB 
A1002144, HEMBA1002150, HEMBA1002151, HEMBA1002160, HEMBA1002161, HEMB A 1 
002162, HEMBA1002166, HEMBA1002177, HEMBA1002185, HEMBA1002189, HEMBA100 
2191, HEMBA1002226, HEMBA1002229, HEMBA1002237, HEMBA1002241, HEMBA10022 
65, HEMBA1002267, HEMBA1002270, HEMBA1002328, HEMBA1002337, HEMBA1002341 
, HEMBA1002363, HEMBA1002381, HEMBA1002389, HEMBA1002417, HEMBA1002419, 
HEMBA1002439, HEMBA1002458, HEMBA1002462, HEMBA1002469, HEMBA1002477, HE 
MBA1002486, HEMBA1002495, HEMBA1002498, HEMBA1002503, HEMBA1002508, HEMB 
A1002513, HEMBA1002515, HEMBA1002538, HEMBA1002542, HEMBA1002552, HEMBA1 
002558, HEMBA1002561, HEMBA1002569, HEMBA1002590, HEMBA1002592, HEMBA100 
2609, HEMBA1002624, HEMBA1002629, HEMBA1002645. HEMBA1002659, HEMBA10026 
61, HEMBA1002678, HEMBA1002679, HEMBA1002696, HEMBA1002703, HEMBA1002712 
, HEMBA1002728, HEMBA1002730, HEMBA1002746, HEMBA1002748, HEMBA1002750, 
HEMBA1002768, HEMBA1002777, HEMBA1002779, HEMBA1002780, HEMBA1002794, HE 
MBA1002810, HEMBA1002816, HEMBA1002818, HEMBA1002826, HEMBA1002833, HEMB 
A1002863, HEMBA1002876, HEMBA1002896, HEMBA1002921, HEMBA1002924, HEMBA1 
002934, HEMBA1002935, HEMBA1002944, HEMBA1002968, HEMBA1002970, HEMBA100 
2971, HEMBA1002973, HEMBA1002997, HEMBA1003021, HEMBA1003033, HEMBA10030 
34, HEMBA1003037, HEMBA1003041, 
[0264] 
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HEMBA1003046, HEMBA1003067, HEMBA1003071, HEMBA1003078, HEMBA1003079, HE 
MBA1003083, HEMBA1003086, HEMBA1003098, HEMBA1003129, HEMBA1003133, HEMB 
A1003136, HEMBA1003142, HEMBA1003148, HEMBA1003166, HEMBA1003175, HEMBA1 
003179. HEMBA1003199, HEMBA1003202, HEMBA1003204, HEMBA1003212, HEMBA100 
3220, HEMBA1 003229, HEMBA1003235, HEMBA1003257, HEMBA1003273, HEMBA10032 
76, HEMBA1003278, HEMBA1003281, HEMBA1003286, HEMBA1003296, HEMBA1003314 
, HEMBA1003322, HEMBA1003327, HEMBA1003328, HEMBA1003330, HEMBA1003348, 
HEMBA1003370, HEMBA1003373, HEMBA1003376, HEMBA1003380, HEMBA1003384, HE 
MBA1003403, HEMBA1003408, HEMBA1003418, HEMBA1003447, HEMBA1003461, HEMB 
A1003463, HEMBA1003480, HEMBA1003528, HEMBA1003531, HEMBA1003538, HEMBA1 
003556, HEMBA1003571, HEMBA1003581, HEMBA1003591, HEMBA1003595, HEMBA100 
3597, HEMBA1003598, HEMBA1003615, HEMBA1003617, HEMBA1003621, HEMBA10036 
37, HEMBA1003640, HEMBA1003645, HEMBA1003656, HEMBA1003667, HEMBA1003680 
, HEMBA1003690, HEMBA1003692, HEMBA1003711, HEMBA1003714, HEMBA1003715, 
HEMBA1003720, HEMBA1003725, HEMBA1003729, HEMBA1003733, HEMBA1003742, HE 
MBA1003758, HEMBA1003760, HEMBA1003773, HEMBA1003803, HEMBA1003804, HEMB 
A1003805, HEMBA1003827, HEMBA1003836, HEMBA1003838, HEMBA1003864, HEMBA1 
003879, HEMBA1003880, HEMBA1003885, HEMBA1003893, HEMBA1003902, HEMBA100 
3926, HEMBA1003937, HEMBA1003942, HEMBA1003958, HEMBA1003978, HEMBA10039 
87, HEMBA1003989, HEMBA1004011, 
[0 2 6 5] 

HEMBA1004012, HEMBA1004024, HEMBA1004048, HEMBA1004049, HEMBA1004056, HE 
MBA1004074, HEMBA1004086, HEMBA1004097, HEMBA1004111, HEMBA1004131, HEMB 
A1004132, HEMBA1004133, HEMBA1004138, HEMBA1004146, HEMBA1004164, HEMBA1 
004200, HEMBA1004203, HEMBA1004225, HEMBA1004227, HEMBA1004238, HEMBA100 
4246, HEMBA1004267, HEMBA1004274, HEMBA1004275, HEMBA1004289, HEMBA10043 
06, HEMBA1004312, HEMBA1004321, HEMBA1004323, HEMBA1004327, HEMBA1004335 
, HEMBA1004341, HEMBA1004353, HEMBA1004354, HEMBA1004356, HEMBA1004396, 
HEMBA1004405, HEMBA1004408, HEMBA1004429, HEMBA1004433, HEMBA1004460, HE 
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MBA1004461, HEMBA1004479, HEMBA1004499, HEMBA1004506, HEMBA1004507, HEMB 
A1004509, HEMBA1004534, HEMBA1004538, HEMBA1004542, HEMBA1004554, HEMBA1 
004560, HEMBA1004577, HEMBA1004586, HEMBA1004596, HEMBA1004604, HEMBA100 
4610, HEMBA1004617, HEMBA1004629, HEMBA1004669, HEMBA1004670, HEMBA10046 
72, HEMBA1004697, HEMBA1004705, HEMBA1004709, HEMBA1004711, HEMBA1004725 
, HEMBA1004736, HEMBA1004748, HEMBA 1004751, HEMBA1004752, HEMBA1004753, 
HEMBA1004756, HEMBA1004758, HEMBA1004763, HEMBA1004771, HEMBA1004778, HE 
MBA1004803, HEMBA1004816, HEMBA1004847, HEMBA1004850, HEMBA1004863, HEMB 
A1004864, HEMBA1004865, HEMBA1004880, HEMBA1004909, HEMBA1004918, HEMBA1 
004923, HEMBA1004930, HEMBA1004933, HEMBA1004934, HEMBA1004944, HEMBA100 
4954, HEMBA1004960, HEMBA1004972, HEMBA1004980, HEMBA1005008, HEMBA10050 
19, HEMBA1005035, HEMBA1005039, 
[0 2 6 6] 

HEMBA1005047, HEMBA1005050, HEMBA1005075, HEMBA1005079, HEMBA1005101, HE 
MBA1005113, HEMBA1005123, HEMBA1005133, HEMBA1005149, HEMBA1005152, HEMB 
A1005201, HEMBA1005202, HEMBA1005206, HEMBA1005223, HEMBA1005241, HEMBA1 
005244, HEMBA1005251, HEMBA1005252, HEMBA1005275, HEMBA1005296, HEMBA100 
5304, HEMBA1005311, HEMBA1005315, HEMBA1005331, HEMBA1005338, HEMBA10053 
53, HEMBA1005359, HEMBA1005367, HEMBA1005374, HEMBA1005382, HEMBA1005389 
, HEMBA1005403, HEMBA1005408, HEMBA1005411, HEMBA1005423, HEMBA1005443,' 
HEMBA1005447, HEMBA1005468, HEMBA1005469, HEMBA1005472, HEMBA1005474, HE 
MBA1005475, HEMBA1005500, HEMBA1005511, HEMBA1005513, HEMBA1005518, HEMB 
A1005520, HEMBA1005526, HEMBA1005530, HEMBA1005548, HEMBA1005552, HEMBA1 
005558, HEMBA1005568, HEMBA1005570, HEMBA1005576, HEMBA1005577, HEMBA100 
5581, HEMBA1005583, HEMBA1005588, HEMBA1005593, HEMBA1005595, HEMBA10056 
06, HEMBA1005609, HEMBA1005616, HEMBA1005627, HEMBA1005632, HEMBA1005634 
, HEMBA1005670, HEMBA1005679, HEMBA1005680, HEMBA1005685, HEMBA1005705, 
HEMBA1005717, HEMBA1005732, HEMBA1005765, HEMBA1005780, HEMBA1005813, HE 
MBA1005815, HEMBA1005822, HEMBA1005829, HEMBA1005834, HEMBA1005852, HEMB 
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A1005853, HEMBA1005894, HEMBA1005911, HEMBA1005921, HEMBA1005931, HEMBA1 
005934, HEMBA1005962, HEMBA1005990, HEMBA1005991, HEMBA1005999, HEMBA100 
6002, HEMBA1006005, HEMBA1006031, HEMBA1006036, HEMBA1006042, HEMBA10060 
81, HEMBA1006090, HEMBA1006091, 
[0 2 6 7] 

HEMBA1006100, HEMBA1006108, HEMBA1006121, HEMBA1006124, HEMBA1006138, HE 
MBA1006142, HEMBA1006155, HEMBA1006173, HEMBA1006182, HEMBA1006235, HEMB 
A1006248, HEMBA1006252, HEMBA1006253, HEMBA1006259, HEMBA1006278, HEMBA1 
006283, HEMBA1006309, HEMBA1006310, HEMBA1006328, HEMBA1006344, HEMBA100 
6349, HEMBA1006359, HEMBA1006364, HEMBA1006377, HEMBA1006380, HEMBA10063 
81, HEMBA1006398, HEMBA1006416, HEMBA1006419, HEMBA1006421, HEMBA1006426 
, HEMBA1006438, HEMBA1006445, HEMBA1006461, HEMBA1006483, HEMBA1006485, 
HEMBA1006486, HEMBA1006497, HEMBA1006502, HEMBA1006546, HEMBA1006562, HE 
MBA1006569, HEMBA1006595, HEMBA1006597, HEMBA1006612, HEMBA1006617, HEMB 
A1006624, HEMBA1006631, HEMBA1006635, HEMBA1006639, HEMBA1006643, HEMBA1 
006648, HEMBA1006652, HEMBA1006653, HEMBA1006659, HEMBA1006674, . HEMBA100 
6676, HEMBA1006695, HEMBA1006696, HEMBA1006708, HEMBA1006709, HEMBA10067 
17, HEMBA1006737, HEMBA1006744, HEMBA1006754, HEMBA1006758, HEMBA1006779 
, HEMBA1006780, HEMBA1006795, HEMBA1006796, HEMBA1006807, HEMBA1006821, 
HEMBA1006824, HEMBA1006832, HEMBA1006849, HEMBA1006865, HEMBA1006877, HE 
MBA1006885, HEMBA1006900, HEMBA1006914, HEMBA1006921, HEMBA1006926, HEMB 
A1006936, HEMBA1006941, HEMBA1006949, HEMBA1006973, HEMBA1006993, HEMBA1 
007002, HEMBA1007045, HEMBA1007051, HEMBA1007052, HEMBA1007062, HEMBA100 
7066, HEMBA1007073, HEMBA1007078, HEMBA1007080, HEMBA1007085, HEMBA10070 
87, HEMBA1007113, HEMBA1007121, 
[0 2 6 8] 

HEMBA1007129, HEMBA1007147, HEMBA1007149, HEMBA1007151, HEMBA1007174, HE 
MBA1007178, HEMBA1007194, HEMBA1007203, HEMBA1007206, HEMBA1007224, HEMB 
A1007243, HEMBA1007256, HEMBA1007267, HEMBA1007273, HEMBA1007279, HEMBA1 
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007288, HEMBA1007300, HEMBA1007301, HEMBA1007320, HEMBA1007322, HEMBA100 
7327, HEMBA1007341, HEMBA1007347, HEMBB1000005, HEMBB1000008, HEMBB10000 
18, HEMBB1000024, HEMBB1000025, HEMBB1000030, HEMBB1000036, HEMBB1000037 
, HEMBB1000039, HEMBB1000044, HEMBB1000050, HEMBB1000054, HEMBB1000055, 
HEMBB1000059, HEMBB1000083, HEMBB1000089, HEMBB1000099, HEMBB1000103, HE 
MBB1000113, HEMBB1000119, HEMBB1000136, HEMBB1000141, HEMBB1000144, HEMB 
B1000173, HEMBB1000198, HEMBB1000215, HEMBB1000217, HEMBB1000218, HEMBB1 
000226, HEMBB1000240, HEMBB1000244, HEMBB1000258, HEMBB1000264, HEMBB100 
0266, HEMBB1000274, HEMBB1000307, HEMBB1000312, HEMBB1000317, HEMBB10003 
18, HEMBB1000336, HEMBB1000337, HEMBB1000338, HEMBB1000339, HEMBB1000341 
, HEMBB1000343, HEMBB1000354, HEMBB1000369, HEMBB1000374, HEMBB1000376, 
HEMBB1000391, HEMBB1000402, HEMBB1000420, HEMBB1000434, HEMBB1000438, HE 
MBB1000441, HEMBB1000455, HEMBB1000472, HEMBB1000480, HEMBB1000490, HEMB 
B1000491, HEMBB1000493, HEMBB1000510, HEMBB1000523, HEMBB1000530, HEMBB1 
000550, HEMBB1000554, HEMBB1000556, HEMBB1000564, HEMBB1000573, HEMBB100 
0575, HEMBB1000586, HEMBB1000589, HEMBB1000591, HEMBB1000593, HEMBB10005 
98, HEMBB1000623, HEMBB1000630, 
[0 2 6 9] 

HEMBB1000631, HEMBB1000632, HEMBB1000637, HEMBB1000638, HEMBB1000643, HE 
MBB1000649, HEMBB1000652, HEMBB1000671, HEMBB1000684, HEMBB1000693, HEMB 
B1000705, HEMBB1000706, HEMBB1000709, HEMBB1000726, HEMBB1000738, HEMBB1 
000749, HEMBB1000763, HEMBB1000770, HEMBB1000781, HEMBB1000790, HEMBB100 
0807, HEMBB1000810, HEMBB1000821, HEMBB1000826, HEMBB1000827, HEMBB10008 
35, HEMBB1000840, HEMBB1000848, HEMBB1000870, HEMBB1000887, HEMBB1000890 
, HEMBB1000893, HEMBB1000908, HEMBB1000910, HEMBB1000913, HEMBB1000915, 
HEMBB1000917, HEMBB1000927, HEMBB1000947, HEMBB1000959, HEMBB1000975, HE 
MBB1000991,' HEMBB1000996, HEMBB1001014, HEMBB1001020, HEMBB1001024, HEMB 
B1001037, HEMBB1001047, HEMBB1001056, HEMBB1001058, HEMBB1001060, HEMBB1 
001063, HEMBB1001068, HEMBB1001096, HEMBB1001102, HEMBB1001105, HEMBBlOO 
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1112, HEMBB1001114, HEMBB1001119, HEMBB1001126, HEMBB1001133, HEMBB10011 
37, HEMBB1001142, HEMBB1001151, HEMBB1001153, HEMBB1001169, HEMBB1001175 
, HEMBB1001177, HEMBB1001182, HEMBB1001208, HEMBB1001209, HEMBB1001210, 
HEMBB1001218, HEMBB1001234, HEMBB1001249, HEMBB1001253, HEMBB1001254, HE 
MBB1001267, HEMBB1001271, HEMBB1001282, HEMBB1001288, HEMBB1001289, HEMB 
B1001294, HEMBB1001302, HEMBB1001317, HEMBB1001337, HEMBB1001346, HEMBB1 
001348, HEMBB1001366, HEMBB1001367, HEMBB1001369, HEMBB1001380, HEMBB100 
1426, HEMBB1001429, HEMBB1001436, HEMBB1001449, HEMBB1001454, HEMBB10014 
58, HEMBB1001463, HEMBB1001500, 
[0 2 7 0] 

HEMBB1001521, HEMBB1001527, HEMBB1001531, HEMBB1001535, HEMBB1001536, HE 
MBB1001537, HEMBB1001555, HEMBB1001562, HEMBB1001564, HEMBB1001565, HEMB 
B1001585, HEMBB1001586, HEMBB1001588, HEMBB1001618, HEMBB1001619, HEMBB1 
001635, HEMBB1001637, HEMBB1001653, HEMBB1001673, HEMBB1001704, HEMBB100 
1706, HEMBB1001707, HEMBB1001717, HEMBB1001735, HEMBB1001749, HEMBB10017. 
53, HEMBB1001756, HEMBB1001802, HEMBB1001812, HEMBB1001816, HEMBB1001831 
, HEMBB1001834, HEMBB1001836, HEMBB1001850, HEMBB1001863, HEMBB1001869, 
HEMBB1001880, HEMBB1001906, HEMBB1001908, HEMBB1001910, HEMBB1001911, HE 
MBB1001915, HEMBB1001921, HEMBB1001922, HEMBB1001925, HEMBB1001944, HEMB 
B1001945, HEMBB1001947, HEMBB1001950, HEMBB1001952, HEMBB1001953, HEMBB1 
001957, HEMBB1001962, HEMBB1001967, HEMBB1001973, HEMBB1001983, HEMBB100 
1988, HEMBB1001990, HEMBB1001996, HEMBB1001997, HEMBB1002005, HEMBB10020 
15, HEMBB1002042, HEMBB1002043, HEMBB1002045, HEMBB1002049, HEMBB1002050 
, HEMBB1002068, HEMBB1002069, HEMBB1002092, HEMBB1002094, HEMBB1002115, 
HEMBB1002134, HEMBB1002139, HEMBB1002142, HEMBB1002152, HEMBB1002189, HE 
MBB1002190, HEMBB1002193, HEMBB1002217, HEMBB1002218, HEMBB1002232, HEMB 
B1002247, HEMBB1002249, HEMBB1002254, HEMBB1002280, HEMBB1002300, HEMBB1 
002306, HEMBB1002327, HEMBB1002329, HEMBB1002342, HEMBB1002358, HEMBB100 
2359, HEMBB1002364, HEMBB1002371, HEMBB1002381, HEMBB1002383, HEMBB10023 
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87, HEMBB1002409, HEMBB1002415, 
[0 2 7 1 ] 

HEMBB1002425, HEMBB1002442, HEMBB1002453, HEMBB1002457, HEMBB1002477, HE 
MBB1002489, HEMBB1002495, HEMBB1002520, HEMBB1002531, HEMBB1002534, HEMB 
B1002545, HEMBB1002556, HEMBB1002579, HEMBB1002582, HEMBB1002590, HEMBB1 
002596, HEMBB1002601, HEMBB1002603, HEMBB1002607, HEMBB1002610, HEMBB100 
2613, HEMBB1002614, HEMBB1002617, HEMBB1002623, HEMBB1002635, HEMBB10026 
64, HEMBB1 002683, HEMBB1002684, HEMBB1002692, HEMBB1002697, HEMBB1002699 
, HEMBB1002712, MAMMA1000009, MAMMA1000019, MAMMA1000020, MAMMA1000025, 
MAMMA1000043, MAMMA1000045, MAMMA1000055, MAMMA1000057, MAMMA1000069, MA 
MMA1000084, MAMMA1000085, MAMMA1000092, MAMMA1000103, MAMMA1000117, MAMM 
A1000129, MAMMA1000133, MAMMA1000134, MAMMA1000139, MAMMA1000143, MAMMA 1 
000155, MAMMA1000163, MAMMA1000171, MAMMA1000173, MAMMA1000183, MAMMA100 
0198, MAMMA1000227, MAMMA1000241, MAMMA1000251, MAMMA1000254, MAMMA10002 
57, MAMMA1000264, MAMMA1000266, MAMMA1000270, MAMMA1000277, MAMMA1000278 
, MAMMA1000279, MAMMA1000284, MAMMA1000287, MAMMA1000302, MAMMA1000307, 
MAMMA1000312, MAMMA1000313, MAMMA1000331, MAMMA1000339, MAMMA1000340, MA 
MMA1000348, MAMMA1000356, MAMMA1000360, MAMMA1000361, MAMMA1000372,. MAMM 
A1000385, MAMMA1000388, MAMMA1000395, MAMMA1000402, MAMMA1000 X 410, MAMMA1 
000413, MAMMA1000414, MAMMA1000416, MAMMA1000421, MAMMA1000422, MAMMA100 
0423, MAMMA1000429, MAMMA1000431, MAMMA1000444, MAMMA1000446, MAMMA10004 
72, MAMMA1000478, MAMMA1000483, 
[0 2 7 2] 

MAMMA1000500, MAMMA1000501, MAMMA1000516, MAMMA1000522, MAMMA1000524, MA 
MMA1000559, MAMMA1000565, MAMMA1000567, MAMMA1000576, MAMMA1000583, MAMM 
A1000585, MAMMA1000594, MAMMA1000597, MAMMA1000605, MAMMA1000612, MAMMA1 
000623, MAMMA1000625, MAMMA1000643, MAMMA1000664, MAMMA1000669, MAMMA100 
0670, MAMMA1000672, MAMMA1000684, MAMMA1000696, MAMMA1000707, MAMMA10007 
13, MAMMA1000714, MAMMA1000718, MAMMA1000720, MAMMA1000723, MAMMA1000731 
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, MAMMA1000732, MAMMA1000733, MAMMA1000734, MAMMA1 000738, MAMMA1000744, 
MAMMA1000746, MAMMA1000752, MAMMA1000760, MAMMA1000761, MAMMA1000775, MA 
MMA1000776, MAMMA1000778, MAMMA1000782, MAMMA1000798, MAMMA1000802, MAMM 
A1000824, MAMMA1000831, MAMMA1000839, MAMMA1000841, MAMMA1000842, MAMMA1 
000851, MAMMA1000856, MAMMA1000859, MAMMA1000862, MAMMA1000863, MAMMA100 
0867, MAMMA1000875, MAMMA1000876, MAMMA1000877, MAMMA1000880, MAMMA10008 
83, MAMMA1000897, MAMMA1000905, MAMMA1000906, MAMMA1000908, MAMMA1000914 
, MAMMA1000921, MAMMA1000931, MAMMA1 000940, MAMMA1000941, MAMMA1000942, 
MAMMA1000943, MAMMA1000956, MAMMA1000957, MAMMA1000962, MAMMA1000968, MA 
MMA1000975, MAMMA1000979, MAMMA1000987, MAMMA1000998, MAMMA1001003, MAMM 
A1001008, MAMMA1001021, MAMMA1001024, MAMMA1001035, MAMMA1001038, MAMMA1 
001041, MAMMA1001050, MAMMA1001059, MAMMA1001067, MAMMA1001073, MAMMA100 
1074,. MAMMA1001078, MAMMA1001080, MAMMA1001082, MAMMA1001092, MAMMA10011 
05, MAMMA1001126, MAMMA1001133, 
[0 2 7 3] 

MAMMA1001139, MAMMA1001143, MAMMA1001145, MAMMA1001154, MAMMA1001161, MA 
MMA1001162, MAMMA1001181, MAMMA1001186, MAMMA1001191, MAMMA1001198, MAMM 
A1001202, MAMMA1001203, MAMMA1001206, MAMMA1001215, MAMMA1001220, MAMMA1 
001243, MAMMA1001244, MAMMA1001249, MAMMA1001256, MAMMA1001259, MAMMA100 
1260, MAMMA1001268, MAMMA1001271, MAMMA1001274, MAMMA1001280, MAMMA10012 
92, MAMMA1001296, MAMMA1001298, MAMMA1001305, MAMMA1001324, MAMMA1001330 
, MAMMA1001341, MAMMA1001343, MAMMA1001346, MAMMA1001383, MAMMA1001388, 
MAMMA1001397, MAMMA1001408, MAMMA1001411, MAMMA1001419, MAMMA1001420, MA 
MMA1001435, MAMMA1001442, MAMMA1001446, MAMMA1001452, MAMMA1001465, MAMM 
A1001487, MAMMA1001501, MAMMA1001502, MAMMA1001522, MAMMA1001547, MAMMA1 
001551, MAMMA1001575, MAMMA1001576, MAMMA1001590, MAMMA1001600, MAMMA100 
1604, MAMMA1001606, MAMMA1001620, MAMMA1001630, MAMMA1001633, MAMMA10016 
35, MAMMA1001654, MAMMA1001663, MAMMA1001670, MAMMA1001671, MAMMA1001679 
, MAMMA1001683, MAMMA1001686, MAMMA1001692, MAMMA1001711, MAMMA1001715, 
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MAMMA1001735, MAMMA1001740, MAMMA1001743, MAMMA1001745, MAMMA1001751, MA 
MMA1001754, MAMMA1001760, MAMMA1001768, MAMMA1001769, MAMMA1001771, MAMM 
A1001783, MAMMA1001785, MAMMA1001790, MAMMA1001806, MAMMA1001815, MAMMA1 
001818, MAMMA1001820, MAMMA1001824, MAMMA1001836, MAMMA1001837, MAMMA100 
1848, MAMMA1001851, MAMMA1001854, MAMMA1001858, MAMMA1001864, MAMMA10018 
68, MAMMA1001874, MAMMA1001878, 
[0 2 7 4] 

MAMMA1001880, MAMMA1001890, MAMMA1001907,- MAMMA1001908, MAMMA1001931, MA 
MMA1001956, MAMMA1001969, MAMMA1001970, MAMMA1001992, MAMMA1002009, MAMM 
A1002032, MAMMA1002033, MAMMA1002042, MAMMA1002047, MAMMA1002056, MAMMA 1 
002058, MAMMA1002068, MAMMA1002078, MAMMA1002082, MAMMA1002084, MAMMA100 
2108, MAMMA1002125, MAMMA1002132, MAMMA1002140, MAMMA1002143, MAMMA10021 
45, MAMMA1002153, MAMMA1002155, MAMMA1002158, MAMMA1002174, MAMMA1002198 
, MAMMA1002209, MAMMA1002215, MAMMA1002219, MAMMA1002230, MAMMA1002236, 
MAMMA1002243, MAMMA1002250, MAMMA1002267, MAMMA1002282, MAMMA1002292, MA 
MMA1002293, MAMMA1002294, MAMMA1002297, MAMMA1002298, MAMMA1002299, MAMM 
A1002308, MAMMA1002310, MAMMA1002311, MAMMA1002312, MAMMA1002317, MAMMA1 
002319, MAMMA1002322, MAMMA1002329, MAMMA1002332, MAMMA1002333, MAMMA100 
2339, MAMMA1002347, MAMMA1002351, MAMMA1002352, MAMMA1002353, MAMMA10023 
55, MAMMA1002356, MAMMA1002359, MAMMA1002360, MAMMA1002361, MAMMA1002362 
, MAMMA1002380, MAMMA1002384, MAMMA1002392, MAMMA1002411, MAMMA1002413, 
MAMMA1002417, MAMMA1002427, MAMMA1002428, MAMMA1002434, MAMMA1002446, MA 
MMA1002454, MAMMA1002461, MAMMA1002470, MAMMA1002475, MAMMA1002480, MAMM 
A1002485, MAMMA1002494, MAMMA1002498, MAMMA1002524, MAMMA1002530, MAMMA1 
002545, MAMMA1002554, MAMMA1002556, MAMMA1002571, MAMMA1002573, MAMMA100 
2585, MAMMA1002590, MAMMA1002597, MAMMA1002598, MAMMA1002603, MAMMA10026 
12, MAMMA1002617, MAMMA1002618, 
[0 2 7 5] 

MAMMA1002622, MAMMA1002623, MAMMA1002625, MAMMA1002629, MAMMA1002636, MA 
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MMA1002637, MAMMA1002646, MAMMA1002655, MAMMA1002662, MAMMA1002665, MAMM 
A1002671, MAMMA1002673, MAMMA1002684, MAMMA1002698, MAMMA1002701, MAMMA 1 
002708, MAMMA1002711, MAMMA1002721, MAMMA1002728, MAMMA1002744, MAMMA100 
2748, MAMMA 1002754, MAMMA1002764, MAMMA1002765, MAMMA1002775, MAMMA10027 
80, MAMMA1002782, MAMMA1002796, MAMMA1002807, MAMMA1002830, MAMMA1002833 
, MAMMA1002838, MAMMA1002842, MAMMA1002843, MAMMA1002844, MAMMA1002858, 
MAMMA1002868, MAMMA1002869, MAMMA1002880, MAMMA1002881, MAMMA1002886, MA 
MMA1002887, MAMMA1002890, MAMMA1002892, MAMMA1002895, MAMMA1002908, MAMM 
A1002909, MAMMA1002930, MAMMA1002937, MAMMA1002941, MAMMA1002947, MAMMA 1 
002964, MAMMA1002970, MAMMA1002972, MAMMA1002973, MAMMA1002987, MAMMA100 
3003, MAMMA1003004, MAMMA1003007, MAMMA1003011, MAMMA1003013, MAMMA10030 
15, MAMMA1003031, MAMMA1003035, MAMMA1003039, MAMMA1003040, MAMMA1003044 
, MAMMA1003047, MAMMA1003055, MAMMA1003057, MAMMA1003066, MAMMA1003089, 
MAMMA1003099, MAMMA1003113, MAMMA1003127, MAMMA1003150, NT2RM1000018, NT 
2RM1000035, NT2RM1000037, NT2RM1000039, NT2RM1000059, NT2RM1000086, NT2R 
M1000252, NT2RM1000256, NT2RM1000260, NT2RM1000272, NT2RM1000300, NT2RM1 
000314, NT2RM1000341, NT2RM1000355, NT2RM1000377, NT2RM1000499, NT2RM100 
0553, NT2RM1000555, NT2RM1000672, NT2RM1000725, NT2RM1000802, NT2RM10008 
26, NT2RM1000829, NT2RM1000857, 
[0 2 7 6] 

NT2RM1000867, NT2RM1000874, NT2RM1000882, NT2RM1000883, NT2RM1000885, NT 
2RM1000894, NT2RM1000905, NT2RM1000927, NT2RM1000962, NT2RM1001044, NT2R 
M1001082, NT2RM1001092, NT2RM1001115, NT2RM1001139, NT2RM2000006, NT2RM2 
000013, NT2RM2000030, NT2RM2000032, NT2RM2000093, NT2RM2000101, NT2RM200 
0191, NT2RM2000239, NNNNNNNNNNNN, NT2RM2000250, NT2RM2000259, NT2RM20002 
60, NT2RM2000287, NT2RM2000359, NT2RM2000363, NT2RM2000368, NT2RM2000371 
, NT2RM2000374, NT2RM2000402, NT2RM2000407, NT2RM2000420, NT2RM2000422, 
NT2RM2000452, NT2RM2000490, NT2RM2000502, NT2RM2000504, NT2RM2000567, NT 
2RM2000569, NT2RM2000577, NT2RM2000581, NT2RM2000588, NT2RM2000599, NT2R 
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M2000612, NT2RM2000623, NT2RM2000624, NT2RM2000635, NT2RM2000636, NT2RM2 
000649, NT2RM2000714, NT2RM2000735, NT2RM2000740, NT2RM2000795, NT2RM200 
0821, NT2RM2000837, NT2RM2000952, NT2RM2000984, NT2RM2001004, NT2RM20010 
65, NT2RM2001100, NT2RM2001105, NT2RM2001131, NT2RM2001141, NT2RM2001177 
, NT2RM2001194, NT2RM2001196, NT2RM2001201, NT2RM2001221, NT2RM2001238, 
NT2RM2001243, NT2RM2001247, NT2RM2001306, NT2RM2001312, NT2RM2001324, NT 
2RM2001345, NT2RM2001360, NT2RM2001393, NT2RM2001424, NT2RM2001499, NT2R 
M2001504, NT2RM2001575, NT2RM2001582, NT2RM2001605, NT2RM2001632, NT2RM2 
001635, NT2RM2001641, NT2RM2001668, NT2RM2001670, NT2RM2001671, NT2RM200 
1688, NT2RM2001695, NT2RM2001696, NT2RM2001698, NT2RM2001699, NT2RM20017 
06, NT2RM2001716, NT2RM2001718, 
[0 2 7 7] 

NT2RM2001727, NT2RM2001743, NT2RM2001753, NT2RM2001760, NT2RM2001771, NT 
2RM2001782, NT2RM2001785, NT2RM2001797, NT2RM2001839, NT2RM2001840, NT2R 
M2001867, NT2RM2001896, NT2RM2001903, NT2RM2001930, NT2RM2001936, NT2RM2 
001950, NT2RM2001989, NT2RM2001997, NT2RM2001998, NT2RM2002030, NT2RM200 
2049, NT2RM2002088, NT2RM2002091, NT2RM2002100, NT2RM2002109, NT2RM20021 
42, NT2RM2002145, NT2RM2002178, NT2RM2002580, NT2RM4000030, NT2RM4000046 
, NT2RM4000086, NT2RM4000139, NT2RM4000155, NT2RM4000169, NT2RM4000191, 
NT2RM4000199, NT2RM4000202, NT2RM4000210, NT2RM4000229, NT2RM4000233, NT 
2RM4000251, NT2RM4000265, NT2RM4000290, NT2RM4000324, NT2RM4000327, NT2R 
M4000344, NT2RM4000354, NT2RM4000356, NT2RM4000366, NT2RM4000368, NT2RM4 
000395, NT2RM4000414, NT2RM4000425, NT2RM4000433, NT2RM4000457, NT2RM400 
0471, NT2RM4000496, NT2RM4000511, NT2RM4000515, NT2RM4000585, NT2RM40005 
95, NT2RM4000603, NT2RM4000616, NT2RM4000674, NT2RM4000689, NT2RM4000698 
, NT2RM4000700, NT2RM4000712, NT2RM4000733, NT2RM4000734, NT2RM4000741, 
NT2RM4000751, NT2RM4000764, NT2RM4000779, NT2RM4000787, NT2RM4000790, NT 
2RM4000795, NT2RM4000796, NT2RM4000798, NT2RM4000820, NT2RM4000833, NT2R 
M4000848, NT2RM4000852, NT2RM4000855, NT2RM4000887, NT2RM4000895, NT2RM4 
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000971, NT2RM4000996, NT2RM4001084, NT2RM4001092, NT2RM4001140, NT2RM400 
1151, NT2RM4001155, NT2RM4001160, NT2RM4001187, NT2RM4001191, NT2RM40012 
00, NT2RM4001204, NT2RM4001309, 
[0 2 7 8] 

NT2RM4001313,. NT2RM4001316, NT2RM4001320, NT2RM4001340, NT2RM4001347, NT 
2RM4001371, NT2RM4001382, NT2RM4001412, NT2RM4001414, NT2RM4001437, NT2R 
M4001444, NT2RM4001483, NT2RM4001522, NT2RM4001565, NT2RM4001566, NT2RM4 
001569, NT2RM4001594, NT2RM4001597, NT2RM4001662, NT2RM4001666, NT2RM400 
1682, NT2RM4001710, NT2RM4001714, NT2RM4001715, NT2RM4001731, NT2RM40017 
41, NT2RM4001746, NT2RM4001754, NT2RM4001783, NT2RM4001813, NT2RM4001819 
, NT2RM4001828, NT2RM4001836, NT2RM4001841, NT2RM4001842, NT2RM4001865, 
NT2RM4001876, NT2RM4001880, NT2RM4001905, NT2RM4001922, NT2RM4001940, NT 
2RM4001953, NT2RM4001965, NT2RM4001979, NT2RM4001987, NT2RM4002013, NT2R 
M4002034, NT2RM4002044, NT2RM4002054, NT2RM4002055, NT2RM4002063, NT2RM4 
002066, NT2RM4002067, NT2RM4002109, NT2RM4002140, NT2RM4002145, NT2RM400 
2174, NT2RM4002189, NT2RM4002194, NT2RM4002205, NT2RM4002213, NT2RM40022 
26, NT2RM4002256, NT2RM4002266, NT2RM4002278, NT2RM4002281, NT2RM4002287 
, NT2RM4002294, NT2RM4002323, NT2RM4002339, NT2RM4002373, NT2RM4002374, 
NT2RM4002383, NT2RM4002398, NT2RM4002409, NT2RM4002438, NT2RM4002446, NT 
2RM4002457, NT2RM4002479, NT2RM4002482, NT2RM4002493, NT2RM4002499, NT2R 
M4002504, NT2RM4002532, NT2RM4002534, NT2RM4002558, NT2RM4002571, NT2RM4 
002593, NT2RM4002594, NT2RP1000101, NT2RP1000124^ NT2RP1000272, NT2RP100 
0324, NT2RP1000326, NT2RP1000333, NT2RP1000357, NT2RP1000358, NT2RPl'0003 
63, NT2RP1000376, NT2RP1000439, 
[0 2 7 9] 

NT2RP1000443, NT2RP1000460, NT2RP1000470, NT2RP1000513, NT2RP1000522, NT 
2RP1000630, NT2RP1000677, NT2RP1000688, NT2RP1000721, NT2RP1000730, NT2R 
P1000738, NT2RP1000796, NT2RP1000825, NT2RP1000833, NT2RP1000851, NT2RP1 
000856, NT2RP1000860, NT2RP1000902, NT2RP1000944, NT2RP1000958, NT2RP100 
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0959, NT2RP1000966, NT2RP1001011, NT2RP1001013, NT2RP1001033, NT2RP10010 
79, NT2RP1001177, NT2RP1001185, NT2RP1001248, NT2RP1001310, NT2RP1001311 
, NT2RP1001313, NT2RP1001361, NT2RP1001385, NT2RP1001395, NT2RP1001410, 
NT2RP1001432, NT2RP1001449, NT2RP1001475, NT2RP1001543, NT2RP1001546, NT 
2RP1001569, NT2RP2000001, NT2RP2000006, NT2RP2000007, NT2RP2000008, NT2R 
P2000027, NT2RP2000040, NT2RP2000045, NT2RP2000054, NT2RP2000056, NT2RP2 
000067, NT2RP2000070, NT2RP2000076, NT2RP2000077, NT2RP2000079, NT2RP200 
0088, NT2RP2000108, NT2RP2000120, NT2RP2000126, NT2RP2000133, NT2RP20001 
47, NT2RP2000153, NT2RP2000173, NT2RP2000175, NT2RP2000183, NT2RP2000195 
, NT2RP2000205, NT2RP2000208, NT2RP2000224, NT2RP2000232, NT2RP2000233, 
NT2RP2000257, NT2RP2000258, NT2RP2000270, NT2RP2000283, NT2RP2000289, NT 
2RP2000297, NT2RP2000327, NT2RP2000328, NT2RP2000329, NT2RP2000346, NT2R 
P2000412, NT2RP2000414, NT2RP2000438, NT2RP2000459, NT2RP2000498, NT2RP2 
000603, NT2RP2000617, NT2RP2000644, NT2RP2000668, NT2RP2000704, NT2RP200 
0715, NT2RP2000758, NT2RP2000764, NT2RP2000809, NT2RP2000816, NT2RP20008 
45, NT2RP2000863, NT2RP2000880, 
[0 2 8 0] 

NT2RP2000931, NT2RP2000938, NT2RP2000943, NT2RP2000965, NT2RP2000970, NT 
2RP2000987, NT2RP2001036, NT2RP2001044, NT2RP2001056, NT2RP2001065, NT2R 
P2001070, NT2RP2001081, NT2RP2001119, NT2RP2001127, NT2RP2001137, NT2RP2 
001149, NT2RP2001168, NT2RP2001174, NT2RP2001226, NT2RP2001233, NT2RP200 
1268, NT2RP2001290, NT2RP2001312, NT2RP2001327, NT2RP2001328, NT2RP20013 
47, NT2RP2001366, NT2RP2001378, NT2RP2001392, NT2RP2001394, NT2RP2001397 
, NT2RP2001420, NT2RP2001427, NT2RP2001436, NT2RP2001449, NT2RP2001450, 
NT2RP2001467, NT2RP2001506, NT2RP2001511, NT2RP2001526, NT2RP2001560, NT 
2RP2001569, NT2RP2001576, NT2RP2001581, NT2RP2001597, NT2RP2001601, NT2R 
P2001628, NT2RP2001634, NT2RP2001660, NT2RP2001663, NT2RP2001677, NT2RP2 
001678, NT2RP2001699, NT2RP2001720, NT2RP2001721, NT2RP2001748, NT2RP200 
1839, NT2RP2001861, NT2RP2001869, NT2RP2001883, NT2RP2001898, NT2RP20019 
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00, NT2RP2001907, NT2RP2001926, NT2RP2001943, NT2RP2001947, NT2RP2001969 
, NT2RP2001985, NT2RP2002025, NT2RP2002032, NT2RP2002033, NT2RP2002066, 
NT2RP2002070, NT2RP2002078, NT2RP2002099, NT2RP2002105, NT2RP2002137, NT 
2RP2002154, NT2RP2002172, NT2RP2002192, NT2RP2002193, NT2RP2002208, NT2R 
P2002252, NT2RP2002259, NT2RP2002292, NT2RP2002312, NT2RP2002316, NT2RP2 
002333, NT2RP2002373, NT2RP2002385, NT2RP2002426, NT2RP2002439, NT2RP200 
2442, NT2RP2002457, NT2RP2002464, NT2RP2002475, NT2RP2002479, NT2RP20025 
03, NT2RP2002504, NT2RP2002520, 
[0 2 8 1] 

NT2RP2002537, NT2RP2002546, NT2RP2002549, NT2RP2002591, NT2RP2002595, NT 
2RP2002609, NT2RP2002618, NT2RP2002621, NT2RP2002643, NT2RP2002672, NT2R 
P2002701, NT2RP2002706, NT2RP2002710, NT2RP2002741, NT2RP2002750, NT2RP2 
002752, NT2RP2002753, NT2RP2002778, NT2RP2002800, NT2RP2002839, NT2RP200 
2862, NT2RP2002880, NT2RP2002928, NT2RP2002939, NT2RP2002979, NT2RP20029 

80, NT2RP2002986, NT2RP2002987, NT2RP2002993, NT2RP2003000, NT2RP2003034 
, NT2RP2003073, NT2RP2003099, NT2RP2003117, NT2RP2003121, NT2RP2003129, 
NT2RP2003157, NT2RP2003158, NT2RP2003164, NT2RP2003165, NT2RP2003177, NT 
2RP2003194, NT2RP2003228, NT2RP2003230, NT2RP2003237, NT2RP2003243, NT2R 
P2003272, NT2RP2003277, NT2RP2003280, NT2RP2003293, NT2RP2003329, NT2RP2 
003339, NT2RP2003391, NT2RP2003433, NT2RP2003445, NT2RP2003446, NT2RP200 
3466, NT2RP2003480, NT2RP2003499, NT2RP2003511, NT2RP2003517, NT2RP20035 
33, NT2RP2003543, NT2RP2003564, NT2RP2003567, NT2RP2003581, NT2RP2003596 
, NT2RP2003604, NT2RP2003668, NT2RP2003691, NT2RP2003702, NT2RP2003704, 
NT2RP2003714, NT2RP2003737, NT2RP2003760, NT2RP2003764, NT2RP2003769, NT 
2RP2003770, N.T2RP2003777, NT2RP2003781, NT2RP2003825, NT2RP2003840, NT2R 
P2003857, NT2RP2003859, NT2RP2003885, NT2RP2003912, NT2RP2003968, NT2RP2 
003976, NT2RP2003981, NT2RP2003984, NT2RP2003986, NT2RP2003988, NT2RP200 
4013, NT2RP2004014, NT2RP2004041, NT2RP2004042, NT2RP2004066, NT2RP20040 

81, NT2RP2004098, NT2RP2004124, 
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NT2RP2004165, NT2RP2004170, NT2RP2004194, NT2RP2004196, NT2RP2004226, NT 
2RP2004239, NT2RP2004240, NT2RP2004270, NT2RP2004300, NT2RP2004339, NT2R 
P2004347, NT2RP2004364, NT2RP2004389, NT2RP2004392, NT2RP2004396, NT2RP2 
004399, NT2RP2004400, NT2RP2004463, NT2RP2004476, NT2RP2004490, NT2RP200 
4523, NT2RP2004538, NT2RP2004568, NT2RP2004580, NT2RP2004602, NT2RP20046 
14, NT2RP2004664, NT2RP2004675, NT2RP2004681, NT2RP2004709, NT2RP2004710 
, NT2RP2004736, NT2RP2004743, NT2RP2004767, NT2RP2004775, NT2RP2004791, 
NT2RP2004861, NT2RP2004897, NT2RP2004933, NT2RP2004961, NT2RP2004962, NT 
2RP2004967, NT2RP2004978, NT2RP2004985, NT2RP2004999, NT2RP2005003, NT2R 
P2005012, NT2RP2005018, NT2RP2005020, NT2RP2005022, NT2RP2005108, NT2RP2 
005116, NT2RP2005144, NT2RP2005147, NT2RP2005168, NT2RP2005204, NT2RP200 
5227, NT2RP2005239, NT2RP2005254, NT2RP2005276, NT2RP2005287, NT2RP20052 
88, NT2RP2005289, NT2RP2005315, NT2RP2005325, NT2RP2005336, NT2RP2005354 
, NT2RP2005358, NT2RP2005360, NT2RP2005393, NT2RP2005407, NT2RP2005436, 
NT2RP2005457, NT2RP2005472, NT2RP2005476, NT2RP2005490, NT2RP2005491, NT 
2RP2005496, NT2RP2005498, NT2RP2005501, NT2RP2005509, NT2RP2005525, NT2R 
P2005539, NT2RP2005540, NT2RP2005555, NT2RP2005581, NT2RP2005600, NT2RP2 
005605, NT2RP2005620, NT2RP2005635, NT2RP2005651, NT2RP2005654, NT2RP200 . 
5669, NT2RP2005675, NT2RP2005694, NT2RP2005701, NT2RP2005722, NT2RP20057 
23, NT2RP2005726, NT2RP2005732, 
[0 2 8 3] 

NT2RP2005741, NT2RP2005752, NT2RP2005753, NT2RP2005767, NT2RP2005773, NT 
2RP2005781, NT2RP2005784, NT2RP2005804, NT2RP2005812, NT2RP2005835, NT2R 
P2005841, NT2RP2005853, NT2RP2005868, NT2RP2005886, NT2RP2005908, NT2RP2 
005980, NT2RP2006023, NT2RP2006043, NT2RP2006052, NT2RP2006071, NT2RP200 
6103, NT2RP2006106, NT2RP2006166, NT2RP2006184, NT2RP2006196, NT2RP20062 
00, NT2RP2006258, NT2RP2006275, NT2RP2006312, NT2RP2006320, NT2RP2006393 
, NT2RP2006436, NT2RP2006441, NT2RP2006464, NT2RP2006467, NT2RP2006472, 
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NT2RP2006571, NT2RP2006598, NT2RP3000002, NT2RP3000031, NT2RP3000046, NT 
2RP3000047, NT2RP3000050, NT2RP3000055, NT2RP3000080, NT2RP3000085, NT2R 
P3000134, NT2RP3000142, NT2RP3000149, NT2RP3000186, NT2RP3000197, NT2RP3 
000207, NT2RP3000220, NT2RP3000235, NT2RP3000251, NT2RP3000252, NT2RP300 
0255, NT2RP3000267, NT2RP3000299, NT2RP3000312, NT2RP3000320, NT2RP30003 
24, NT2RP3000341, NT2RP3000348, NT2RP3000350, NT2RP3000359, NT2RP3000361 
, NT2RP3000366, NT2RP3000393, NT2RP3000403, NT2RP3000418, NT2RP3000433, 
NT2RP3000439, NT2RP3000451, NT2RP3000456, NT2RP3000487, NT2RP3000512, NT 
2RP3000526, NT2RP3000527, NT2RP3000531, NT2RP3000542, NT2RP3000562, NT2R 
P3000584, NT2RP3000596, NT2RP3000603, NT2RP3000622, NT2RP3000624, NT2RP3 
000628, NT2RP3000632, NT2RP3000644, NT2RP3000661, NT2RP3000685, NT2RP300 
0690, NT2RP3000736, NT2RP3000739, NT2RP3000742, NT2RP3000753, NT2RP30008 
15, NT2RP3000826, NT2RP3000836, 
[0 2 8 4] 

NT2RP3000841, NT2RP3000845, NT2RP3000847, NT2RP3000850, NT2RP3000859, NT 
2RP3000865, NT2RP3000868, NT2RP3000869, NT2RP3000875, NT2RP3000901, NT2R 
P3000904, NT2RP3000919, NT2RP3000968, NT2RP3000980, NT2RP3001007, NT2RP3 
001055, NT2RP3001057, NT2RP3001081, NT2RP3001084, NT2RP3001096, NT2RP300 
1107, NT2RP3001111, NT2RP3001116, NT2RP3001119, NT2RP3001120, NT2RP30011 
33, NT2RP3001140, NT2RP3001147, NT2RP3001150, NT2RP3001155, NT2RP3001176 
, NT2RP3001216, NT2RP3001245, NT2RP3001272, NT2RP3001274, NT2RP3001281, 
NT2RP3001297, NT2RP3001307, NT2RP3001338, NT2RP3001339, NT2RP3001340, NT 
2RP3001355, NT2RP3001356, NT2RP3001384, NT2RP3001398, NT2RP3001399, NT2R 
P3001420, NT2RP3001426, NT2RP3001427, NT2RP3001428, NT2RP3001432, NT2RP3 
001447, NT2RP3001453, NT2RP3001457, NT2RP3001459, , NT2RP3001472, NT2RP300 
1495, NT2RP3001527, NT2RP3001529, NT2RP3001538, NT2RP3001554, NT2RP30015 
87, NT2RP3001589, NT2RP3001608, NT2RP3001629, NT2RP3001634, NT2RP3001642 
, NT2RP3001646, NT2RP3001671, NT2RP3001672, NT2RP3001676, NT2RP3001678, 
NT2RP3001679, NT2RP3001688, NT2RP3001690, NT2RP3001698, NT2RP3001712, NT 
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2RP3001724, NT2RP3001727, NT2RP3001730, NT2RP3001739, NT2RP3001752, NT2R 
P3001764, NT2RP3001777, NT2RP3001782, NT2RP3001792, NT2RP3001799, NT2RP3 
001819, NT2RP3001844, NT2RP3001857, NT2RP3001896, NT2RP3001898, NT2RP300 
1929, NT2RP3001931, NT2RP3001938, NT2RP3001943, NT2RP3001944, NT2RP30020 
02, NT2RP3002014, NT2RP3002062, 
[0 2 8 5] 

NT2RP3002102, NT2RP3002108, NT2RP3002142, NT2RP3002146, NT2RP3002147, NT 
2RP3002151, NT2RP3002163, NT2RP3002165, NT2RP3002173, NT2RP3002244, NT2R 
P3002248, NT2RP3002255, NT2RP3002273, NT2RP3002276, NT2RP3002303, NT2RP3 
002330, NT2RP3002343, NT2RP3002352, NT2RP3002399, NT2RP3002402, NT2RP300 
2455, NT2RP3002484, NT2RP3002501, . NT2RP3002512, NT2RP3002529, NT2RP30025 
45, NT2RP3002566, NT2RP3002587, NT2RP3002602, NT2RP3002603, NT2RP3002650 
, NT2RP3002660, NT2RP3002701, NT2RP3002763, NT2RP3002799, NT2RP3002810, 
NT2RP3002869, NT2RP3002876, NT2RP3002877, NT2RP3002909, NT2RP3002953, NT 
2RP3002985, NT2RP3003008, NT2RP3003032, NT2RP3003061, NT2RP3003071, NT2R 
P3003078, NT2RP3003101, NT2RP3003121, NT2RP3003138, NT2RP3003139, NT2RP3 
003145, NT2RP3003150, NT2RP3003157, NT2RP3003185, NT2RP3003193, NT2RP300 
3197, NT2RP3003203, NT2RP3003204, NT2RP3003210, NT2RP3003212, NT2RP30032 
51, NT2RP3003264, NT2RP3003282, NT2RP3003290, NT2RP3003301, NT2RP3003302 
, NT2RP3003327, NT2RP3003346, NT2RP3003377, NT2RP3003384, NT2RP3003385, 
NT2RP3003403, NT2RP3003411, NT2RP3003427, NT2RP3003433, NT2RP3003543, NT 
2RP3003555, NT2RP3003564, NT2RP3003572, NT2RP3003576, NT2RP3003589, NT2R 
P3003625, NT2RP3003656, NT2RP3003659, NT2RP3003672, NT2RP3003686, NT2RP3 
003726, NT2RP3003795, NT2RP3003799, NT2RP3003805, NT2RP3003809, NT2RP300 
3819, NT2RP3003825, NT2RP3003831, NT2RP3003842, NT2RP3003870, NT2RP30038 
76, NT2RP3003914, NT2RP3003918, 
[0 2 8 6] 

NT2RP3003932, NT2RP3003989, NT2RP3004013, NT2RP3004051, NT2RP3004070, NT 
2RP3004078, NT2RP3004093, NT2RP3004095, NT2RP3004110, NT2RP3004125, NT2R 
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P3004145, NT2RP3004148, NT2RP3004155, NT2RP3004189, NT2RP3004206, NT2RP3 
004207, NT2RP3004246, NT2RP3004258, NT2RP3004262, NT2RP3004282, NT2RP300 
4332, NT2RP3004334, 'NT2RP3004348, NT2RP3004349, NT2RP3004378, NT2RP30044 
24, NT2RP3004428, NT2RP3004451, NT2RP3004466, NT2RP3004470, NT2RP3004475 
, NT2RP3004498, NT2RP3004503, NT2RP3004504, NT2RP3004507, NT2RP3004534, 
NT2RP3004539, NT2RP3004544, NT2RP3004566, NT2RP3004569, NT2RP3004572, NT 
2RP3004594, NT2RP3004618, NT2RP3004669, NT2RP3004670, NT2RP4000008, NT2R 
P4000023, NT2RP4000035, NT2RP4000049, NT2RP4000051, NT2RP4000078, NT2RP4 
000102, NT2RP4000109, NT2RP4000150, NT2RP4000151, NT2RP4000185, NT2RP400 
0210, NT2RP4000212, NT2RP4000214, NT2RP4000218, NT2RP4000243, NT2RP40002 
46, NT2RP4000259, NT2RP4000263, NT2RP4000290, NT2RP4000312, NT2RP4000321 
, NT2RP4000323, NT2RP4000355, NT2RP4000360, NT2RP4000381, NT2RP4000398. 
NT2RP4000415, NT2RP4000417, NT2RP4000424, NT2RP4000448. NT2RP4000457, NT 
2RP4000480, NT2RP4000515, NT2RP4000517, NT2RP4000518, NT2RP4000528, NT2R 
P4000541, NT2RP4000560, NT2RP4000614, NT2RP4000638, NT2RP4000648, NT2RP4 
000657, NT2RP4000704, NT2RP4000728, NT2RP4000817, NT2RP4000833, NT2RP400 
0837, NT2RP4000839, NT2RP4000865, NT2RP4000878, NT2RP4000907, NT2RP40009 
15, NT2RP4000918, NT2RP4000928, 
[0 2 8 7] 

NT2RP4000955, NT2RP4000975, NT2RP4000989, NT2RP4000996, NT2RP4000997, NT 
2RP4001006, NT2RP4001010, NT2RP4001029, NT2RP4001041, NT2RP4001057, NT2R 
P4001064, NT2RP4001078, NT2RP4001080, NT2RP4001086, NT2RP4001095, NT2RP4 
-001100, NT2RP4001117, NT2RP4001122, NT2RP4001126, NT2RP4001143, NT2RP400 
1149, NT2RP4001150, NT2RP4001174, NT2RP4001206, NT2RP4001213, NT2RP40012 
28, NT2RP4001235, NT2RP4001256, NT2RP4001276, NT2RP4001336, NT2RP4001339 
, NT2RP4001343, NT2RP4001345, NT2RP4001351, NT2RP4001372, NT2RP4001373, 
NT2RP4001375, NT2RP4001379, NT2RP4001389, NT2RP4001414, NT2RP4001433, NT 
2RP4001442, NT2RP4001502, NT2RP4001507, NT2RP4001524, NT2RP4001529, NT2R 
P4001547, NT2RP4001568, NT2RP4001574, NT2RP4001575, NT2RP4001592, NT2RP4 
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001610, NT2RP4001634, NT2RP4001656, NT2RP4001677, NT2RP4001679, NT2RP400 
1696, NT2RP4001739, NT2RP4001753, NT2RP4001790, NT2RP4001822, NT2RP40018 
28, NT2RP4001838, NT2RP4001841, NT2RP4001849, NT2RP4001861, NT2RP4001889 
, NT2RP4001893, NT2RP4001896, NT2RP4001901, NT2RP4001938, NT2RP4001946, 
NT2RP4001950, NT2RP4001953, NT2RP4001966, NT2RP4001975, NT2RP4002018, NT 
2RP4002047, NT2RP4002071, NT2RP4002078, NT2RP4002081, NT2RP4002888, . NT2R 
P4002905, NT2RP5003459, NT2RP5003477, NT2RP5003492, NT2RP5003506, NT2RP5 
003522, NT2RP5003524, NT2RP5003534, OVARC1000001, OVARC1000004, OVARC100 
0013, OVARC1000014, 0VARC1000017, OVARC1000035, OVARC1000058, OVARC10000 
60, OVARC1000085, OVARC1000092, 
[0 2 8 8] 

OVARC1000106, OVARC1000109, OVARC1000114, OVARC1000139, OVARC1000148, OV 
ARC1000151, OVARC1000168, OVARC1000198, OVARC1000209, OVARC1000212, OVAR 
C1000240, OVARC1000241, OVARC1000288, OVARC1000302, OVARC1000304, 0VARC1 
000309, OVARC1000321, OVARC1000326, OVARC1000408, OVARC1000411, OVARC100 
0414, OVARC1000420, OVARC1000427, OVARC1000431, OVARC1000437, OVARC10004 
42, OVARC1000466, OVARC1000473, OVARC1000486, OVARC1000526, OVARC1000533 
, OVARC1000556, 0VARC1000564, OVARC1000573, OVARC1000576, OVARC1000578, 
OVARC1000588, OVARC1000622, OVARC1000640, OVARC1000649, OVARC1000661, OV 
ARC1000678, OVARC1000681, 0VARC1000682, OVARC1000689, OVARC1000700, OVAR 
C1000703, OVARC1000722, OVARC1000769, 0VARC1000787, OVARC1000800, 0VARC1 
000802, OVARC1000834, OVARC1000846, OVARC1000850, OVARC1000883, 0VARC100 
0885, OVARC1000886, OVARC1000890, OVARC1000915,' OVARC1000937, OVARC10009 
45, OVARC1000959, OVARC1000960, OVARC1000964, OVARC1000984, OVARC1000999 
, OVARC1001000, OVARC1001011, OVARC1001038, OVARC1001040, OVARC1001051, 
OVARC1001055, OVARC1001062, OVARC1001068, OVARC1001072, OVARC1001085, OV 
ARC1001092, OVARC1001107, OVARC1001117, OVARC1001118, OVARC1001154, OVAR 
C1001161, OVARC1001162, OVARC1001167, OVARC1001170, OVARC1001171, 0VARC1 
001173, OVARC1001176, OVARC1001180, OVARC1001188, OVARC1001232, 0VARC100 
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1240, OVARC1001244, OVARC1001261, OVARC1001268, OVARC1001271, OVARC10013 
06, 0VARC1001329, OVARC1001339, 
[0 2 8 9] 

OVARC1001341, OVARC1001342, OVARC1001344, 0VARC1001372, OVARC1001376, 0V 
ARC1001381, OVARC1001399, OVARC1001419, OVARC1001436, OVARC1001442, OVAR 
C1001480, OVARC1001496, 0VARC1001506, 0VARC1001555, OVARC1001600, 0VARC1 
001615, OVARC1001668, OVARC1001702, OVARC1001711, OVARC1001713, OVARC100 
1726, 0VARC1001731, 0VARC1001745, OVARC1001766, OVARC1001791, OVARC10018 
02, OVARC1001809, OVARC1001812, OVARC1001813, OVARC1001820, OVARC1001861 
, OVARC1001879, 0VARC1001880, OVARC1001883, OVARC1001900,, 0VARC1001901, 
OVARC1001916, OVARC1001943, 0VARC1001949, OVARC1001950, OVARC1001987, OV 
ARC1001989, OVARC1002044, OVARC1002050, OVARC1002082, OVARC1002107, OVAR 
C1002112, OVARC1002127, 0VARC1002143, OVARC1002158, OVARC1002165, 0VARC1 
002182, PLACE1000004, PLACE1000007, PLACE1000014, PLACE1000031, PLACE100 
0050, PLACE1000061, PLACE1000066, PLACE1000078, PLACE1000081, PLACE10000 
94, PLACE1000142, PLACE1000185, PLACE1000213, PLACE1000236, PLACE1000246 
, PLACE1000292, PLACE1000347, PLACE1000374, PLACE1000401, PLACE1000406, 
PLACE1000420, PLACE1000421, PLACE1000424, PLACE1000435, PLACE1000444, PL 
ACE1000453, PLACE1000481, PLACE1000492, PLACE1000547, PLACE1000562, PLAC 
E1000564, PLACE1000583, PLACE1000588, PLACE1000596, PLACE1000599, PLACE1 
000610, PLACE1000611, PLACE1000656, PLACE1000706, PLACE1000712, PLACE100 
0749, PLACE1000785, PLACE1000786, PLACE1000793, PLACE1000798, PLACE10008 
49, PLACE1000863, PLACE1000931, 
[0 2 9 0] 

PLACE1000948, PLACE1000972, PLACE1000979, PLACE1000987, PLACE1001007, PL 
ACE1001024, PLACE1001036, PLACE1001054, PLACE1001062, PLACE1001092, PLAC 
E1001104, PLACE1001118, PLACE1001136, PLACE1001185, PLACE1001238, PLACE1 
001257, PLACE1001272, PLACE1001280, PLACE1001304, PLACE1001311, PLACE100 
1323, PLACE1001366, PLACE1001387, PLACE1001399, PLACE1001414, PLACE10014 
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40. PLACE1001456, PLACE1001484, PLACE1001502, PLACE1001503, PLACE1001517 
, PLACE1001545, PLACE1001570, PLACE1001603, PLACE1001608, PLACE1001610, 
PLACE1001611,. PLACE1001632, PLACE1001640, PLACE1001672, PLACE1001691, PL 
ACE1001692, PLACE1001705, PLACE1001720, PLACE1001729, PLACE1001739, PLAC 
E1001740, PLACE1001745, PLACE1001746, PLACE1001748, PLACE1001756, PLACE1 
001761, PLACE1001799, PLACE1001821, PLACE1001869, PLACE1001897, PLACE100 
1912, PLACE1001983, PLACE1001989, PLACE1002004, PLACE1002046, PLACE10020 
66, PLACE1002072, PLACE1002073, PLACE1002090, PLACE1002119, PLACE1002140 
, PLACE1002157, PLACE1002163, PLACE1002170, PLACE1002213, PLACE1002227, 
PLACE1002342, PLACE1002395, PLACE1002433, PLACE1002437, PLACE1002465, PL 
ACE1002474, PLACE1002477, PLACE1002500, PLACE1002514, PLACE1002532, PLAC 
E1002537, PLACE1002578, PLACE1002604, PLACE1002655, PLACE1002665, PLACE1 
002685, PLACE1002714, PLACE1002722, PLACE1002775, PLACE1002811, PLACE100 
2816, PLACE1002834, PLACE1002881, PLACE1002941, PLACE1002968, PLACE10029 
91, PLACE1002993, PLACE1003025, 
[0 2 9 1 ] 

PLACE1003100, PLACE1003108, PLACE1003136, PLACE1003153, PLACE1003205, PL 
ACE1003249, PLACE1003256, PLACE1003296, PLACE1003302, PLACE1003342, PLAC 
E1003353, PLACE1003361, PLACE1003366, PLACE1003369, PLACE1003373, PLACE1 
003394, PLACE1003420, PLACE1003454, PLACE1003478, PLACE1003493, . PLACE100 
3519, PLACE1003528, PLACE1003553, PLACE1003566, PLACE1003575, PLACE10035 
84, PLACE1003592, PLACE1003596, PLACE1003605, PLACE1003611, PLACE1003638 
, PLACE1003704, PLACE1003711, PLACE1003723, PLACE1003738, PLACE1003760, 
PLACE1003762, PLACE1003768, PLACE1003795, PLACE1003833, PLACE1003850, PL 
ACE1003858, PLACE1003870, PLACE1003885, PLACE1003886, PLACE1003900, PLAC 
E1003903, PLACE1003936, PLACE1003968, PLACE1004103, PLACE1004104, PLACE1 
004114, PLACE1004128, PLACE1004149, PLACE1004156, PLACE1004161, PLACE100 
4183, PLACE1004203, PLACE1004242, PLACE1004256, PLACE1004270, PLACE10042 
77, PLACE1004289, PLACE1004336, PLACE1004358, PLACE1004376, PLACE1004384 
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, PLACE1004428, PLACE1004437, PLACE1004467, PLACE1004471, PLACE1004506, 
PLACE1004510, PLACE1004518, PLACE1004548, PLACE1004564, PLACE1004629, PL 
ACE1004645, PLACE1004646, PLACE1004658, PLACE1004672, PLACE1004681, PLAC 
E1004686, PLACE1004691, PLACE1004736, PLACE1004740, PLACE1004743, PLACE1 
004751, PLACE1004773, PLACE1004804, PLACE1004814, PLACE1004824, PLACE100 
4838, PLACE1004885, PLACE1004900, PLACE1004902, PLACE1004934, PLACE10049 

37, PLACE1004979, PLACE1004982, 

[0 2 9 2] 

PLACE1005027, PLACE1005046, PLACE1005052, PLACE1005066, PLACE1005085, PL 
ACE1005086, PLACE1005101, PLACE1005102, PLACE1005108, PLACE1005111, PLAC 
E1005128, PLACE1005146, PLACE1005232, PLACE1005243, PLACE1005277, PLACE1 
005305, PLACE1005308, PLACE1005327, PLACE1005331, PLACE1005335, PLACE100 
5373, PLACE1005374, PLACE1005409, PLACE1005453, PLACE1005467, PLACE10054 
77, PLACE1005528, PLACE1005530, PLACE1005630, PLACE1005646, PLACE1005666 
, PLACE1005763, PLACE1005799, PLACE1005803, PLACE1005813, PLACE1005828, 
PLACE1005850, PLACE1005898, PLACE1005921, PLACE1005923, PLACE1005925, PL 
ACE1005934, PLACE1005968, PLACE1006002, PLACE1006011, PLACE1006017, PLAC 
E1006040, PLACE1006129, PLACE1006139, PLACE1006143, PLACE1006159, PLACE1 
006167, PLACE1006170, PLACE1006196, PLACE1006223, PLACE1006288, PLACE100 
6318, PLACE1006325, PLACE1006368, PLACE1006385, PLACE1006412, PLACE10064 

38, PLACE1006469, PLACE1006470, PLACE1006488, PLACE1006492, PLACE1006521 
, PLACE1006531, PLACE1006540, PLACE1006552, PLACE1006615, PLACE1006617, 
PLACE1006673, PLACE1006704, PLACE1006760, PLACE1006782, PLACE1006792, PL 
ACE1006829, PLACE1006867, PLACE1006883, PLACE1006904, PLACE1006932, PLAC 
E1006956, PLACE1006961, PLACE1006962, PLACE1006989, PLACE1007014, PLACE1 
007045, PLACE1007068, PLACE1007132, PLACE1007140, PLACE1007238, PLACE100 
7257, PLACE1007274, PLACE1007276, PLACE1007282, PLACE1007286, PLACE10073 
46, PLACE1007367, PLACE1007386, 

[0 2 9 3] 
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PLACE1007402, PLACE1007450, PLACE1007452, PLACE1007454, PLACE1007460, PL 
ACE1007524, PLACE1007525, PLACE1007537, PLACE1007547, PLACE1007557, PLAC 
E1007621, PLACE1007632, PLACE1007688, PLACE1007737, PLACE1007846, PLACE1 
007866, PLACE1007877, PLACE1007908, PLACE1007946, PLACE1007969, PLACE100 
8080, PLACE1008095, PLACE1008177, PLACE1008280, PLACE1008329, PLACE10083 
30, PLACE1008331, PLACE1008398, PLACE1008405, PLACE1008455, PLACE1008457 
, PLACE1008465, PLACE1008531, PLACE1008533, PLACE1008627, PLACE1008643, 
PLACE1008813, PLACE1008851, PLACE1008867, PLACE1008947, PLACE1009091, PL 
ACE1009094, PLACE1009111, PLACE1009155, PLACE1009166, PLACE1009174, PLAC 
E1009183, PLACE1009200, PLACE1009246, PLACE1009308, PLACE1009368, PLACE1 
009388, PLACE1009444, PLACE1009459, PLACE1009524, PLACE1009595, PLACE100 
9607, PLACE1009621, PLACE1009670, PLACE1009731, PLACE1009861, PLACE10098 
79, PLACE1009947, PLACE1010023, PLACE1010074, PLACE1010076, PLACE1010293 
, PLACE1010310, PLACE1010321, PLACE1010362, PLACE1010383, PLACE1010522, 
PLACE1010529, PLACE1010580, PLACE1010629, PLACE1010661, PLACE1010702, PL 
ACE1010720, PLACE1010761, PLACE1010771, PLACE1010786, PLACE1010833, PLAC 
E1010856, PLACE1010900, PLACE1010925, PLACE1010926, PLACE1010942, PLACE1 
010944, PLACE1010947, PLACE1010954, PLACE1011032, PLACE1011041, PLACE101 
1046, PLACE1011054, PLACE1011056, PLACE1011090, PLACE1011109, PLACE10111 
14, PLACE1011133, PLACE1011185, 
[0 2 9 4] 

PLACE1011219, PLACE1011291, PLACE1011296, PLACE1011340, PLACE1011371, PL 
ACE1011452, PLACE1011472, PLACE1011477, PLACE1011492, PLACE1011567, PLAC 
E1011576, PLACE1011586, PLACE1011646, PLACE1011649, PLACE1011650, PLACE1 
011682, PLACE1011719, PLACE1011725, PLACE1011749, PLACE1011783, PLACE101 
1891, PLACE1011922, PLACE1011923, PLACE1011962, PLACE1011995, PLACE20000 
03, PLACE2000007, PLACE2000011, PLACE2000017, PLACE2000030, PLACE2000034 
, PLACE2000039, PLACE2000047, PLACE2000050, PLACE2000062, PLACE2000100, 
PLACE2000103, PLACE2000111, PLACE2000124, PLACE2000132, PLACE2000140, PL 
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ACE2000170, PLACE2000172, PLACE2000176, PLACE2000187, PLACE2000216, PLAC 
E2000235, PLACE2000246, PLACE2000264, PLACE2000274, PLACE2000302, PLACE2 
000305, PLACE2000317, PLACE2000335, PLACE2000341, PLACE2000342, PLACE200 
0347, PLACE2000359, PLACE2000366, PLACE2000373, PLACE2000394, PLACE20003 
98, PLACE2000399, PLACE2000404, PLACE2000411, PLACE2000419, PLACE2000425 
, PLACE2000427, PLACE2000433, PLACE2000435, PLACE2000438, PLACE2000450, 
PLACE2000455, PLACE2000458, PLACE2000465, PLACE3000004, PLACE3000009, PL 
ACE3000020, PLACE3000029, PLACE3000070, PLACE3000103, PLACE3000119, PLAC 
E3000124, PLACE3000136, PLACE3000142, PLACE3000145, PLACE3000147, PLACE3 
000148, PLACE3000155, PLACE3000156, PLACE3000157, PLACE3000158, PLACE300 
0169, PLACE3000194, PLACE3000197, PLACE3000207, PLACE3000208, PLACE30002 
20, PLACE3000221, PLACE3000226, 
[0 2 9 5] 

PLACE3000230, PLACE3000242, PLACE3000254, PLACE3000271, PLACE3000276, PL 
ACE3000304, PLACE3000322, PLACE3000331, PLACE3000341, PLACE3000352, PLAC 
E3000353, PLACE3000362, PLACE3000363, PLACE3000365, PLACE3000388, PLACE3 
000399, PLACE3000400, PLACE3000401, PLACE3000402, PLACE3000405, PLACE300 
0406, PLACE3000413, PLACE3000416, PLACE3000425, PLACE3000455, PLACE30004 
75, PLACE3000477, PLACE4000009, PLACE4000014, PLACE4000034, PLACE4000049 
, PLACE4000052, PLACE4000063, PLACE4000100, PLACE4000106, PLACE4000128, 
PLACE4000129, PLACE4000131, PLACE4000156, PLACE4000192, PLACE4000211, PL 
ACE4000222, PLACE4000230, PLACE4000233, PLACE4000247, PLACE4000250, PLAC 
E4000259, PLACE4000261, PLACE4000269, PLACE4000300, PLACE4000320, PLACE4 
000323, PLACE4000326, PLACE4000344, PLACE4000369, PLACE4000379, PLACE400 
0387, PLACE4000411, PLACE4000431, PLACE4000445, PLACE4000450, PLACE40004 
65, PLACE4000487, PLACE4000489, .PLACE4000494, PLACE4000521, PLACE4000522 
, PLACE4000548, PLACE4000581, PLACE4000593, PLACE4000612, PLACE4000638, 
PLACE4000650, THYR01000017, THYR01000026, THYR01000034, THYR01000040, TH 
YRO1O0O070, THYR01000072, THYR01000085, THYR01000092, THYR01000107, THYR 
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01000132, THYR01000163, THYR01000173, THYR01000186, THYR01000187, THYR01 
000190, THYR01000197, THYR01000206, THYR01000221, THYR01000241, THYR0100 
0253, THYR01000320, THYR01000343, THYR01000358, THYR01000368, THYR010003 
87, THYR01000394, THYR01000395, 
[0 2 9 6] 

THYR01000401, THYR01000452, THYR01000471, THYR01000484, THYR01000558, TH 
YRO10O0569, THYR01000585, THYR01000602, THYR01000625, THYR01000637, THYR 
01000658, THYR01000666, THYR01000676, THYR01000684, THYR01000699, THYR01 
000712, THYR01000715, THYR01000748, THYR01000756, THYR01000787, THYR0100 
0815, THYR01000843, THYR01000855, THYR01000865, THYR01000916, THYR010009 
26, THYR01000951, THYR01000974, THYR01000975, THYR01000983, THYR01000984 
, THYR01000988, THYR01001003, THYR01001031, THYR01001062, THYR01001093, 
THYR01001120, THYR01001121, THYR01001133, THYR01001173, THYR01001177, TH 
YR01001189, THYR01001213, THYRO1001287, THYR01001313, THYR01001320, THYR 
01001321, THYR01001322, THYR01001363, THYR01001365, THYR01001374, THYR01 
001401, THYR01001403, THYR01001405, THYRO1001406, THYR01001411, THYR0100 
1426, THYR01001434, THYR01001458, THYR01001480, THYR01001487, THYR010015 
34, . THYR01001537, THYR01001541, THYR01001570, THYR01001573, THYR01001584 
, THYR01001595, THYR01001602, THYR01001605, THYR01001617, THYR01001637, 
THYR01001656, THYR01001671, THYR01001673, THYR01001703, THYR01001706, TH 
YR01001738, THYR01001746, THYR01001772, THYR01001793, THYR01001809, THYR 
01001828, THYR01001854, THYR01001895, THYR01001907, VESEN1000122, Y79AA1 
000013, Y79AA1000033, Y79AA1000037, Y79AA1000059, Y79AA1000065, Y79AA100 
0131, Y79AA1000181, Y79AA1000202, Y79AA1000214, Y79AA1000230, Y79AA10002 
31, Y79AA1000258, Y79AA1000268, 
[0 2 9 7] 

Y79AA1000313, Y79AA1000342, Y79AA1000346, Y79AA1000349, Y79AA1000355, Y7 
9AA1000368, Y79AA1000405, Y79AA1000410, Y79AA1000469, Y79AA1000480, Y79A 
A1000538, Y79AA1000539, Y79AA1000540, Y79AA1000560, Y79AA1000574, Y79AA1 
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000589. Y79AA1000627, Y79AA1000782, Y79AA1000794, Y79AA1000800, Y79AA100 
0805, Y79AA1000833, Y79AA1000850, Y79AA1000962, Y79AA1000966, Y79AA10009 
68, Y79AA1000969, Y79AA1000985, Y79AA1001023, Y79AA1001041, Y79AA1001048 
, Y79AA1001061, Y79AA1001068. Y79AA1001077, Y79AA1001105, Y79AA1001145, 
Y79AA1001167, Y79AA1001177, Y79AA1001185, Y79AA1001211, Y79AA1001216, Y7 
9AA1001228, Y79AA1001233, Y79AA1001236, Y79AA1001299, Y79AA1001323, Y79A 
A1001384, .Y79AA1001391, Y79AA1001394, Y79AA1001402, Y79AA1001511, Y79AA1 
001533, Y79AA1001548, Y79AA1001555, Y79AA1001594, Y79AA1001603, Y79AA100 
1613, Y79AA1001647, Y79AA1001665, Y79AA1001679, Y79AA1001692, Y79AA10017 
05, Y79AA1001711, Y79AA1001805, Y79AA1001827, Y79AA1001846, Y79AA1001866 
, Y79AA1001875, Y79AA1001963, Y79AA1002083, Y79AA1002089, Y79AA1002093. 
Y79AA1002103, Y79AA1002125, Y79AA1002204, Y79AA1002211, Y79AA1002229, Y7 
9AA1002234, Y79AA1002246, Y79AA1002258, Y79AA1002351, Y79AA1002361, Y79A 
A1002399, Y79AA1002433, Y79AA1002472, Y79AA1002482 o 

[0 2 9 8] v 

3 ti <b ± x <d m m x #g m <z> m #> ^ n £ it it a t <f> v n - > x% £ . 

HEMBA1000020, HEMBA1Q00150, HEMBA1000282, HEMBA1000376, HEMBA1000387, HE 
MBA1000508, HEMBA1000519, HEMBA1000575, HEMBA1000655, HEMBA1000682, HEMB 
A1000702, HEMBA1 000726, HEMBA1000774, HEMBA1000960, HEMBA1000986, HEMB A 1 
001051, HEMBA1001085, HEMBA1001109, HEMBA1001197, HEMBA1001226, HEMBA100 
1286, HEMBA1001299, HEMBA1001377, HEMBA1001435, HEMBA1001476, HEMBA10015 
10, HEMBA1001557, HEMBA1001570, HEMBA1001581, HEMBA1001651, HEMBA1001678 
, HEMBA1001791, HEMBA1001824, HEMBA1001991, HEMBA1002100, HEMBA1002102, 
HEMBA1002113, HEMBA1002150, HEMBA1002160, HEMBA1002166, HEMBA1002226, HE 
MBA1002229, HEMBA1002381, HEMBA1002508, HEMBA1002552, HEMBA1002624, HEMB 
A1002645, HEMBA1002659, HEMBA1002678, HEMBA1002703, HEMBA1002728, HEMBA1 
002818, HEMBA1002934, HEMBA1003021, HEMBA1003033, HEMBA1003037, HEMBA100 
3166, HEMBA1003212, HEMBA1003220, HEMBA1003314, HEMBA1003322, HEMBA10033 
30, HEMBA1003348, HEMBA1003370, HEMBA1003376, HEMBA1003480, HEMBA1003528 
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, HEMBA1003531, HEMBA1003571, HEMBA1003591, HEMBA1003621, HEMBA1003667, 
HEMBA1003690, HEMBA1003827, HEMBA1003836, HEMBA1003838, HEMBA1003893, HE 
MBA1003926, HEMBA1004024, HEMBA1004056, HEMBA1004111, HEMBA1004164, HEMB 
A1004267, HEMBA1004306, HEMBA1004335, HEMBA1004499, HEMBA1004538, HEMBA1 
004753, HEMBA1005035, HEMBA1005079, HEMBA1005123, HEMBA1005149, HEMBA100 
5241, HEMBA1005296, HEMBA1005443, HEMBA1005468, HEMBA1005475, HEMBA10055 
13, HEMBA1005520, HEMBA1005552, 
[0 2 9 9] 

HEMBA1005634, HEMBA1005852, HEMBA1005931, HEMBA1005934, HEMBA1005990, HE 
MBA1005999, HEMBA1006036, HEMBA1006138, HEMBA1006142, HEMBA1006381, HEMB 
A1006744, HEMBA1006832, HEMBA1006865, HEMBA 1006993, HEMBA1007078, HEMBA1 
007080, HEMBA1007085, HEMBA1007121, HEMBB1000018, HEMBB1000024, HEMBB100 
0059, HEMBB1000173, HEMBB1000215, HEMBB1000337, HEMBB1000339, HEMBB10003 
43, HEMBB1000354, HEMBB1000374, HEMBB1000376, HEMBB1000434, HEMBB1000472 
, HEMBB1000490, HEMBB1000510, HEMBB1000554, HEMBB1000593, HEMBB1000637, 
HEMBB1000671, HEMBB1000684, HEMBB1000915, HEMBB1000996, HEMBB1001112, HE 
MBB1001126, HEMBB1001234, HEMBB1001367, HEMBB1001436, HEMBB1001527, HEMB 
B1001564, HEMBB1001588, HEMBB1001753, HEMBB1001834, HEMBB1001836, HEMBB1 
001967, HEMBB1001983, HEMBB1002005, HEMBB1002042, HEMBB1002045, HEMBB100 
2069, HEMBB1002134, HEMBB1002189, HEMBB1002218, HEMBB1002249, HEMBB10023 
64, HEMBB1002381, HEMBB1002442, HEMBB1002453, HEMBB1002520, HEMBB1002556 
, HEMBB1002596, HEMBB1002664, HEMBB1002699, MAMMA1000043, MAMMA1000057, 
MAMMA1000134, MAMMA1000155, MAMMA1000227, MAMMA1000257, MAMMA1000270, MA 
MMA1000307, MAMMA1000372, MAMMA1000416, MAMMA1000429, MAMMA1000431, MAMM 
A1000472, MAMMA1000478, MAMMA1000501, MAMMA1000524, MAMMA1000576, MAMMA1 
000594, MAMMA1000597, MAMMA1000605, MAMMA1000625, MAMMA1000696, MAMMA100 
0718, MAMMA1000734, MAMMA1000744, MAMMA1000760, MAMMA1000761, MAMMA10007 
82, MAMMA1000839, MAMMA1000851, 
[0 3 0 0] 
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MAMMA1000875, MAMMA1000877, MAMMA1000931, MAMMA1000940, MAMMA1000941, MA 
MMA1000942, MAMMA1000943, MAMMA1000962, MAMMA1000968, MAMMA1000998, MAMM 
A1001035, MAMMA1001080, MAMMA1001126, MAMMA1001133, MAMMA1001139, MAMMA1 
001143, MAMMA1001154, MAMMA1001161, MAMMA1001186, MAMMA1001198, MAMMA100 
1202, MAMMA1001203, MAMMA1001206, MAMMA1001215, MAMMA1001220, MAMMA10012 
56, MAMMA1001260, MAMMA1001274, MAMMA1001296, MAMMA1001383, MAMMA1001388 
, MAMMA1001397, MAMMA1001442, MAMMA1001452, MAMMA1001465, MAMMA1001606, 
MAMMA1001620, MAMMA1001663, MAMMA1001743, MAMMA1001745, MAMMA1001760, MA 
MMA1001769, MAMMA1001783, MAMMA1001878, MAMMA1001956, MAMMA1001969, MAMM 
A1001970, MAMMA1002009, MAMMA1002032, MAMMA1002056, MAMMA1002058, MAMMA 1 
002132, MAMMA1002155, MAMMA1002174, MAMMA1002215, MAMMA1002267, MAMMA100 
2293, MAMMA1002310, MAMMA1002311, MAMMA1002319, MAMMA1002359, MAMMA10024 
28, MAMMA1002434, MAMMA1002454, MAMMA1002573, MAMMA1002603, MAMMA1002612 
, MAMMA1002617, MAMMA1002618, MAMMA1002623, MAMMA1002629, MAMMA1002665, 
MAMMA1002673, MAMMA1002708, MAMMA1002721, MAMMA1002764, MAMMA1002830, MA 
MMA1002844, MAMMA1002858, MAMMA1002908, MAMMA1002909, MAMMA1002970, MAMM 
A1003031, MAMMA1003040, MAMMA1003047, MAMMA1003150, NT2RM1000018, NT2RM1 
000039, NT2RM1000059, NT2RM1000086, NT2RM1000252, NT2RM1000256, NT2RM100 
0260, NT2RM1000314, NT2RM1000857, NT2RM1000883, NT2RM1000885, NT2RM10008 
94, NT2RM2000191, NT2RM2000368, 
[0 3 0 1] 

NT2RM2000407, NT2RM2000422, NT2RM2000599, NT2RM2000623, NT2RM2000795, NT 
2RM2001100, NT2RM2001141, NT2RM2001247, NT2RM2001716, NT2RM2001896, NT2R 
M2002091, NT2RM2002142, NT2RM4000366, NT2RM4000764, NT2RM4000779, NT2RM4 
000852, NT2RM4001140, NT2RM4002044, NT2RM4002189, NT2RM4002482, NT2RM400 
2499, NT2RP1000324, NT2RP1000357, NT2RP1000363, NT2RP1000460, NT2RP10007 
21, NT2RP1000738, NT2RP 10.0 0851, NT2RP2000040, NT2RP2000108, NT2RP2000704 
, NT2RP2000845, NT2RP2001036, NT2RP2001168, NT2RP2001226, NT2RP2001312, 
NT2RP2001328, NT2RP2001366, NT2RP2001394, NT2RP2001511, NT2RP2001526, NT 
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2RP2001569, NT2RP2001581, NT2RP2001678, NT2RP2001907, NT2RP2001943, NT2R 
P2002457, NT2RP2002672, NT2RP2002710, NT2RP2002750, NT2RP2002752, NT2RP2 
002862. NT2RP2002979, NT2RP2002987, NT2RP2003117, NT2RP2003293, NT2RP200 
3391, NT2RP2003668, NT2RP2003781, NT2RP2003825, NT2RP2003912, NT2RP20039 
86, NT2RP2003988, NT2RP2004170, NT2RP2004270, NT2RP2004339, NT2RP2004392 
, NT2RP2004538, NT2RP2004568, NT2RP2004736, NT2RP2005354, NT2RP2005457, 
NT2RP2005496, NT2RP2005701, NT2RP2005753, NT2RP2005773, NT2RP2005908, NT 
2RP2006023, NT2RP2006184, NT2RP3000080, NT2RP3000348, NT2RP3000531, NT2R 
P3000596, NT2RP3000644, NT2RP3000742, NT2RP3000826, NT2RP3000850, NT2RP3 
000968, NT2RP3001274, NT2RP3001338, NT2RP3001340, NT2RP3001527, NT2RP300 
1712, NT2RP3002142, NT2RP3002603, NT2RP3002909, NT2RP3003157, NT2RP30035 
76, NT2RP3003819, NT2RP3003842, 
[0 3 0 2] 

NT2RP3004093, NT2RP3004095, NT2RP3004110, NT2RP3004125, NT2RP3004282, NT 
2RP3004332, NT2RP3004348, NT2RP3004349, NT2RP3004466, NT2RP3004470, NT2R 
P3004503, NT2RP3004670, NT2RP4000035, NT2RP4000109, NT2RP4000150, NT2RP4 
000185, NT2RP4000210, NT2RP4000212, NT2RP4000214, NT2RP4000243, NT2RP400 
0515, NT2RP4000728, NT2RP4000878, NT2RP4000918, NT2RP4001100, NT2RP40015 
02, NT2RP4001568, NT2RP4001677, NT2RP4001679, NT2RP4001828, NT2RP4001861 
, NT2RP4002888, NT2RP5003506, OVARC1000085, OVARC1000408, OVARC1000420, 
OVARC1000427, OVARC1000442, OVARC1000526, OVARC1000533, 0VARC1000576, 0V 
ARC1000622, OVARC1000800, OVARC1000846, OVARC1000890, OVARC1000960, OVAR 
C1000964, OVARC1000999, OVARC1001000, OVARC1001051, OVARC1001173, 0VARC1 
001176, OVARC1001180, OVARC1001271, OVARC1001329, OVARC1001341, OVARC100 
1342, OVARC1001344, OVARC1001381, OVARC1001668, OVARC1001731, OVARC10018 
02, OVARC1001809, OVARC1001880, 0VARC1001950, OVARC1001989, OVARC1002082 
, OVARC1002107, OVARC1002165, PLACE1000061, PLACE1000292, PLACE1000374, 
PLACE1000401, PLACE1000444, PLACE1000547, PLACE1000583, PLACE1000706, PL 
ACE1000749, PLACE1000972, PLACE1001036, PLACE1001062, PLACE1001136, PLAC 
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E1001304, PLACE1001323, PLACE1001399, PLACE1001414, PLACE1001456, PLACE1 
001484, PLACE1001545, PLACE1001610, PLACE1001761, PLACE1001912, PLACE100 
2004. PLACE1002066, PLACE1002532, PLACE1002578, PLACE1002655, PLACE10027 
75, PLACE1002881, PLACE1003205, 
[0 3 0 3] 

PLACE1003256, PLACE1003361, PLACE1003493, PLACE1003519, PLACE1003528, PL 
ACE1003566, PLACE1003592, PLACE1003870, PLACE1003968, PLACE1004103, PLAC 
E1004149, PLACE1004156, PLACE1004161, PLACE1004242, PLACE1004336, PLACE1 
004358, PLACE1004672, PLACE1004736, PLACE1004824, PLACE1004900, PLACE100 
4979, PLACE1005086, PLACE1005101, PLACE1005102, PLACE1005128, PLACE10052 
32, PLACE1005528, PLACE1006002, PLACE1006139, PLACE1006412, PLACE1006540 
, PLACE1007132, PLACE1007367, PLACE1008405, PLACE1008457, PLACE1010310, 
PLACE1011056, PLACE1011340, PLACE1011646, PLACE1011783, PLACE2000003, PL 
ACE2000030, PLACE2000039, PLACE2000047, PLACE2000124, PLACE2000235, PLAC 
E2000305, PLACE2000335, PLACE2000347, PLACE2000411, PLACE2000419, PLACE2 
000435, PLACE2000450, PLACE2000465, PLACE3000004, PLACE3000009, PLACE300 
0070, PLACE3000124, PLACE3000136, PLACE3000145, PLACE3000155, PLACE30001 
58, PLACE3000207, PLACE3000254, PLACE3000271, PLACE3000304, PLACE3000331 
, PLACE3000399, PLACE3000401, PLACE3000455, PLACE3000475, PLACE4000009, 
PLACE4000049, PLACE4000128, PLACE4000131, PLACE4000192, PLACE4000211, PL 
ACE4000250, PLACE4000323, PLACE4000445, PLACE4000450, PLACE4000465, PLAC 
E4000612, THYRO1000085, THYR01000132, THYR01000186, THYR01000484, THYR01 
000569, THYR01000699, THYR01000712, THYR01000815, THYR01001173, THYR0100 
1189, THYR01001401, THYR01001406, THYR01001411, THYR01001426, THYR010014 
80, THYR01001487, THYR01001.537, 
[0 3 0 4] 

THYR01001637, THYR01001772, THYR01001793, THYR01001828, THYR01001854, Y7 
9AA1000059, Y79AA1000131, Y79AA1000202, Y79AA1000214, Y79AA1000231, Y79A 
A1000313, Y79AA1000342, Y79AA1000349, Y79AA1000410, Y79AA1000539, Y79AA1 
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000560. Y79AA1000589, Y79AA1000833, Y79AA1000985. Y79AA1001077, Y79AA100 
1145, Y79AA1001216, Y79AA1001228, Y79AA1001299, Y79AA1001402, Y79AA10015 
48, Y79AA1001603, Y79AA1001613, Y79AA1001805, Y79AA1002472. Y79AA1002482 

o 

[0 3 0 5] 

z n e o) X- t> mm <D i& ^ Mfc^- M T <D V n - > & Z> o 

HEMBA1000005, HEMBA1000050, HEMBA1000141, HEMBA1000180. HEMBA1000193, HE 
MBA1000201, HEMBA1000213, HEMBA1000251, HEMBA1000264, HEMBA1000290, HEMB 
A1000302, HEMBA1000307, HEMBA1000333, HEMBA1000390, HEMBA1000418, HEMBA1 
000434. HEMBA1000442, HEMBA1000460, HEMBA1000464, HEMBA1000490, HEMBA100 
0504, HEMBA1000518, HEMBA1000520, HEMBA1000531, HEMBA1000555, HEMBA10005 
63, HEMBA1000592. HEMBA1000594, HEMBA1000608, HEMBA1000637. HEMBA1000662 
, HEMBA1000686, HEMBA1000719, HEMBA1000722, HEMBA1000727, HEMBA1000747. 
HEMBA1000773, HEMBA1000817, HEMBA1000822, HEMBA1000851, HEMBA1000867, HE 
MBA1000869, HEMBA1000943, HEMBA1000946, HEMBA1000968, HEMBA1000974, HEMB 
A1000985, HEMBA1001009, HEMBA1001019, HEMBA1001022, HEMBA1001024, HEMB A 1 
001026, HEMBA1001043, HEMBA1001052, HEMBA1001071, HEMBA1001094, HEMBA100 
1099, HEMBA1001122, HEMBA1001174, HEMBA1001247, HEMBA1001257, HEMBA10013 
19, HEMBA1001323, HEMBA1001327, HEMBA1001361, HEMBA1001383, HEMBA1001391 
, HEMBA1001407, HEMBA1001411, HEMBA1001442. HEMBA1001455, HEMBA1001478, 
HEMBA1001522, HEMBA1001585. HEMBA1001635, HEMBA1001658, HEMBA1001672. HE 
MBA1001675. HEMBA1001681, HEMBA1001702, HEMBA1001711, HEMBA1001723, HEMB 
A1001744, HEMBA1001746, HEMBA1001800, HEMBA1001803, HEMBA1001819, HEMBA1 
001820. HEMBA1001835, HEMBA1001861. HEMBA1001915, HEMBA1001918, HEMBA100 
1921, HEMBA1001942, HEMBA1001945, HEMBA1001950, HEMBA1001960, HEMBA10019 
62, HEMBA1001979, HEMBA1002022, 
[0 3 0 6] 

HEMBA1002039, HEMBA1002084. HEMBA1002139, HEMBA1002153. HEMBA1002199. HE 
MBA1002204, HEMBA1002212. HEMBA1002215, HEMBA1002253, HEMBA1002257, HEMB 
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A1002321, HEMBA1002348, HEMBA1002349, HEMBA1002430, HEMBA1002460, HEMBA1 
002475. HEMBA1002547, HEMBA1002555, HEMBA1002583, HEMBA1002621, HEMBA100 
2628. HEMBA1002651, HEMBA1002666, HEMBA1002688, HEMBA1002716, HEMBA10027 
42, HEMBA1002770, HEMBA1002801, HEMBA1002850, HEMBA1002886, HEMBA1002937 
, HEMBA1002939, HEMBA1002951, HEMBA1002954, HEMBA1002999, HEMBA1003035, 
HEMBA1003064, HEMBA1003077, HEMBA1003096, HEMBA1003117, HEMBA1003197, HE 
MBA1003222, HEMBA1003250, HEMBA1003291, HEMBA1003304, HEMBA1003309, HEMB 
A1003369, HEMBA1003395, HEMBA1003402, HEMBA1003417, HEMBA1003433, HEMBA1 
003545. HEMBA1003548, HEMBA1003555, HEMBA1003560, HEMBA1003568, HEMBA100 
3569. HEMBA1003579, HEMBA1003622, HEMBA1003630, HEMBA1003646, HEMBA10036 
62. HEMBA1003679, HEMBA1003684, HEMBA1003783, HEMBA1003784. HEMBA1003799 
, HEMBA1003807, HEMBA1003856, HEMBA1003866, HEMBA1003908. HEMBA1003939, 
HEMBA1003950, HEMBA1003953, HEMBA1003959, HEMBA1003976, HEMBA1003985, HE 
MBA1004000, HEMBA1004015, HEMBA1004038, HEMBA1004042. HEMBA1004045, HEMB 
A1004055, HEMBA1004143, HEMBA1004150, HEMBA1004168, HEMBA1004199, HEMBA1 
004202. HEMBA1004207, HEMBA1004241, HEMBA1004248, HEMBA1004264, HEMBA100 
4272, HEMBA1004276, HEMBA1004286, HEMBA1004295, HEMBA1004330. HEMBA10043 
34, HEMBA1004366, HEMBA1004372, 
[0 3 0 7], 

HEMBA1004389. HEMBA1004394, HEMBA1004482, HEMBA1004502, HEMBA1004573, HE 
MBA1004631, HEMBA1004632, HEMBA1004637, HEMBA1004638, HEMBA1004666, HEMB 
A1004693, HEMBA1004730, HEMBA1004733, HEMBA1004734, HEMBA1004768, HEMBA1 
004770, HEMBA1004776, HEMBA1004795, HEMBA1004806. HEMBA1004807, HEMBA100 
4820, HEMBA1004889, HEMBA1004900. HEMBA1004929, HEMBA1004956, HEMBA10049 
73, HEMBA1004977, HEMBA1004978. HEMBA1004983, HEMBA1004995, HEMBA1005009 
, HEMBA1005029, HEMBA1005062, HEMBA1005066, HEMBA1005083. HEMBA1005159, 
HEMBA1005185, HEMBA1005219, HEMBA1005232, HEMBA1005274, HEMBA1005293. HE 
MBA1005314, HEMBA1005318, HEMBA1005372, HEMBA1005394, HEMBA1005410. HEMB 
A1005426. HEMBA1005497, HEMBA1005506, HEMBA1005508, HEMBA1005517. HEMBA1 
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005528, HEMBA1005582, HEMBA1005621, HEMBA1005631, HEMBA1005666, HEMBA100 
5699, HEMBA1005737, HEMBA1005746, HEMBA1005755, HEMBA1005884, HEMBA10058 
91, HEMBA1005909, HEMBA1005963, HEMBA1006035, HEMBA1006067, HEMBA1006130 
, HEMBA1006158, HEMBA1006198, HEMBA1006268, HEMBA1006272, HEMBA1006284, 
HEMBA1006291, HEMBA1006293, HEMBA1006334, HEMBA1006347, HEMBA1006424, HE 
MBA1006446, HEMBA1006467, HEMBA1006471, HEMBA1006474, HEMBA1006489, HEMB 
A1006492, HEMBA1006494, HEMBA1006507, HEMBA1006521, HEMBA1006530, HEMBA1 
006535, HEMBA1006540, HEMBA1006559, HEMBA1006566, HEMBA1006579, HEMBA100 
6583, HEMBA1006665, HEMBA1006682, HEMBA1006767, HEMBA1006789, HEMBA10069 

29, HEMBA1006938, HEMBA1006976, 

[0 3 0 8] 

HEMBA1006996, HEMBA1007017, HEMBA1007018, HEMBA1007112, HEMBA1007251, HE 
MBA1007281, HEMBA1007319, HEMBA1007342, HEMBB1000048, HEMBB1000175, HEMB 
B1000250, HEMBB1000272, HEMBB1000284, HEMBB1000335, HEMBB1000399, HEMBB1 
000404, HEMBB1000449, HEMBB1000487, HEMBB1000518, HEMBB1000592, HEMBB100 
0665, HEMBB1 000673, HEMBB1000725, HEMBB1000774, HEMBB1000789, HEMBB10007 
94, HEMBB1000822, HEMBB1000831, HEMBB1000852, HEMBB1000876, HEMBB1000883 
, HEMBB1000888, HEMBB1000973, HEMBB1000981, HEMBB1000985. HEMBB1001004, 
HEMBB1001008, HEMBB1001011, HEMBB1001051, HEMBB1001117, HEMBB1001199, HE 
MBB1001221, HEMBB1001242, HEMBB1001304, HEMBB1001314, HEMBB1001315, HEMB 
B1001326, HEMBB1001331, HEMBB1001335, HEMBB1001339, HEMBB1001356, HEMBB1 
001364, HEMBB1001384, HEMBB1001387, HEMBB1001394, HEMBB1001410, HEMBB100 
1424, HEMBB1001443, HEMBB1001464, HEMBB1001482, HEMBB1001603, HEMBB10016 

30, HEMBB1001641, HEMBB1001665, HEMBB1001668, HEMBB1001684, HEMBB1001685 
, HEMBB1001695, HEMBB1001736, HEMBB1001747, HEMBB1001760, HEMBB1001762, 
HEMBB1001785, HEMBB1001797, HEMBB1001839, HEMBB1001867, HEMBB1001868, HE 
MBB1001872, HEMBB1001874, HEMBB1001875, HEMBB1001899, HEMBB1001905, HEMB 
B1001930, HEMBB1002002, HEMBB1002009, HEMBB1002044, HEMBB1002255, HEMBB1 
002266, HEMBB1002340, HEMBB1002458, HEMBB1002492, HEMBB1002502, HEMBB100 
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2509. HEMBB1002510, HEMBB1002522, HEMBB1002550, HEMBB1002600, HEMBB10026 
77, HEMBB1002686, HEMBB1002702, 
[0 3 0 9] 

HEMBB1002705, MAMMA1000175, MAMMA1000221, MAMMA1000309, MAMMA1000424, MA 
MMA1000458, MAMMA1000468, MAMMA1000490, MAMMA1000616, MAMMA1000621, MAMM 
A1000843, MAMMA1000845, MAMMA1000855, MAMMA1000865, MAMMA1001030, MAMMA1 
001075, MAMMA1001091, MAMMA1001110, MAMMA1001222, MAMMA1001322, MAMMA100 
1476, MAMMA1001510, MAMMA1001627, MAMMA1001649, MAMMA1001730, MAMMA10017 
44, MAMMA1001757, MAMMA1001764, MAMMA1001788, MAMMA1001812, MAMMA1001817 
, MAMMA1001963, MAMMA1002011, MAMMA1002041, MAMMA1002093, MAMMA1002118, 
MAMMA1002156, MAMMA1002170, MAMMA1002268, MAMMA1002269, MAMMA1002385, MA 
MMA1002566, MAMMA1002619, MAMMA1002650, MAMMA1002685, MAMMA1002699, MAMM 
A1002727, MAMMA1002746, MAMMA1002758, MAMMA1002769, MAMMA1002820, MAMMA1 
002835, MAMMA1002871, MAMMA1002938, MAMMA1002982, MAMMA1003019, MAMMA100 
3026, MAMMA1003049, MAMMA1003056, MAMMA1003104, MAMMA1003135, MAMMA10031 
40, MAMMA1003146, MAMMA1003166, NT2RM1000001, NT2RM1000032, NT2RM1000055 
, NT2RM1000062, NT2RM1000080, NT2RM1000092, NT2RM1000118, NT2RM1000119, 
NT2RM1000127, NT2RM1000131, NT2RM1000132, NT2RM1000153, NT2RM1000186, NT 
2RM1000187, NT2RM1000199, NT2RM1000242, NT2RM1000244, NT2RM1000257, NT2R 
M1000271, NT2RM1000280, NT2RM1000318, NT2RM1000354, NT2RM1000365, NT2RM1 
000388, NT2RM1000394, NT2RM1000399. NT2RM1000421, NT2RM1000430, NT2RM100 
0539, NT2RM1000563, NT2RM1000623, NT2RM1000648, NT2RM1000661, NT2RM10006 
66, NT2RM1000669, NT2RM1000691, 
[0 3 10] 

NT2RM1000699, NT2RM1000702, NT2RM1000741, NT2RM1000742, NT2RM1000746, NT 
2RM1000770, NT2RM1000772, NT2RM1000780, NT2RM1000781, NT2RM1000800, NT2R 
M1000811, NT2RM1000833, NT2RM1000850, NT2RM1000852, NT2RM1000898, NT2RM1 
000924, NT2RM1000978, NT2RM1001003, NT2RM1001008, NT2RM1001043, NT2RM100 
1059, NT2RM1001066, NT2RM1001072, NT2RM1001074, NT2RM1001085, NT2RM10011 
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02, NT2RM1001105, NT2RM1001112, NT2RM2000042, NT2RM2000092, NT2RM2000124 
, NT2RM2000192, NT2RM2000322, NT2RM2000395, NT2RM2000469, NT2RM2000522, 
NT2RM2000540, NT2RM2000556, NT2RM2000566, NT2RM2000594, NT2RM2000609, NT 
2RM2000639, NT2RM2000669, NT2RM2000691, NT2RM2000718, NT2RM2000951, NT2R 
M2001035, NT2RM2001152, NT2RM2001256, NT2RM2001291, NT2RM2001319, NT2RM2 
001370, NT2RM2001420, NT2RM2001524, NT2RM2001544, NT2RM2001547, NT2RM200 
1588, NT2RM2001592, NT2RM2001613, NT2RM2001637, NT2RM2001648, NT2RM20016 
52, NT2RM2001659, NT2RM2001664, NT2RM2001675, NT2RM2001681, NT2RM2001700 
, NT2RM2001723, NT2RM2001730, NT2RM2001768, NT2RM2001784, NT2RM2001800, 
NT2RM2001803, NT2RM2001805, NT2RM2001813, NT2RM2001823, NT2RM2001855, NT 
2RM2001879, NT2RM2001886, NT2RM2001935, NT2RM2001982, NT2RM2001983, NT2R 
M2002004, NT2RM2002014, NT2RM2002055, NT2RM2002128, NT2RM4000024, NT2RM4 
000027, NT2RM4000061, NT2RM4000085, NT2RM4000104, NT2RM4000156, NT2RM400 
0167, NT2RM4000197, NT2RM4000200, NT2RM4000215, NT2RM4000244, NT2RM40003 
49, NT2RM4000386, NT2RM4000421, 
[0311] 

NT2RM4000486, NT2RM4000514, NT2RM4000520, NT2RM4000531, NT2RM4000532, NT 
2RM4000534, NT2RM4000590, NT2RM4000611, NT2RM4000717, NT2RM4000778, NT2R 
M4000813, NT2RM4000950, NT2RM4000979, NT2RM4001002, NT2RM4001016, NT2RM4 
001032, NT2RM4001047, NT2RM4001054, NT2RM4001116, NT2RM4001203, NT2RM400 
1217, NT2RM4001256, NT2RM4001258, NT2RM4001344, NT2RM4001384, NT2RM40014 
10, NT2RM4001411, NT2RM4001454, NT2RM4001455, NT2RM4001489, NT2RM4001519 
, NT2RM4001557, NT2RM4001582, NT2RM4001592, NT2RM4001605, NT2RM4001611, 
NT2RM4001629, NT2RM4001650, NT2RM4001758, NT2RM4001776, NT2RM4001810, NT 
2RM4001823, NT2RM4001856, NT2RM4001858, NT2RM4001930, NT2RM4001938, NT2R 
M4001969, NT2RM4001984, NT2RM4002018, NT2RM4002062, NT2RM4002073, NT2RM4 
002075, NT2RM4002093, NT2RM4002128, NT2RM4002146, NT2RM4002161, NT2RM400 
2251, NT2RM4002301, NT2RM4002344, NT2RM4002390, NT2RM4002452, NT2RM40024 
60, NT2RM4002527, NT2RM4002565, NT2RM4002567, NT2RM4002623, NT2RP1000018 
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, NT2RP1000035, NT2RP1000040, NT2RP1000063, NT2RP1000086, NT2RP1000111, 
NT2RP1000112, NT2RP1000130, NT2RP1000163, NT2RP1000170, NT2RP1000174, NT 
2RP1000191, NT2RP1000202, NT2RP1000243, NT2RP1000259, NT2RP1000348, NT2R 
P1000409, NT2RP1000413, NT2RP1000416, NT2RP1000418, NT2RP1000478, NT2RP1 
000481, NT2RP1000493, NT2RP1000547, NT2RP1000574, NT2RP1000577, NT2RP100 
0581, NT2RP1000609, NT2RP1000629, NT2RP1000695, NT2RP1000701, NT2RP10007 
33, NT2RP1000746, NT2RP1000767, 
[0 3 12] 

NT2RP1000782, NT2RP1000834, NT2RP1000836, NT2RP1000846, NT2RP1000915, NT 
2RP1000916, NT2RP1000943, NT2RP1000947, NT2RP1000954, NT2RP1000980, NT2R 
P1000988, NT2RP1001014, NT2RP1001073, NT2RP1001080, NT2RP1001113, NT2RP1 
001173, NT2RP1001199, NT2RP1001247, NT2RP1001253, NT2RP1001286, NT2RP100 
1294, NT2RP1001302, NT2RP1001424, NT2RP1001457, NT2RP1001466, NT2RP10014 
82, NT2RP1001494, NT2RP1001616, NT2RP1001665, NT2RP2000032, NT2RP2000091 
, NT2RP2000097, NT2RP2000098, NT2RP2000114, NT2RP2000157, NT2RP2000161, 
NT2RP2000239, NT2RP2000248, NT2RP2000274, NT2RP2000288, NT2RP2000298, NT 
2RP2000310, NT2RP2000337, NT2RP2000369, NT2RP2000420, NT2RP2000422, NT2R 
P2000448, NT2RP2000503, NT2RP2000510, NT2RP2000516, NT2RP2000523, NT2RP2 
000634, NT2RP2000656, NT2RP2000658, NT2RP2000678, NT2RP2000710, NT2RP200 
0731, NT2RP2000812, NT2RP2000814, NT2RP2000819, NT2RP2000841, NT2RP20008 
42, NT2RP2000892, NT2RP2000932, NT2RP2000985, NT2RP2001094, NT2RP2001173 
, NT2RP2001196, NT2RP2001218, NT2RP2001245, NT2RP2001277, NT2RP2001295, 
NT2RP2001381, NT2RP2001423, NT2RP2001440, NT2RP2001445, NT2RP2001520, NT 
2RP2001536, NT2RP2001613, NT2RP2001675, NT2RP2001740, NT2RP2001762, NT2R 
P2001813, NT2RP2001876", NT2RP2001936, NT2RP200.1946, NT2RP2001976, NT2RP2 
001991, NT2RP2002041, NT2RP2002046, NT2RP2002047, NT2RP2002058, NT2RP200 
2076, NT2RP2002079, NT2RP2002124, NT2RP2002185, NT2RP2002219, NT2RP20022 
31, NT2RP2002235, NT2RP2002256, 
[0 3 13] 
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NT2RP2002270, NT2RP2002325, NT2RP2002394, NT2RP2002408, NT2RP2002498, NT 
2RP2002606, NT2RP2002727, NT2RP2002736, NT2RP2002740, NT2RP2002769, NT2R 
P2002857, NT2RP2002891, NT2RP2002925, NT2RP2002929, NT2RP2002954, NT2RP2 
002959, NT2RP2003108, NT2RP2003125, NT2RP2003137, NT2RP2003161, NT2RP200 
3206, NT2RP2003265, NT2RP2003286, NT2RP2003295, NT2RP2003297, NT2RP20033 
07, NT2RP2003308, NT2RP2003347, NT2RP2003367, NT2RP2003393, NT2RP2003394 
, NT2RP2003401, NT2RP2003456, NT2RP2003506, NT2RP2003513, NT2RP2003522, 
NT2RP2003559, NT2RP2003629, NT2RP2003643, NT2RP2003687, NT2RP2003706, NT 
2RP2003713, NT2RP2003727, NT2RP2003751, NT2RP2003793, NT2RP2003871, NT2R 
P2003952, NT2RP2004142, NT2RP2004152, NT2RP2004172, NT2RP2004187, NT2RP2 
004207, NT2RP2004232, NT2RP2004242, NT2RP2004245, NT2RP2004316, NT2RP200 
4321, NT2RP2004365, NT2RP2004366, NT2RP2004373, NT2RP2004412, NT2RP20044 
25, NT2RP2004512, NT2RP2004551, NT2RP2004587, NT2RP2004594, NT2RP2004600 
, NT2RP2004655, NT2RP2004689, NT2RP2004768, NT2RP2004799, NT2RP2004802, 
NT2RP2004816, NT2RP2004841, NT2RP2004936, NT2RP2004959, NT2RP2004982, NT 
2RP2005000, NT2RP2005001, NT2RP2005031, NT2RP2005037, NT2RP2005038, NT2R 
P2005126, NT2RP2005139, NT2RP2005140, NT2RP2005159, NT2RP2005162, NT2RP2 
005270, NT2RP2005293, NT2RP2005344, NT2RP2005441, NT2RP2005453, NT2RP200 
5464, NT2RP2005465, NT2RP2005495, NT2RP2005520, NT2RP2005531, NT2RP20055 
49, NT2RP2005557, NT2RP2005622, 
[0314] 

NT2RP2005637, NT2RP2005640, NT2RP2005645, NT2RP2005683, NT2RP2005690, NT 
2RP2005712, NT2RP2005719, NT2RP2005748, NT2RP2005763, NT2RP2005775, NT2R 
P2005815, NT2RP2005857, NT2RP2005859, NT2RP2005890, NT2RP2005901, NT2RP2 
005933, NT2RP2005942, NT2RP2006038, NT2RP2006069, NT2RP2006098, NT2RP200 
6100, NT2RP2006141, NT2RP2006186, NT2RP2006219, NT2RP2006237, NT2RP20062 
38, NT2RP2006261, NT2RP2006321, NT2RP2006323, NT2RP2006333, NT2RP2006334 
, NT2RP2006365, NT2RP2006454, NT2RP2006456, NT2RP2006534, NT2RP2006554, 
NT2RP2006565, NT2RP2006573, NT2RP3000068, NT2RP3000072, NT2RP3000092, NT 
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2RP3000109, NT2RP3000233, NT2RP3000247, NT2RP3000333, NT2RP3000397, NT2R 
P3000441, NT2RP3000449, NT2RP3000484, NT2RP3000561, NT2RP3000578, NT2RP3 
000582, NT2RP3000590, NT2RP3000592, NT2RP3000599, NT2RP3000605, NT2RP300 
0665, NT2RP3000759, NT2RP3000825, NT2RP3000852, NT2RP3000917, NT2RP30009 
94, NT2RP3001004, NT2RP3001109, NT2RP3001113, NT2RP3001115, NT2RP3001126 
, NT2RP3001214, NT2RP3001221, NT2RP3001232, NT2RP3001236, NT2RP3001239, 
NT2RP3001253, NT2RP3001260, NT2RP3001268, NT2RP3001318, NT2RP3001325, NT 
2RP3001374, NT2RP3001383, NT2RP3001392, NT2RP3001396, NT2RP3001407, NT2R 
P3001449, NT2RP3001490, NT2RP3001497, NT2RP3001580, NT2RP3001607, NT2RP3 
001621, NT2RP3001708, NT2RP3001716, NT2RP3001753, NT2RP3001854, NT2RP300 
1855, NT2RP3001915, NT2RP3001926, NT2RP3001969, NT2RP3001989, NT2RP30020 
04, NT2RP3002007, NT2RP3002033, 
[0315] 

NT2RP3002045, NT2RP3002054, NT2RP3002056, NT2RP3002057, NT2RP3002063, NT 
2RP3002081, NT2RP3002097, NT2RP3002166, NT2RP3002181, NT2RP3002304, NT2R 
P3002351, NT2RP3002377, NT2RP3002549, NT2RP3002590, NT2RP3002628, NT2RP3 
002631, NT2RP3002659, NT2RP3002663, NT2RP3002671, NT2RP3002682, NT2RP300 
2687, NT2RP3002688, NT2RP3002713, NT2RP3002770, NT2RP3002785, NT2RP30028 
18, NT2RP3002861, NT2RP3002911, NT2RP3002948, NT2RP3002955, NT2RP3002969 
, NT2RP3002972, NT2RP3002978, NT2RP3002988, NT2RP3003059, NT2RP3003068, 
NT2RP3003133, NT2RP3003230, NT2RP3003242, NT2RP3003278, NT2RP3003311, NT 
2RP3003313, NT2RP3003330, NT2RP3003344, NT2RP3003353, NT2RP3003409, NT2R 
P3003464, NT2RP3003490, NT2RP3003491, NT2RP3003500, NT2RP3003552, NT2RP3 
003621, NT2RP3003665, NT2RP3003680, NT2RP3003701, NT2RP3003716, NT2RP300 
3746, NT2RP3003800, NT2RP3003828, NT2RP3003833, NT2RP3003846, NT2RP30039 
92, NT2RP3004016, NT2RP3004041, NT2RP3004209, NT2RP3004215, NT2RP3004242 
, NT2RP3004253, NT2RP3004341, NT2RP3004399, NT2RP3004454, NT2RP3004472, 
NT2RP3004480, NT2RP3004490, NT2RP3004527, NT2RP3004578, NT2RP3004617, NT 
2RP4000111, NT2RP4000129, NT2RP4000147, NT2RP4000159, NT2RP4000167, NT2R 
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P4000367, NT2RP4000370, NT2RP4000376, NT2RP4000449, NT2RP4000455, NT2RP4 
000481, NT2RP4000498, NT2RP4000500, NT2RP4000519, NT2RP4000524, NT2RP400 
0556, NT2RP4000588, NT2RP4000713, NT2RP4000724, NT2RP4000737, NT2RP40007 
39, NT2RP4000781, NT2RP4000787, 
[0 3 16] 

NT2RP4000855, NT2RP4000879, NT2RP4000925, NT2RP4000927, NT2RP4000929, NT 
2RP4000973, NT2RP4000979, NT2RP4000984, NT2RP4001004, NT2RP4001079, NT2R 
P4001138, NT2RP4001148, NT2RP4001159, NT2RP4001207, NT2RP4001210, NT2RP4 
001219, NT2RP4001260, NT2RP4001274, NT2RP4001313, NT2RP4001315, NT2RP400 
1353, NT2RP4001407, NT2RP4001447, NT2RP4001474, NT2RP4001483, NT2RP40014 
98, NT2RP4001551, NT2RP4001555, NT2RP4001567, NT2RP4001571, NT2RP4001614 
, NT2RP4001638, NT2RP4001644, NT2RP4001725, NT2RP4001730, NT2RP4001760, 
NT2RP4001803, NT2RP4001823, NT2RP4001927, NT2RP4002052, NT2RP4002058, NT 
2RP4002075, NT2RP4002083, NT2RP4002408, NT2RP4002791, NT2RP5003461, NT2R 
P5003500, NT2RP5003512, OVARC1000006, OVARC1000068, OVARC1000071, 0VARC1 
000087, OVARC1000091, 0VARC1000113, OVARC1000133, OVARC1000145, 0VARC100 
0191, OVARC1000335, OVARC1000347, OVARC1000384, OVARC1000440, OVARC10004 
43, OVARC1000461, OVARC1000465, OVARC1000479, OVARC1000496, 0VARC1000520 
, OVARC1000543, OVARC1000557, OVARC1000605, OVARC1000679, OVARC1000730, 
OVARC1000746, OVARC1000771, OVARC1000781, OVARC1000862, OVARC1000876, OV 
ARC1000891, OVARC1000897, OVARC1000912, OVARC1000924, OVARC1000936, OVAR 
C1000948, OVARC1000971, OVARC1000996, OVARC1001004, OVARC1001010, 0VARC1 
001032, OVARC1001034, OVARC1001044, OVARC1001065, OVARC1001074, OVARC100 
1113, OVARC1001129, OVARC1001169, OVARC1001200, OVARC1001243, OVARC10012 
70, OVARC1001282, OVARC1001296, 
[0 3 17] 

OVARC1001330, OVARC1001357, OVARC1001360, OVARC1001369, 0VARC1001391, OV 
ARC1001417, OVARC1001425, OVARC1001453, OVARC1001476, OVARC1001489, OVAR 
C1001525, OVARC1001542, OVARC1001547, OVARC1001577, OVARC1001610, 0VARC1 
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001611, OVARC1001703, 0VARC1001762, OVARC1001767, OVARC1001768, 0VARC100 
1795, OVARC1001805, OVARC1001828, OVARC1001846, OVARC1001873, OVARC10019 
11, OVARC1001928, OVARC1001942, OVARC1002066, 0VARC1002138, OVARC1002156 
, PLACE1000005, PLACE1000040, PLACE100Q048, PLACE1000133, PLACE1000184, 
PLACE1000214, PLACE1000308, PLACE1000332, PLACE1000380, PLACE1000383, PL 
ACE1000540, PLACE1000636, PLACE1000653, PLACE1000716, PLACE1000748, PLAC 
E1000755, PLACE1000769, PLACE1000841, PLACE1000856, PLACE1000909, PLACE1 
000977, PLACE1001000, PLACE1001010, PLACE1001015, PLACE1001076, PLACE100 
1088, PLACE1001168, PLACE1001171, PLACE1001241, PLACE1001279, PLACE10012 
94, PLACE1001351, PLACE1001377, PLACE1001383, PLACE1001384, PLACE1001395 
, PLACE1001412, PLACE1001468, PLACE1001534, PLACE1001551, PLACE1001602, 
PLACE1001634, PLACE1001716, PLACE1001771, PLACE1001781, PLACE1001810, PL 
ACE1001817, PLACE1001844, PLACE1001845, PLACE1001920, PLACE1001928, PLAC 
E1002052, PLACE1002115, PLACE1002150, PLACE1002171, PLACE1002205, PLACE1 
002256, PLACE1002259, PLACE1002319, PLACE1002399, PLACE1002438, PLACE100 
2450, PLACE1002493, PLACE1002499, PLACE1002529, PLACE1002571, PLACE10025 
83, PLACE1002591, PLACE1002598, 
[0 3 18] 

PLACE1002625, PLACE1002768, PLACE1002772, PLACE1002782, PLACE1002794, PL 
ACE1002815, PLACE1002839, PLACE1002851, PLACE1002853, PLACE1002908, PLAC 
E1002962, PLACE1002996, PLACE1003027, PLACE1003044, PLACE1003045, PLACE1 
003092, PLACE1003145, PLACE1003174, PLACE1003176, PLACE1003190, PLACE100 
3200, PLACE1003238, PLACE1003258, PLACE1003334, PLACE1003343, PLACE10033 
75, PLACE1003383, PLACE1003401, PLACE1003516, PLACE1003521, PLACE1003537 
, PLACE1003583, PLACE1003593, PLACE1003602, PLACE1003618, PLACE1003625, 
PLACE1003669, PLACE1003709, PLACE1003771, PLACE1003783, PLACE1003784, PL 
ACE1003864, PLACE1003888, PLACE1003892, PLACE1003915, PLACE1003923, PLAC 
E1003932, PLACE1004118, PLACE1004197, PLACE1004257, PLACE1004258, PLACE1 
004274, PLACE1004284, PLACE1004302, PLACE1004316, PLACE1004388, PLACE100 
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4405, PLACE1004425, PLACE1004451, PLACE1004460, PLACE1004473, PLACE10044 
91, PLACE1004516, PLACE1004550, PLACE1004664, PLACE1004674, PLACE1004693 
, PLACE1004716, PLACE1004722, PLACE1004777, PLACE1004793, PLACE1004813, 
PLACE1004815, PLACE1004827, PLACE1004836, PLACE1004840, PLACE1004868, PL 
ACE1004913, PLACE1004918, PLACE1004930, PLACE1004969, PLACE1004972, PLAC 
E1004985, PLACE1005026, PLACE1005055, PLACE1005077, PLACE1005162, PLACE1 
005176, PLACE1005181, PLACE1005187, PLACE1005206, PLACE1005261, PLACE100 
5266, PLACE1005287, PLACE1005313, PLACE1005471, PLACE1005480, PLACE10054 
81, PLACE1005494, PLACE1005502, 
[0319] 

PLACE1005526, PLACE1005550, PLACE1005554, PLACE1005557, PLACE1005574, PL 
ACE1005584, PLACE1005595, PLACE1005603, PLACE1005611, PLACE1005623, PLAC 
E1005639, PLACE1005656, PLACE1005698, PLACE1005727, PLACE1005730, PLACE1 
005739, PLACE1005755, PLACE1005802, PLACE1005804, PLACE1005834, PLACE100 
5845, PLACE1005851, PLACE1005876, PLACE1005884, PLACE1005890, PLACE10059 
32, PLACE1005936, PLACE1005951, PLACE1005953, PLACE1005955, PLACE1005966 
, PLACE1005990, PLACE1006003, PLACE1006037, PLACE1006076, PLACE1006119, 
PLACE1006157, PLACE1006164, PLACE1006187, PLACE1006195, PLACE1006205, PL 
ACE1006225, PLACE1006236, PLACE1006239, PLACE1006246, PLACE1006248, PLAC 
E1006262, PLACE1006335, PLACE1006357, PLACE1006360, PLACE1006371, PLACE1 
006382, PLACE1006414, PLACE1006445, PLACE1006482, PLACE1006506, PLACE100 
6534, PLACE1006598, PLACE1006626, PLACE1006629, PLACE1006640, PLACE10066 
78, PLACE1006731, PLACE1006754, PLACE1006779, PLACE1006795, PLACE1006800 
, PLACE1006805, PLACE1006815, PLACE1006819, PLACE1006860, PLACE1006878, 
PLACE1006901, PLACE1006917, PLACE1006935, PLACE1006958, PLACE1006966, PL 
ACE1007021, PLACE1007053, PLACE1007097, PLACE1007105, PLACE1007111, PLAC 
E1007112, PLACE1007178, PLACE1007226, PLACE1007239, PLACE1007242, PLACE1 
007243, PLACE1007301, PLACE1007317, PLACE1007342, PLACE1007375, PLACE100 
7409, PLACE1007416, PLACE1007478, PLACE1007484, PLACE1007488, PLACE10075 
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07; PLACE1007511, PLACE1007544, 
[0 3 2 0] 

PLACE1007583, PLACE1007598, PLACE1007618, PLACE1007645, PLACE1007649, PL 
ACE1007677, PLACE1007690, PLACE1007697, PLACE1007705, PLACE1007706, PLAC 
E1007725, PLACE1007729, PLACE1007730, PLACE1007743, PLACE1007746, PLACE1 
007791, PLACE1007807, PLACE1007810, PLACE1007829, PLACE1007843, PLACE100 
7852, PLACE1007858, PLACE1007897, PLACE1007954, PLACE1007955, PLACE10079 
58, PLACE1007990, PLACE1008000, PLACE1008002, PLACE1008044, PLACE1008045 
, PLACE1008111, PLACE1008122, PLACE1008129, PLACE1008132, PLACE1008181, 
PLACE1008198, PLACE1008201, PLACE1008209, PLACE1008231, PLACE1008244, PL 
ACE1008273, PLACE1008275, PLACE1008309, PLACE1008356, PLACE1008368, PLAC 
E1008369, PLACE1008392, PLACE1008401, PLACE1008402, PLACE1008424, PLACE1 
008426, PLACE1008429, PLACE1008437, PLACE1008488, PLACE1008524, PLACE100 
8532, PLACE1008568, PLACE1008584, PLACE1008603, PLACE1008621, PLACE10086 
25, PLACE1008626, PLACE1008629, PLACE1008630, PLACE1008650, PLACE1008693 
, PLACE1008696, PLACE1008715, PLACE1008748, PLACE1008757, PLACE1008790, 
PLACE1008798, PLACE1008807, PLACE1008808, PLACE1008854, PLACE1008887, PL 
ACE1008902, PLACE1008920, PLACE1008925, PLACE1008934, PLACE1008941, PLAC 
E1009020, PLACE1009027, PLACE1009039, PLACE1009045, PLACE1009048, PLACE1 
009050, PLACE1009060, PLACE1009090, PLACE1009099, PLACE1009110, PLACE100 
9113, PLACE1009130, PLACE1009150, PLACE1009158, PLACE1009172, PLACE10091 
86, PLACE1009190, PLACE1009230, 
[0321]. 

PLACE1009298, PLACE1009319, PLACE1009328, PLACE1009335, PLACE1009338, PL 
ACE1009375, PLACE1009398, PLACE1009404, PLACE1009410, PLACE1009434, PLAC 
E1009443, PLACE1009468, PLACE1009476, PLACE1009477, PLACE1009493, PLACE1 
009539, PLACE1009542, PLACE1009571, PLACE1009581, PLACE1009596, PLACE100 
9613, PLACE1009622, PLACE1009637, PLACE1009639, PLACE1009659, PLACE10096 
65, PLACE1009708, PLACE1009721, PLACE1009763, PLACE1009794, PLACE1009798 
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, PLACE1009845, PLACE1009886, PLACE1009888, PLACE1009908, PLACE1009921, 
PLACE1009924, PLACE1009925, PLACE1009935, PLACE1009971, PLACE1009992, PL 
ACE1009995, PLACE1009997, PLACE1010031, PLACE1010053, PLACE1010069, PLAC 
E1010083, PLACE1010089, PLACE1010096, PLACE1010102, PLACE1010105, PLACE1 
010106, PLACE1010134, PLACE1010148, PLACE1010152, PLACE1010181, PLACE101 
0194, PLACE1010202, PLACE1010231, PLACE1010261, PLACE1010270, PLACE10102 
74, PLACE1010324, PLACE1010329, PLACE1010341, PLACE1010364, PLACE1010401 
, PLACE1010481, PLACE1010491, PLACE1010492, PLACE1010547, PLACE1010562, 
PLACE1010579, PLACE1010599, PLACE1010616, PLACE1010622, PLACE1010624, PL 
ACE1010628, PLACE1010630, PLACE1010631, PLACE1010662, PLACE1010714, PLAC 
E1010739, PLACE1010743, PLACE1010800, PLACE1010802, PLACE1010811, PLACE1 
010857, PLACE1010870, PLACE1010877, PLACE1010891, PLACE1010896, PLACE101 
0916, PLACE1010917, PLACE1010960, PLACE1010965, PLACE1011026, PLACE10110 
57, PLACE1011143, PLACE1011160, 
[0 3 2 2] 

PLACE1011165, PLACE1011203, PLACE1011214, PLACE1011221, PLACE1011229, PL 
ACE1011263, PLACE1011273, PLACE1011310, PLACE1011325, PLACE1011332, PLAC 
E1011375, PLACE1011399, PLACE1011419, PLACE1011433, PLACE1011465, PLACE1 
011503, PLACE1011520, PLACE1011563, PLACE1011635, PLACE1011641, PLACE101 
1643, PLACE1011664, PLACE1011675, PLACE1011729, PLACE1011762, PLACE10117 
78, PLACE1011858, PLACE1011874, PLACE1011875, PLACE1011896, PLACE1011964 
, PLACE1011982, PLACE1012031, PLACE2000006, PLACE2000014, PLACE2000015, 
PLACE2000021, PLACE2000033, PLACE2000061, PLACE2000072, PLACE2000097, PL 
ACE2000115, PLACE2000136, PLACE2000164, PLACE2000223, PLACE2000371, PLAC 
E2000379, PLACE2000477, PLACE3000059, PLACE3000121, PLACE3000160, PLACE3 
000199, PLACE3000218, PLACE3000244, PLACE3000310, PLACE3000320, PLACE300 
0339, PLACE3000350, PLACE3000373, PLACE4000089, PLACE4000093, PLACE40001 
47, PLACE4000252, PLACE4000270, PLACE4000367, PLACE4000392, PLACE4000401 
, PLACE4000558, PLACE4000590, PLACE4000654, PLACE4000670, SKNMC1000011, 
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SKNMC1000013, SKNMC1000046, SKNMC1000050, SKNMC1000091, THYR01000035, TH 
YR01000111, THYR01000121, THYR01000124, THYR01000129, THYR01000156, THYR 
01000199, THYR01000242, THYR01000270, THYR01000279, THYR01000288, THYR01 
000327, THYR01000381, THYR01000438, THYR01000488, THYR01000501, THYR0100 
0502, THYR01000505, THYRO100O57O, THYR01000596, THYR01000605, THYR010006 
41, THYR01000662, THYR01000734, 
[0 3 2 3] 

THYR01000777, THYR01000783, THYR01000793, THYR01000796, THYR01000805, TH 
YR01000829, THYR01000852, THYR01000895, THYR01000934, THYR01000952, THYR 
01001033, THYR01001100, THYR01001134, THYR01001142, THYR01001204, THYR01 
001262, THYR01001271, THYR01001290, THYR01001347, THYR01001559, THYR0100 
1661, THYR01001721, THYR01001745, Y79AA1000328, Y79AA1000420, Y79AA10007 
05, Y79AA1000734, Y79AA1000748, Y79AA1000752, Y79AA1000774, Y79AA1000784 
, Y79AA1000802, Y79AA1000824, Y79AA1000827, Y79AA1000976, Y79AA1001078, 
Y79AA1001281, Y79AA1001312, Y79AA1001493, Y79AA1001541, Y79AA1001581, Y7 
9AA1001585, Y79AA1001696, Y79AA1001781, Y79AA1001848, Y79AA1001874, Y79A 
A1001923, Y79AA1002027, Y79AA1002115, Y79AA1002139, Y79AA1002208, Y79AA1 
002209, Y79AA1002210, Y79AA1002220, Y79AA1002298, Y79AA1002307, Y79AA100 
2311, Y79AA1002407, Y79AA1002416, Y79AA1002431, Y79AA1002487 o 
[0 3 2 4] 

zti bar- # zmfMtit-tzz. £ &c <t: o t , ^miz^m<D$>^mm^^mm 
„ -mizziy bu-)vn Lxmmznz p. actino^sHictb^T, nmAtf&m 

mmzi3^Xi<^<MW}-t^M^it. £ATV>&OlZ®:MLtc. 0 -tteib*>& act 
i #,« T* <D i/ >f± Jl&m <D ftj £ # $> , ll E& WX |& L X #i&S a 2 £ & 

5tb£ 0 m^&m^zmfc*<D&mMX(Dis7^ji&m<7)mm¥%mz&&> m 
mi&7xv&Lx?<Dfrms h 2 z®:feLt=.» ftmw= s b 2 / S^bt, F^Wf 

HEMBA1002113, HEMBA1005296, HEMBA1007121, HEMBB1000637, HEMBB1000915, MA 
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MMA1000597, MAMMA1000605, MAMMA1000962, MAMMA1001139, MAMMA1001 198, MAMM 
A1002858, NT2RM2001896, NT2RP2002710, NT2RP2004339, NT2RP2004538, NT2RP3 
000348, NT2RP3003121, PLACE3000009, PLACE3000254, THYR01000569, Y79AA100 
0131 o 

[0 3 2 5] 

^ViLOy^Wj&tfc^&ffl'Pte VvOVARC1000037 {heterogeneous nuclear ribonucleo 
protein (hnRNP)} ©^tCjt^T, ft&&&&ffimffi"eJz£<&&'t&3k&3' 
tt, &>T<D£?lZ®:%.Lf=. 0 -t3&*5t>OVARC100O037©#jffl»"??<Z>5/^;i/3fiS© 

5tL£ 0 #ffcJfcF= s b 2 / s a 2 tbt, F^©^f**i!i5XJ^Jt©3ft^«:«&ffibfc 
[0 3 2 6] 

HEMBA1000304, NT2RM2001716, NT2RM2001840, HEMBA1001051, HEMBA1001109, 0V 
ARC1001731, HEMBA1000726, HEMBA1001286, HEMBA1000387, . HEMBA1000519, NT2R 
M2001896, HEMBA1000042, HEMBA1001085, HEMBA1001330, OVARC1000576, HEMBA1 
000575, NT2RM2000599, NT2RM2000714, HEMBA1000469, NT2RM4000366, HEMBA100 
1377, HEMBA1000769, HEMBA1000338, NT2RM2000795, HEMBA1001299, HEMBA10005 
, 08, HEMBA1000150, HEMBA1000774, HEMBA1001226, HEMBA1000960, NT2RM4000795 
, HEMBA1002162, NT2RM4001876, NT2RM4002482, HEMBA1001678, HEMBA1002113, 
NT2RM4002383, HEMBA1002229, HEMBA1002818, HEMBA1001454, NT2RM4000764, HE 
MBA1001510, HEMBA1001714, HEMBA1002150, NT2RM4002044, HEMBA1002728, NT2R 
M4002189, HEMBA1001991, HEMBA1002166, NT2RM4002499, NT2RM4001140, NT2RM4 
002504, HEMBA1002590, HEMBA1001435, PLACE1000706, HEMBA1002160, HEMBA100 
1824, HEMBA1001463, HEMBA1001533, HEMBA1001570, PLACE1001036, HEMBA10016 
51, HEMBA1002381, HEMBA1002934, HEMBA1003370, HEMBA1003021, HEMBA1003166 
, NT2RP1000738, NT2RP2000040, HEMBA1004164, HEMBA1003836, HEMBA1004267, 
NT2RP2000845, HEMBA1003041, HEMBA1003571, HEMBA1003758, NT2RP2000108, HE 
MBA1003838, NT2RP1000357, HEMBA1003376, PLACE1003528, HEMBA1003528, NT2R 
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P1001475, HEMBA1004049, HEMBA1003212, HEMBA1003667, PLACE1004149, HEMBA1 
003926, HEMBA1004306, HEMBA1004024, NT2RP1000363, HEMBA1003033, HEMBA100 
4335, HEMBA 1003348, HEMBA1003034, NT2RP2001081, HEMBA1004056, HEMBA10033 
14, HEMBA1 003827, HEMBA1003893, 
[0 3 2 7] 

NT2RP2001036, NT2RP2001168, NT2RP2001328, HEMBA1005035, NT2RP2001569, NT 
2RP2002439, HEMBA1005511, HEMBA1005999, NT2RP2002862, NT2RP2002979, NT2R 
P2001394, HEMBA1004753, NT2RP2002621, HEMBA1005853, HEMBA1005443, NT2RP2 
002980, NT2RP2001347, HEMBA1005241, NT2RP2002750, NT2RP2003533, HEMBA100 
5634, NT2RP2003034, HEMBA1006138, NT2RP2003117, NT2RP2001366, HEMBA10050 
79, NT2RP2003293, NT2RP2002710, HEMBA1005911, NT2RP2002752, HEMBA1006036 
, NT2RP2002987, HEMBA1006100, HEMBA1004460, HEMBA1004538, NT2RP2001943, 
NT2RP2002033, HEMBA1005296, HEMBA1005829, HEMBA1005520, HEMBA1005123, HE 
MBA1005552, HEMBA1004930, NT2RP2001312, HEMBA1005304, HEMBA1005834, HEMB 
A1005990, HEMBA1005526, NT2RP2003073, HEMBA1005331, HEMBA1006744, HEMBA1 
006780, NT2RP2004339, HEMBB1000173, HEMBA1007113, NT2RP2005908, HEMBB100 
0376, HEMBB1000024, HEMBB1000510, NT2RP2004580, NT2RP2003912, HEMBA10063 
81, NT2RP2004270, HEMBA1006993, NT2RP2005325, HEMBB1000218, HEMBA1007121 
, HEMBB1000434, NT2RP2006166, PLACE1010310, HEMBB1000589, NT2RP2003986, 
HEMBA1006419, HEMBB1000141, HEMBB1000030, HEMBB1000099, HEMBA1006624, NT 
2RP2003988, NT2RP2005753, HEMBA1007147, HEMBB1000354, NT2RP2006023, HEMB 
B1000441, HEMBB1000523, HEMBB1000059, HEMBA1006631, NT2RP2004538, HEMBA1 
006695, HEMBB1000490, NT2RP2006184, HEMBB1000573, NT2RP2004675, HEMBA100 
7078, NT2RP2005457, NT2RP2005491, HEMBB1000491, HEMBB1000575, PLACE10084 
05, NT2RP2005773, NT2RP2005354, 
[0 3 2 8] 

HEMBB1000337, HEMBB1000008, NT2RP2005701, NT2RP2003825, HEMBB1000215, HE 
MBB1000258, NT2RP2005496, HEMBB1000374, NT2RP2005581, HEMBB1000018, HEMB 
B1000493, HEMBB1000554, HEMBB1000671, NT2RP3000348, HEMBB1001267, HEMBB1 
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002092, HEMBB1001749, PLACE3000304, HEMBB1001834, HEMBB1001142, HEMBB100 
1177, HEMBB1000840, HEMBB1001436, HEMBB1001921, HEMBB1002005, NT2RP30013 
98, HEMBB1002069, HEMBB1002094, HEMBB1001836, HEMBB1001114, NT2RP3000628 
, HEMBB1001367, HEMBB1001588, HEMBB1002249, HEMBB1000684, NT2RP2006571, 
HEMBB1001802, HEMBB1000915, HEMBB1000996, NT2RP3001274, HEMBB1001564, NT 
2RP3000968, PLACE3000156, HEMBB1002045, NT2RP3000341, HEMBB1000917, PLAC 
E1011090, NT2RP3000742, PLACE2000435, HEMBB1001944, PLACE3000254, HEMBB1 
002218, NT2RP2006436, NT2RP3000320, HEMBB1001126, HEMBB1000749, NT2RP300 
0644, HEMBB1001527, NT2RP3000850, HEMBB1001967, PLACE3000401, HEMBB10006 
37, HEMBB1001234, NT2RP3000080, PLACE2000411, PLACE3000009, PLACE3000070 
, HEMBB1002134, PLACE3000475, PLACE4000192, HEMBB1002520, HEMBB1002545, 
MAMMA1000155, MAMMA1000307, THYR01000787, MAMMA1000348, MAMMA1000372, NT 
2RP3003121, MAMMA1000851, MAMMA1000501, THYR01000569, MAMMA1000576, MAMM 
A1000605, HEMBB1002442, HEMBB1002596, MAMMA1000198, MAMMA1000714, MAMMA1 
000356, MAMMA1000760, MAMMA1000416, MAMMA1000931, MAMMA1000962, HEMBB100 
2387, NT2RP3001712, HEMBB1002556, HEMBB1002617, MAMMA1000171, PLACE40006 
12, MAMMA1000761, MAMMA1000421, 
[0 3 2 9] 

MAMMA1000444, HEMBB1002358, HEMBB1002453, HEMBB1002664, HEMBB1002699, MA 
MMA1000720, MAMMA1000360, MAMMA 10 00744, MAMMA1000802, MAMMA1000839, MAMM 
A1000478, MAMMA1000877, MAMMA1000585, MAMMA1000941, NT2RP3002909, MAMMA1 
000968, HEMBB1002457, HEMBB1002495, MAMMA1000057, MAMMA1000696, MAMMA100 
0942, MAMMA1000302, MAMMA1000943, MAMMA1000998, NT2RP3001752, NT2RP30030 
32, MAMMA1000429, MAMMA1000565, MAMMA1000594, MAMMA1000625, NT2RP3002146 
, MAMMA1000084, MAMMA1000257, NT2RP3003157, MAMMA1000431, MAMMA1000597, 
MAMMA1001078, MAMMA1001126, THYR01001537, NT2RP3004093, MAMMA1001202, NT 
2RP3003842, Y79AA1000342, MAMMA1002311, MAMMA1001969, Y79AA1000560, MAMM 
A1002359, MAMMA1002056, MAMMA1002413, MAMMA1002454, MAMMA1002612, MAMMA1 
001411, MAMMA1001035, MAMMA1001080, MAMMA1001133, NT2RP3004095, MAMMA100 
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1161, MAMMA1001203, MAMMA1001663, NT2RP3003819, MAMMA1001745, MAMMA10017 
90. NT2RP3004470, NT2RP3004503, MAMMA1002293, NT2RP4000321, MAMMA1001880 
, Y79AA1000410, MAMMA1001970, MAMMA1002058, NT2RP4000515, MAMMA1002215, 
MAMMA1002617, NT2RP3003576, MAMMA1001139, MAMMA1001576, Y79AA1000131, MA 
MMA1001330, MAMMA1001769, MAMMA1001383, MAMMA1002032, MAMMA1002125, MAMM 
A1002174, NT2RP4000614, NT2RP4000243, NT2RP3004110, MAMMA1001271, MAMMA 1 
001296. MAMMA1001992, MAMMA1002033, MAMMA1002428, MAMMA1002590, MAMMA100 
1186. MAMMA1002267, MAMMA1002322, MAMMA1001956, MAMMA1002155, NT2RP40002 
10. MAMMA1002622, NT2RP3004125, 
[0 3 3 0] 

MAMMA1001220, MAMMA1001683, NT2RP3004348, Y79AA1000214, Y79AA1000833, NT 
2RP4000212, MAMMA1002230, MAMMA1001452, MAMMA1001620, MAMMA1001256, MAMM 
A1001760, NT2RP3004349, MAMMA1001783, MAMMA1001907, MAMMA1002009, MAMMA 1 
002545. NT2RP4000214, NT2RP4000728, MAMMA1001465, MAMMA1001154, MAMMA100 
1198, MAMMA1001343, MAMMA1002310, NT2RP4000035, NT2RP4000833, MAMMA10031 
50, MAMMA1002886, NT2RP4001938, NT2RM2000260, MAMMA1002629, MAMMA1002973 
, MAMMA1002721, MAMMA1002909, NT2RP4001100, NT2RM1000857, NT2RP4000878, 
MAMMA1002844, NT2RM1000039, NT2RP4001174, MAMMA1002665, MAMMA1003047, NT 
2RM1000086, NT2RM1000260, NT2RM1000355, MAMMA1002701, NT2RP4000918, MAMM 
A1002830, MAMMA1002970, NT2RP4001677, NT2RM2000422, MAMMA1003004, MAMMA1 
002673, MAMMA1003031, MAMMA1002764, MAMMA1002858, NT2RP4001679, NT2RP400 
2888, MAMMA1002711, NT2RP4001276, NT2RM1000018, NT2RP4001568, NT2RM10008 
83„ 

[0 3 3 1] 
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-f V h — Z?'V ; y/<Jl'LfLlst strand cDNA:/n - ^ VMT, iiyfa<Z)DNAT W £ 
/\^^'J^f-^a>lt, S©^^^-;i/&BAS2000T^aiL/TVisag 
e High Density Grid Analysis Systems VMffi L tc a lESt Mil¥fi»IS 
. (Cell Applications*±§g) 3 ^ ->f > I a - H y is =l (Falconftjg) £ 
MV^. smooth muscle cell growth medium (Cell Appl ications%h§gO Pf 3 "*?, 
4y*c=LS<-Z- (37^, 5% C0 2 , mm) iCAtU ig*L£ 0 »f^>r>. 
3.{C=r>7;i/ai> Mc^ofeiir 5T\ ig^ CDDMEM (GIBC0*±®D (Cx 

it, 2mmmmLfc 0 mc^i/Mmr^-f^y (bsa. sigma^) ^^m^ 

Vi/SfomTJl-J^y (GBSA, Sigmattig) 5:250 a e/ml^U LT33^^-f >3r^ 
^-Mfeo MflS^^<Z)mRNA©ttffi«, FastTrack™2.0 kit (In vitrogenftSg 

[0 3 3 2] 

t: hmmm^mMmmn. &cdM(D$&mitm2 o 2~*3 o 2ic^*r (*^{c« 

JSSJKT^fc^'Tf&S. (*) «2EJ©|im{C^v%T, 2/^^-;HB^—^T?J2e< 
M®>ibnz>3kfc*iZ&>T<D?u-yx*$>2>. 

[0 3 3 3] • . 

HEMBA1000012, HEMBA1000020, HEMBA1000356, HEMBA1000376. HEMBA1000456, HE 
MBA1000508, HEMBA1000519, HEMBA1000540, HEMBA1000542, HEMBA1000655, HEMB 
A1000822, HEMBA1001022. HEMBA1001059, HEMBA1001071, HEMBA1001080, HEMBA1 
001197. HEMBA1001213. HEMBA1001226, HEMBA1001257, HEMBA1001281. HEMBA100 
1450, HEMBA1001579, HEMBA1001647, HEMBA1001678, HEMBA1001800, HEMBA10018 
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69, HEMBA1002100, HEMBA1002119, HEMBA1002125, HEMBA1002166, HEMBA1002241 
, HEMBA1002469, HEMBA1002547, HEMBA1002609, HEMBA1002818, HEMBA1002833, 
HEMBA1003046, HEMBA1003098, HEMBA1003179, HEMBA1003220, HEMBA1003286, HE 
MBA1003296, HEMBA1003403, HEMBA1003418, HEMBA1003447, HEMBA1003591, HEMB 
A1003680, HEMBA1003803, HEMBA1003827, HEMBA1003926, HEMBA1003950, HEMBA1 
004111, HEMBA1004202, HEMBA1004274, HEMBA1004353, HEMBA1004356, HEMBA100 
4499, HEMBA1004507, HEMBA1004538, HEMBA1004542, HEMBA1004596, HEMBA10046 
04, HEMBA1004693, HEMBA1004725, HEMBA1004753, HEMBA1004803, HEMBA1004850 
, HEMBA1004889, HEMBA1004954, HEMBA1004978, HEMBA1005008, HEMBA1005079, 
HEMBA1005206, HEMBA1005219, HEMBA1005296, HEMBA1005331, HEMBA1005338, HE 
MBA1005382, HEMBA1005443, HEMBA1005513, HEMBA1006002, HEMBA1006173, HEMB 
A1006474, HEMBA1006502, HEMBA1006507, HEMBA1006579, HEMBA1006659, HEMBA1 
006807, HEMBA1006832, HEMBA1006865, HEMBA1006885, HEMBA1006914, HEMBA100 
7002, HEMBA1007078, HEMBA1007080, HEMBA1007121, HEMBA1007243, HEMBA10073 
22, HEMBB1000055, HEMBB1000103, 
[0 3 3 4] 

HEMBB1000136, HEMBB1000226, HEMBB1000593, HEMBB1000631, HEMBB1000887, HE 
MBB1001112, HEMBB1001458, HEMBB1001564, HEMBB1001802, HEMBB1001834, HEMB 
B1002115, HEMBB1002134, HEMBB1002409, MAMMA1000429, MAMMA1000625, MAMMA 1 
000684, MAMMA1000824, MAMMA1000859, MAMMA1001008, MAMMA1001198, MAMMA100 
1202, MAMMA1001465, MAMMA1001654, MAMMA1001735, MAMMA1001743, MAMMA10023 
10, MAMMA1002728, MAMMA1002830, MAMMA1002858, MAMMA1002937, MAMMA1003013 
, NT2RM1000256, NT2RM1000272, NT2RM1000355, NT2RM1000553, NT2RM1000725, 
NT2RM1000833, NT2RM2000013, NT2RM2000101, NT2RM2000191, NNNNNNNNNNNN, NT 
2RM2000287, NT2RM2000371, NT2RM2000402, NT2RM2000566, NT2RM2000588, NT2R 
M2001004, NT2RM2001065, NT2RM2001100, NT2RM2001131, NT2RM2001201, NT2RM2 
001247, NT2RM2001345, NT2RM2001424, NT2RM2001896, NT2RM4000233, NT2RM400 
0366, NT2RM4000511, NT2RM4000698, NT2RM4000764, NT2RM4001092, NT2RM40013 
71, NT2RM4001382, NT2RM4001682, NT2RM4001710, NT2RM4001741, NT2RM4002055 
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, NT2RM4002281, NT2RM4002398, NT2RM4002499, NT2RM4002594, NT2RP1000363, 
NT2RP1000856, NT2RP1000947, NT2RP1000959, NT2RP1001310, NT2RP1001410, NT 
2RP1001546, NT2RP2000173, NT2RP2000224, NT2RP2000233, NT2RP2000414, NT2R 
P2000668, NT2RP2000931, NT2RP2001056, NT2RP2001268, NT2RP2001366, NT2RP2 
001526. NT2RP2001581, NT2RP2001740, NT2RP2001839, NT2RP2001898, NT2RP200 
1943. NT2RP2002025, NT2RP2002078, NT2RP2002079, NT2RP2002373, NT2RP20024 
42, NT2RP2002503, NT2RP2002609, 
[0 3 3 5 ] 

NT2RP2002710, NT2RP2002752, NT2RP2002959, NT2RP2003157, NT2RP2003228, NT 
2RP2003391, NT2RP2003433, NT2RP2003770, NT2RP2003793, NT2RP2003825, NT2R 
P2004013, NT2RP2004196, NT2RP2004392, NT2RP2004463, NT2RP2004538, NT2RP2 
004568, NT2RP2004768, NT2RP2004816, NT2RP2004985, NT2RP2005325, NT2RP200 
5358, NT2RP2005472, NT2RP2005520, NT2RP2005539, NT2RP2005605, NT2RP20056 
75, NT2RP2005732, NT2RP2005886, NT2RP2006275, NT2RP3000324, NT2RP3000348 
, NT2RP3000603, NT2RP3000644, , NT2RP3000968, NT2RP3001274, NT2RP3001297, 
NT2RP3001407, NT2RP3001671, NT2RP3001698, NT2RP3001898, NT2RP3002142, NT 
2RP3002163, NT2RP3002255, NT2RP3002603, NT2RP3003210, NT2RP3003589, NT2R 
P3003672, NT2RP3004282, NT2RP3004332, NT2RP4000008, NT2RP4000078, NT2RP4 
000185, NT2RP4000312, NT2RP4000415, NT2RP4000417, NT2RP4000480, NT2RP400 
0515, NT2RP4000560, NT2RP4000704, NT2RP4000728, NT2RP4000839, NT2RP40009 
18, NT2RP4000973, NT2RP4000997, NT2RP4001126, NT2RP4001206, NT2RP4001276 
, NT2RP4001336, NT2RP4001343, NT2RP4001502, NT2RP4001644, NT2RP4001677, 
NT2RP4001679, NT2RP4001828, NT2RP4001841, NT2RP4001861, NT2RP5003459, 0V 
ARC1000004, OVARC1000035, OVARC1000085, OVARC1000139, OVARC1000148, OVAR 
C1000384, OVARC1000408, OVARC1000427, OVARC1000576, OVARC1000649, 0VARC1 
000682, OVARC1000722, OVARC1000890, OVARC1000964, OVARC1001065, OVARC100 
1107, OVARC1001154, OVARC1001171, OVARC1001176, OVARC1001244, OVARC10013 
42, OVARC1001476, OVARC1001555, 
[0 3 3 6] 
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OVARC1001713, OVARC1001731, OVARC1001766. OVARC1001809, PLACE1000061. PL 
ACE1000133. PLACE1000246. PLACE1000596. PLACE1000785, PLACE1001054. PLAC 
E1001168. PLACE1001545, PLACE1001691, PLACE1001756. PLACE1002119. PLACE1 
002213. PLACE1003353. PLACE1003394. PLACE1003519. PLACE1003528. PLACE100 
3605. PLACE1003760. PLACE1004104, PLACE1004645. PLACE1004814. PLACE10051 
28, PLACE1005261. PLACE1005813, PLACE1006615. PLACE1007068. PLACE1007454 
, PLACE1007537. PLACE1007866. PLACE1008405, PLACE1008603. PLACE1009091. 
PLACE1010310. PLACE1010761. PLACE1011214. PLACE1011371. PLACE1011477. PL 
ACE1011646. PLACE2000030, PLACE2000097. PLACE2000124. PLACE2000216. PLAC 
E3000009, PLACE3000020. PLACE3000121. PLACE3000145. PLACE3000160, PLACE3 
000221. PLACE3000339. PLACE3000350. PLACE4000131, PLACE4000431, THYR0100 
0569. THYR01001287, THYR01001828, Y79AA1000065, Y79AA1000131. Y79AA10002 
02. Y79AA1000214. Y79AA1000368, Y79AA1000469. Y79AA1000539. Y79AA1000560 
. Y79AA1000589. Y79AA1000833. Y79AA1000966. Y79AA1000985. Y79AA1001216. 
Y79AA1001603. Y79AA1001679. Y79AA1001805. Y79AA1001963„ 
[0 3 3 7] 

mmopj,rtr=.it (-) fcwuT. ■z&mz&'&mizMii LxtmLr=. 0 gbsa(gi 

ycated BSA)/BSA©it#2J^Jb<Z)MfcTO. Wit V ^MWT > t^^ffif* 

-t2>m.fc?-r\ mmtf*g^^%£mUtf*%^Z.£%:B-r o GBSA/BSAtf).fct:^o.5 

~2CDite^-«. mit^i/stmr^-f^ >izmm<D&mz$:vft^mfc* a gbsa/ 
BSA©i:b^o.5j; /Jn£ v^^-&, *fft ? t/jtmr yv^mom'p-? Sit 

[0 3 3 8] 

GBSA/BSA©ifc2MJ£A_L(Z) ^ D - >„ 
NT2RM1000355 o 

[0 3 3 9] 
GBSA/BSAtf)ifc#2~4(D? U-> a 
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HEMBB1000887, HEMBA1006648, NT2RM2001131, HEMBA1001912, HEMBA1005443, NT 
2RP3004534, HEMBA1003286, MAMMA1003013, NT2RM4002281, MAMMA1002937, HEMB 
B1002409, HEMBA1002241, HEMBA1006507, NT2RM1000833, NT2RP4000417, HEMBA1 
002100, OVARC1000085, HEMBA1003296, NT2RP5003459, HEMBA1001647, NT2RM400 
0764, Y79AA1000560, HEMBA1002166, NT2RP3002603, NT2RM2000371, NT2RP30003 
48, MAMMA1002858, MAMMA1001198 o 

[0 3 4 0] 
GBSA/BSA©Jt#0.5J: y/jN£V^n->„ 

HEMBA1000376, HEMBA1004725, NT2RP2004568 o 

z. ft h cdna iitii iz m -r 3 T*& z> . 

[0 3 4 1 ] 
[^ 4 5 ] 

#cdna©h bmmz&tf&nm (m^iz^tmmmvmmo^M^^ u-y^^^n 
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Clone name 


Heart 


Lung 


P. gland 


Thyaus 


Brain 


Kidney 


Liver 


Spleen 




38.210 


32.670 


23.820 


13.580 


11.230 


21. 120 


24. 910 


22.440 


£act!n(Cr2) 


279. 280 


368.870 


111. 100 


117. 500 


92.880 


114.650 


82.990 


256. 790 


ADRGL 1000005 


53.882 


23.005 


32. 749 


22.858 


26. 564 


24.940 


22.644 


27.001 


ADRGL 1000007 


94. 778 


85. 185 


160.457 


67. 191 


101.768 


62.489 


67. 150 


73.543 


ADRGL 1000009 


11. 141 


50. 520 


10.357 


7. 177 


! 6.013 


5.219 


14.272 


21.225 


ADRGL 10000 11 


71.656 


24. 579 


29. 358 


19.473 


24.898 


30.747 


49.220 


22.221 


ADRGL1000027 


! 36.238 


25.252 


20.855 


7.328 


11. 196 


14.298 


19.658 


11.288 


ADRGL 1000058 


66.209 


129.497 


55.226 


49.241 


30.219 


55.872 


! 67.027 


243.436 


ADRGL 1000069 


38.630 


23. 459 


28.991 


12.540 


27.353 


33. 633 


28.774 


20.911 


ADRGL1000077 


97.465 


63.656 


448.427 


83.412 


71.108 


53. 740 


67.906 


89.439 


ADRGL 10()0092 


89.423 


45.692 


55.810 


26.033 


44. 148 


.73. 339 


96.037 


73.091 


ADRGL1000099 


73.675 


24.424 


36. 128 


17.024 


25. 964 


41.391 


42.837 


29. 666 


ADRGL1000136 


141. 745 


63.974 


77.017 


24.777 


33. 549 


58.986 


295.009 


84. 985 


ADRGL1600147 


394. 563 


155.829 


271.210 


92.899 


165. 627 


251.266 


253.420 


150.294 


ADRGL 1000 159 


| 50.073 


25.425 


39.296 


15. 194 


16. 125 


20.040 


33.720 


23. 278 


ADRGL 1000 160 


69. 386 


31.051 


59.416 


20. 154 


39. 799 


27.027 


47. 169 


20.716 


ADRGL1000171 


1 57.047 


23.011 


43.063 


23.860 


40.581 


59.814 


117.055 


32. 630 


ADRGL1000181 


45.892 


18. 666 


34.476 


15.434 


34.225 


32.962 


39.693 


16. 334 


BGGI 11000015 


153.242 


42. 337 


92.865 


41.003 


45. 168 


88. 524 


85. 990 


73. 392 


BGGI 11000016 


177. 367 


94.731 


119.688 


34. 159 


30.249 


98.806 


98. 783 


39. 204 


BGGI 11000017 


84.712 


32.614 


38. 131 


20.878 


18.769 


32. 340 


39.666 


20. 750 


BGGI 1 1000022 


52.468 


20. 452 


67. 167 


12. 167 


11. 158 


18.241 


19. 197 


11:937 


BGGI 11000031 


30. 008 


17.072 


40.883 


12.585 


13.313 


15.525 


16. 757 


13.406 


BGGI 11000042 


49. 926 


36. 336 


51. 176 


26.964 


43. 122 


43.770 


49. 107 


38.776 


BGGI 11000046 


31.618 


26.472 


34. 182 


31.854 


12.650 


25.784 


18. 430 


25. 385 


BNGH41 000020 


5031. 103 


2993.496 


1444.841 


537. 162 


5973. 542 


S029. 124 


3350.527. 


3649. 144 


BNGH41000025 


91.717 


35.026 


73.901 


27.713 


30. 765 


36.523 


37.596- 


47.074 


BNGH41 000026 


176.757 


77.439 


98.345 


35.807 


1 56.991 


91.310 


75.797 


70. 241 


BNGH4 1000027 


65.029 


56. 353 


25.896 


22.494 


12.763 


23.748 


17.836 


23.859 


BNGH41000035 


148.779 


66. 776 


119.727 


56.576 


60.996 


96.959 


72.461 


64. 458 


BNGH41 000037 


79. 500 


29.611 


43.438 


18.317 


20.857 


36.272 


27. 525 


24. 771 


BNGH41000042 


224. 484 


110. 084 


168.448 


104.351 


102.259 


125. 323 


86. 783 


122. 959 


BNGH41000048 


56. 144 


32. 253 


54.063 


14.729 


27. 312 


22.435 


29. 566 


28. 937 


BNGH4 1000056 


67.258 


18. 694 


30.075 


15.602 


10.072 


20.735 


16. 100 


7. 642 


BNGH4 1000087 


98.262 


46. 173 


77.657 


35.329 


40. 900 


50.029 


50. 841 


45. 285 


BNGH4 1000091 


50.895 


16. 985 


28. 392 


10. 147 


5.469 


22. 794 


10. 725 


12 410 


BNGH4 1000 157 


69. 043 


34. 730 


40. 597 


18. 088 


27.072 


22.074 


25. 410 


24.950 


BNGH41000169 


44. 850 


21. 770 


28.655 


1 1. 403 


25. 991 


28. 509 


25. 634 


25. 843 


BNGH41000181 


17. 163 


15. 689 


13.948 


3. 996 


9. 287 


13. 139 


15. 553 


16. 575 


BNGH41000198 


81.510 


36.250 


60.860 


20. 585 


26.929 


35.751 


31. 695 


28. 325 


BNGH4 10002 19 


30. 302 


25. 156 


22. 187 


13.757 


11.208 


15. 235 


27.285 


35. 709 


BNGH4100022S 


252.790 


L65. 948 


93.499 


51. 108 


92. 555 


101.245 


96. 716- 


78. 266 


BNGH41000237 


85.757 


46.997 


55. 170 


26.780 


33. 764 


47. 456 


i 37.007 


39. 131 


BNGH4100d234 


17.744 


36.938 


42. 360 


14.922 


35.749 


42.848 


39. 238 


13. 241 


BNGH4 1000243 


45. 446 


23. 667 


44. 798 


20.875 


10. 516 


23. 918 


22. 443 


27. 033 


BNGH41000270 


60.889 


18.651 


29.618 


10.724 


15.979 


12. 351 


19. 152 


22. 314 


BRAffH 1000004 


43.673 


28. 539 


7.640 


11.388 


19. 198 


14.903 


32. 353 


23. 777 


BRAWH 10000 18 


59.409 


17.941 


102.270 


17. 107 


709.078 


25.732 


24.214 


24.767 


BRAWH1000021 


104.772 


29. 951 


51. 142 


21.042 


1169. 154 


55.762 


66.754 


27.969 


BRAWH1000027 


152.205 


47. 310 


67.089 


32. 199 


64.521 


70.731 


79.670 


40. 928 


BRAWH1000029 


106.376 


49.221 


55. 840 


40.856 


59.552 


56.487 


64.886 


100. 132 


BRAWH 1000040 


29.419 


16.761 


31. 101 


16.622 


30.633 


18. 200 


17.998 


15. 196 


BRAWH1000050 


161.264 


71.786 


118. 976 


51.863 


61. 542 


97.720 


81.271 


69. 194 


BRAWH 1000051 


74. 067 


34. 341 


44. 047 


20.726 


30. 434 


42.055 


53.856 


24.624 


BRAWH1 000060 


68. 789 


22. 598 


35.012 


16.493 


19. 127 


38.662 


34. 923 


28.094 


BRAWH1000075 


17. 318 


16.898 


36.437 


8.901 


18. 133 


17.219 


9.321 


11.200 


BRAWH 1000081 


43.025 


12.998 


28.267 


7.655 


1 23. 677 


17.673 


15.924 


9. 844 


BRAWH 1000084 
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6.990 
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6). //Q. 00072:90: 37//HONO SAPIENS (HUNAN) . //Q1 5428 
F-HEMBA1Q04509//HYPOTHETICAL 52.2 KD PROTEIN IN NPR1-CCN20 I NTERGE 
NIC REGI<W.//6.3«-28:169:42//SACCHAROMYCES CEREVIS1AE (BAKER'S YEA 
ST).//P43S89 

F-HEMBA 1 004534/ /ENOOTHEL I AL ACT IN-BINDING PROTEIN (ABP-280) (NONMU 
SCLE Ft LAM IN) (FILANIN 1) .//I. 3e-80:226:66//HOMO SAPIENS (HUMAN)./ 
/P21333 

F-HEMBA 1 004538/ /HTPOTHET I CAL PROTEIN NJ0764.//0. 96:28:3S//METHANOC 
OCCUS JANNASCHI I . //QSBI 74 

F-HEMBAI Q04542//METALL0TH I ONE I N (NT) . //O. 78: 36:41 //CAOUS MORHUA (A 
TLANTIC COO) . //P5I902 
F-HEMBAI 004554 

F-HEMBAI 004560//HYP0THET I CAL PROTEIN KIAA0281 (HA6725) . //4. 2e-l5: 5 
6:69//HOMO SAPIENS (HUMAN) . //Q92556 

F-HEMBA1004S73//CIRCUMSPOROZOITE PROTEIN PRECURSOR (CS).//0. 65:31: 
SB//PLASMOO I UM BERGHE I . //P069T 5 

F-HEMBA1004S77//? ! ! * ALU SUBFAMILY SX IARNINC ENTRY ! ! ! !//3. 9e-08 : 
3S.80//HOMO SAPIENS (HUMAN) . //P391 95 

F-KEMBA1 004586//! ! ! ! ALU SUBFAMILY SO IARNINC ENTRY ! » t Be -08 : 
64:S4//H0M0 SAPIENS (HUMAN) . //P39I 94 

F-HEMBA 1 004 5 96/ /HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN C (HNRNP 
C) (HNRNP CORE PROTEIN C) (FRAGMENT) . //0. 00057: 88: 31//RATTUS NORVE 
GICUS (RAT). //PI 7 1 32 

F-KEMBA1 004604//COLLAGEN ALPHA 2(11) CHAIN PRECURSOR (FRAGMENT).// 
0.045: 37 :4S//MUS MUSCULUS (MOUSE). //Q64739 

F-HEMBA10046IO//!!!! ALU SUBFAMILY J IARNING ENTRY ! t ! !//4. 3e-1 I : 7 
3:S4//HOMO SAPIENS (HUMAN) . //P 39 1 88 
F-HEMBA 10046 17 
F-HEMBA 1004629 

F-HEMBA 1 00463 1 / /HYPOTHET I CAL 7.8 KD PROTEIN IN IAPA-LICT INTERGENI 
C REGION.//1.0:36:38//BACILLUS SUBTtLI S. //P42303 
F-HEMBA 1 00463 2//PH0T0SY STEM I REACTION CENTRE SUBUNIT X PRECURSOR 
(LIGHT-HARVESTING 8.0 KD POLYPEPTIDE) . //0. 86:48: 3 5//SYNECH0C0CCUS 
ELONGATUS NAEGEL I . //P20453 

F-HEMBAI 004 6 3 7//H YPO THE T ICAL 83.6 KD PROTEIN R0503. 2 IN CHROMOSOME 

I I I . //I - 7e-32 : 1 59 : 42//CAEN0RHABDI T I S ELECANS. //P3453S 
F-HEMBA 1 00463 8//HYP0THET I CAL PROLINE-RICH PROTEIN (FRAGMENT) .//2. 8 
•-06 : SO : 46//0WEN I A FUS I FORM I S. //P2 1 260 

F-HEMBA 1 00466 6//T0X IN S6C4. //1 . 0: 36: 30//OENDR0ASPI S JAMESON! KAIMO 
SAE (EASTERN JAMESON'S MAMBA) . //P2S682 

F-HEMBA 1 00466 9//SPL I C I NG FACTOR, ARGININE/SERINE-RICH 4 (PRE-MRNA 
SPLICl NG FACTOR SRP7S) .//!. 6e-12: 105: 42//H0MO SAP I ENS (HUMAN) . //QO 
8170 

F-HEMBA 1 004 6 70// PROCOLLAGEN ALPHA 1(1) CHAIN PRECURSOR. //2. 5 •-06: 6 
2:45//H0M0 SAPIENS (HUMAN) . //P02452 

F-HEMBA 10O4672//HYPOTHET I CAL PROTEIN NJO437.//0.95:37:29//METHAM0C 
OCCUS JANNASCHI I. //Q57879 

F-HEMBAI 0Q4693//MY0S IN HEAVY CHAIN. NONMUSCLE TYPE B (CELLULAR MYO 
SIN HEAVY CHAIN. TYPE B) (NNMHC-8) . //O. 00035:217: 23//HOMO SAPIENS 
(HUMAN). //P3S580 

F-HEMBA1 004697// IMMUNOGLOBULIN G BINDING PROTEIN H PRECURSOR (PROT 
E I N H) . //O. 058 : 1 1 8 : 30// STREPTOCOCCUS PYOGENES. //P50470 
F-HEMBAI0Q470S//MM ALU SUBFAMILY J IARNING ENTRY ! ! ! !//6. 8«-09:4 
3:72//HOMO SAPIENS (HUMAN). //P3 9 188 

F-HEMBA 1004709//! ! ! ! ALU SUBFAMILY SB IARNING ENTRY ! I ! !//8. 8c-l8: 
50 84//HOMO SAPIENS (HUMAN) . //P391 89 

F-HEMBA 1 00471 1//ETS-RELATED PROTEIN 71 (ETS TRANSLOCATION VARIANT 
2).//0.0027:148:30//H0MO SAPIENS (HUMAN) . //O00321 
F-HEMBA 1 004725//CUT I CLE COLLAGEN 2. //O. OOSI : 41 : 41//CAEN0RHAB0 1 T I S 
ELECANS. //PI 7656 

F-HEMBA 1004730//L I NE-1 REVERSE TRANSCRIPTASE H0M0LOG.//1. 4«-22:21 
0 37//HONO SAPIENS (HUMAN) . //PO 8 54 7 

F-HEMBAI 004733//!*! ! ALU SUBFAMILY J IARNINC ENTRY ! < ! !//4. 7«-07: 5 
0:62//HOMO SAPIENS (HUMAN). //P3 91 88 

F-HEMBA1004734//UBIQUI TIN-CONJUGATING ENZYME E2-I8 KD (EC 6.3.2.1 
9) (U8 1 QUI TIN- PROTEIN LI CASE) (US I QUI TIN CARRIER PROTEIN) (PM42) . 
//9.90-39:l43:52//ARABIDOPSIS T KALI ANA (MOUSE-EAR CRESS) . //P42743 
F-HEMBA 1004736//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOC. //4. 1 «-60: 21 
0:6 1 //HOMO SAPIENS (HUMAN) . //P08S47 
F-HEMBAI 004748 

F-HEMBAI004751//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//4. 8e-20:8 
8:63//HOMO SAPIENS (HUMAN) .//P39 188 

F-HEMBAI 004752//SK IN SECRETORY PROTEIN XP2 PRECURSOR (APEC PROTEI 
N).//0. 0043:1 26 :34//XEN0PUS LAEVIS (AFRICAN CLAMED FROG) . //PI 7437 
F-KEMBAI004753//!!!! ALU SUBFAMILY SP IARNING ENTRY ! ! ! !//7. 8e-28: 
47:78//H0M0 SAPIENS (HUMAN) . //P39I93 

F-HEMBA 1 0O47S6//HYPOTHET I CAL 53.3 KO PROTEIN IN HXT8-CAN1 INTERGEN 
IC REGION. //0. 22:77: 27//SACCHAROMYCES CERE V I S I AE (BAKER'S YEAST)./ 
/P39981 

F-HEMBAI 004758 
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F-HEMBAI 00476 3//HYP0THET I CAL PROLtNE-RICH PROTEIN (FRAGMENT) . //1 . 1 
•-06 : 58 : 43//OIEN I A FUS I FORM I S. //P2 1 260 

F-HEMBAI 004768//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOC. //4. 7e-65: 29 
8:S3//HOMO SAPIENS (HUMAN) . //P08547 
F-HEMBA 1004770 
F-HEMBA I 004771 

F-HEMBA 1 004776//GRANUL IN 1. //O. 78: 28:42//CYPRINUS CARPIO (COMMON C 

ARP).//P810I3 , 

F-HEMBA1004778 

F-HEMBAI 004795//CDC4-L IKE PROTEIN (FRAGMENT) . //6. 9«-20 : 74 : 63//HOMO 

SAPIENS (HUMAN) . //PS085I 
F-HEMBA 1004803//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOC. //I . 4e- 22: 58 
86//HOMO SAPIENS (HUMAN) . //P08547 

F-HEMBAI 004806//HYPOTHET ICAL 24.3 KO PROTEIN IN PSBH-RPLII I NTERGE 
NIC REGION (0RF182).//O.72:75:33//CYANOPH0RA PARAD0XA.//P48324 
F-HEMBAI 004807 
F-HEMBA 10048 16 

F-HEMBAI 004820//HEMOLYMPH TRYPSIN INHIBITOR A (BPI-TYPE) (FRAGMEN 
T)://1.0:50:38//MANOUCA SEXTA (TOBACCO HANK MOTH) (TOBACCO HORNIDR 
H) . //P26226 

F-HEMBA 1 00484 7// SIGNAL RECOGNITION PARTICLE 68 KD PROTEIN (SRP68). 
//3.0«-7G:l71:91//CANIS FAMILIAR IS (DOG) . //Q00004 
F-KEM8A1004850//C0LLAGEN ALPHA 1 <X I l> CHAIN (FRAGMENTS) . //3. 0« -OS: 
64:43//B0S TAURUS (BOVINE) .//P25508 

F-HEMBAI 00486 3//T0X IN C13S1CI PRECURSOR. //O. 38:52: 30//DENDR0ASP I S 
ANCUSTICEPS (EASTERN GREEN MAMBA) . //PI 8329 

F-HEMBA 1004864//T AT PROTEIN (TRANSACT I VAT I NG REGULATORY PROTEIN) 
(FRAGMENT) . //O. 89:24: 50//HUMAN IMMUNODEFICIENCY VIRUS TYPE 1 (BHS 
ISOLATE) (HIV-D.//P04612 
F-HEMBAI 00466 5 
F-HEMBAI 004880 

F-HEMBA 1 00488 9// SNA L L PROLINE- RICH PROTEIN II (SPR-II) (CLONE 174 
N).//0. 66:23 :47//HOM0 SAPIENS (HUMAN) . //P22532 
F-HEMBAI 004900 
F-HEMBA 1 004909 

F-HEMBA 1 0049 I 8//CHL0ROPLAST 30S RIBOSOMAL PROTEIN S8 (FRAGMENT).// 
0. 56:37:32//SPINAC)A OLERACEA (SPINACH) . //P09S97 
F-HEMBAI 004923//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//3. 5«-24:4 
4:68//HOMO SAPIENS (HUMAN) . //P39 168 

F-HEMBAI 004929//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L).//0.97 
39:38//STRONGYLOCENTROTUS PURPURATUS (PURPLE SEA URCHIN) .//PI 5997 
F-HEMBAI 004 930//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOC. //6. 6e- 15: 64: 
59//HOMO SAPIENS (HUMAN) . //P08 547 

F-HEMBA I004933//VAS0O I LATOR-ST IMULATED PHOSPKOPROTE IN (VASP) . //O. 3 
4:58:41//H0MO SAPIENS (HUMAN) . //P50552 
F-HEMBA 1004934 
F-HEMBA 1 004944 

F-HEMBAI 004954//NADH-U8 1 QUI NONE OX I DO REDUCTASE CHAIN 3 (EC 1.6.5/ 
3) . //O. 58 : 78 : 30//PARAMEC I UM TETRAUREL I A. //PI 5579 
F-HEMBAI 004956//HYPOTHET I CAL 18.8 KD PROTEIN (0RF4) . //O. 98: 57 : 31// 
PARAMECIUM TETRAUREL I A. //PI 5605 

F-HEMBA 1 004960/ /HYPOTHET I CAL 12.6 KD PROTEIN (ORFJ) (RETRON EC67) . 
//1.0:58:27//ESCHERICHIA COL I. //P2 1324 
F-HEMBAI 004972 

F-HEMBAI 00497 3//SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//0.90:S5:30//HOMO SAPIENS (HUMAN). //P2 2 53 I 
F-HEMBAI 004977. 
F-HEMBAI 004978 

F-HEMBAI004980//HOTILIN PRECURSOR. //O. 088 : 79: 31 //MACACA MULATTA (R 
HESUS MACAQUE). //01 88 11 

F-HEMBA 1004983// 10 KD CHAPERON IN (PROTEIN CPN10) (PROTEIN GROES)./ 
/0. 87:51 : 31//BUCHNERA APH I D I COLA. //QS9 1 76 

F-HEMBA 1 0049 95//MYOCYTE- SPEC I F I C ENHANCER FACTOR 2B (SERUM RESPONS 
E . FACTOR-LIKE PROTEIN 2) (XMEF2) (RSRFR2) . //O. 1 7. 52: 40//H0M0 SAPIE 
NS (HUMAN) . //Q02080 

F-HEMBA 1 005008//METALLOTH I ONE I N (MT) . //1 . 0: 52 : 32//CRASS05TREA VIRC 
INICA (EASTERN OYSTER) . //P23038 

F-HEMBA 1005009// ACT IN. //3.Se-27: 1 71 :38//CAND IDA ALBICANS (YEAST) / 
/P1423S 

F-HEMBAI 00501 9//HYP0THETICAL PROTEIN H1 1222.//0. 13: 58 : 3 1 //HAEMOPH I 
LUS INFLUENZAE. //P44 1 29 

F-HEMBA 1 00502 9//P2Y PURINOCEPTOR 5 (P2YS) (PURINERCIC RECEPTOR S) 

(6H1).//0.76:72:31//CALLUS CALLUS (CH ICKEN) . //P32250 

F-HEMBAI 005035//H0ME0BOX PROTEIN HB9.//0. 0086: 60:4 0//HOMO SAPIENS 

(HUMAN).//P50219 

F-HEMBA10O5O39//SMALL PROLINE-RICH PROTEIN II (SPR-II) (CLONE 174 
N).//0.47:49:32//HOMO SAPIENS (HUMAN) . //P22532 

F-HEMBAI 00S047//RAS-RELATED PROTEIN RA8-24 (RAB-1 6) .//I. 5«-1 9: 39: I 
00//MUS MUSCULUS (MOUSE) . //P35290 

F-HEMBA 1 005050/ /COLLAGEN ALPHA I (XI I) CHAIN (FRAGMENTS) . //O. 074 : 3 
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4:44//B0S TAURUS (BOV INE) . //P25508 
F-HEMBAI 005062 

F-HEMBA1Q0S066//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //?. I e-44 : 1 2 
6 65//HOMO SAPIENS (HUMAN) . //P08S47 

F-HEMBAI 00507 5// SUPPRESSOR PROTE I N SRP40. //O. 35 : 98: 3 1 //SACCHAROMYC 
ES CEREVISIAE (BAKER* S YEAST) . //P3 2583 

F-HEMBAI 005079//!!!! ALU SUBFAMILY SB2 IARNINC ENTRY !!!!//3.6«-2 
0 : 75 : 64//H0M0 SAPIENS (HUMAN) .//P3 91 91 

F-HEMBAI 0O5O83//COLLAGEN ALPHA I (II I) CHAIN (FRAGMENTS) . //O. 0001 S: 
72:34//B0S TAURUS (BOVINE) . //P 2 5 508 

F-HEMBAI 00510! //HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN 27C (HNRNP 
48) (HRP48. 1).//4.8e-10:l76:25//DROSOPHILA MELANOGASTER (FRUIT FL 
Y).//P48809 
F-HEMBAI 0051 13 

F-HEMBA100S123//!!!! ALU SUBFAMILY SQ fARNING ENTRY ! ! ! !//3.6e-24: 
99:80//HQM0 SAPIENS (HUMAN) . //P39I 94 

F-HEMBAI 005 I 33//HYP0THET I CAL 13.5 KD PROTEIN IN M0B1-SGA1 INTERGEN 
IC REG ION. //0. 11:22: 54//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST)./ 
/P40490 

F-HEMBAI 00 5 149//* ! ! ! ALU SUBFAMILY J IARNINC ENTRY ! ! ! !//3. 7t-l6: 5 
9: 7I//H0M0 SAPIENS (HUMAN) . //P391 88 

F-HEMBAI 0051 52//GEN0ME POLYPROTEIN 2 [CONTAINS: HELPER COMPONENT P 
ROTE I NASE (EC 3.4.22.-) (HC-PRO) : 70 KO PROTEIN] .//1. 0:77: 27//BARL 
EY YELLOW MOSAIC VIRUS (JAPANESE STRAIN 11-1) (BAYMV) . //Q012O7 
F-HEMBAI 0051 59//NAOH-UBIQUINONE OXIDOREDUCTASE CHAIN 4L (EC 1.6.5. 
3).//0.40:53:33//APlS MELLIFERA (HONEYBEE) . //P348 5 9 
F-HEMBAI 0051 85//MY0S IN IB HEAVY CHAIN. //0. 01 1 : 58: 48//0I CTYOSTELIUM 

OISCOIOEUN (SLIME NOLO) . //P34092 
F-HEMBAI 005201 //HYPOTHETICAL 56.6 KO PROTEIN C16C9.03 IN CHROMOSOM 
E I.//3. 96-67:241 : S3//SCHI20SACCHAR0MYCES POMBE (FISSION YEAST).// 
0098 I 7 

F-HEMBAI005Z02//SIGNAL RECOGNITION PARTICLE 68 KD PROTEIN (SRP68). 
//3.8«-124:257:95//CANIS FAMILIAR IS (DOG) . //Q 00004 
F-HEMBA 1 005 206/ /CUT I CLE COLLAGEN 1.//0.O10:118:33//CAENORHABOIT!S 
ELECANS. //P081 24 

F-HEMBA 1 0052 1 9//PTB-ASS0C I A TED SPLICING FACTOR (PSF).//0.99:85:40/ 
/HOMO SAPIENS (HUMAN) . //P23246 

F-HEMBAI 00522 3//HYP0THET I CAL GENE 1.05 PROTEIN.//0. 31 : 75: 28//BACTE 
RIOPHAGE T3.//P07715 

F-HEMBAI 005232//HYPOTHET I CAL 7.8 KD PROTEIN.//0. 99:48: 29//VACCINIA 
VIRUS (STRAIN ffR). AND VACCINIA VIRUS (STRAIN COPENHAGEN) . //P20S4 

4 

F-HEMBA1005241//!!!! ALU SUBFAMILY SP WARNING ENTRY ! ! ! !//1. 4e-28: 
138: S5//H0M0 SAPIENS (HUMAN). //P391 93 

F-HEMBAI 005244//SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//0.014:39:41//HOMO SAPIENS (HUMAN).//P2ZS3I 

F-HEMBA 10052 51 //ATP SYNTHASE PROTEIN B (EC 3.6.1.34) (A6L) .//O. 55: 
1S:46//DICENTRARCHUS LAB RAX (EUROPEAN SEA BASS) . //Q36362 
F-HEMBAI 005252//EC PROTEIN HOMOLOG (Z I NC-METALLOTH I ONE I N CLASS II 
).//0.088:33:42//ZEA MAYS (MAIZE).//P43401 
F-HEMBA 1 005274 « 

F-HEMBAI 005275//! !! ! ALU SUBFAMILY J IARNINC ENTRY ! M !//0. 96:42 :4 
5//H0M0 SAPIENS (HUMAN) . //P39 188 

F-HEMBAI 0052 93//PROBABLE COATOMER BETA' SUBUNIT (BETA' -COAT PROTEI 
N) (BETA' -COP) . //O. 55: 98 : 30//CAENORHABO I T1 S ELECANS. //Q201 68 
F-HEMBAI 005296//MUC IN 2 PRECURSOR (INTESTINAL MUCIN 2). //0.095: 75: 
34//H0M0 SAPIENS (HUMAN) . //Q028 17 

F-HEMBA1005304//!!!! ALU SUBFAMILY SB IARNINC ENTRY ! ! ! !//5. 4e-33 : 
I03:74//HOMO SAPIENS (HUMAN) . //P391 89 

F-HEMBAI 00531 1 //PER 100 CLOCK PROTEIN (FRAGMENT). //O. 99:45: 3 1//DROS 
OPHILA SALTANS (FRUIT FLY) . //Q04536 

F-HEMBAI 00531 4//HYP0THET I CAL 6.3 KD PROTEIN T19C3.3 IN CHROMOSOME 
III. //0. 96 : 30 : 30//CAENORHABD I T I S ELECANS. //Q1 0009 
F-HEMBAI 00531 5//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOG. //(. 1 «-05: 35: 
51//H0M0 SAPIENS (HUMAN) . //P08547 

F-HEMBAI 00531 8//0LFACT0RY RECEPTOR-LIKE PROTEIN C0R8 (FRAGMENT).// 
0.57:44:38//GALLUS CALLUS (CHICKEN) . //Q98913 

F-HEMBAI 005331 //IMMEDIATE-EARLY PROTEIN I El 80. //O. 57: 1 06: 33//PSEUD 
0 RABIES VIRUS (STRAIN I ND I ANA-FUNK HAUSE R / BECKER) (PRV) . //PI 1675 
F-HEMBA 1 00S338//CART I LACE MATR I V PROTEIN PRECURSOR (MATR I L I N- 1 ) . // 
I.8e-55:I99:59//GALLUS CALLUS (CHICKEN) . //P0S099 
F-HEMBAI 005353//CHLOR0PLAST 30S RIBOSOMAL PROTEIN S17.//0.88:33:36 
//PORPHYRA PURPUREA. //PS 1 305 

F-HEMBAI 005359//Z INC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPF1). 
//1.1e-68:2S5:48//HOMO SAPIENS (HUMAN). //P5 1522 

F-HEMBAI 005367//ALPHA-AMYLASE INHIBITOR AAI . //1 . 0: 25 : 40//AMARANTHU 
S HYPOCHONDRIACUS (PRINCE'S FEATHER) . //P80403 
F-HEMBAI 005372 

F-HEMBA 1005374//!!!! ALU SUBFAMILY SQ IARNINC ENTRY M ! !//2. 0«-34: 
92:75//HOMO SAPIENS (HUMAN) . //P39I 94 
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F-HEMBAI 005382//APOL I POPROTE IN C-H (APO-CI I). //O. 99: 39: J3//B0S TA 
URUS (BOVINE). //PI 9034 

F-HEMBAI 005389//HYP0THETICAL 70.0 KD PROTEIN IN DNAX 3" REGION (ORF 
4).//0.82:164:31//LACT0CXCUS UCTIS (SUBSP. UCTIS) (STREPTOCOCCU 
S LACTIS).//P42377 

F-HEMBAI 005394//HYPOTKETICAL 8.9 KD PROTEIN IN IE0-IE1 INTERGEN I C 
RECION.//0.9B:44:38//AUTOGRAPHA CAL I FORMICA NUCLEAR POLYIDROSIS V 
IRUS (ACMNPV).//P4I703 

F-HEMBAI 00 5403//SPERM HI STONE P2 PRECURSOR (PROTAMINE MP2).//0.06 
6 : 64 : 29//MUS MUSCULUS (MOUSE) . //P07978 

F-HEMBAI 005408//SOS RIBOSOMAL PROTEIN L33. //O. 77: 32: 2S//BACILLUS S 
UBTILIS.//Q06798 

F-HEMBAI 00541 0//RETROV I RUS-RELATED POL POLYPROTEIN [CONTAINS: REVE 
RSE TRANSCRIPTASE (EC 2.7.7.49): ENDONUCLEASE] . //O. 0065: 38: 52//MUS 

MUSCULUS (MOUSE) . //P1 1 369 
F-HEMBA 1 0054 11//T0X IN S4C6.//0. 16:46 : 2B//DENDR0ASPI S JAMESON! KAIM 
OSAE (EASTERN JAMESON'S MAMBA) . //P 2 568 3 

F-HEMBA 1 00542 3//CYCL IN-DEPENDENT KINASE 6 INHIBITOR (PI 8- INK 6) (CY 
CLIN-OEPENDENT KINASE 4 INHIBITOR C) (P18-INK4C). //4. 3»-09:29: 96// 
HOMO SAPIENS (HUMAN) . //P4 2 773 

F-KEMSA1005426//TOXIN C10S2C2. //O. 99: 49: 34//OENDR0ASPI S ANCUSTICEP 
S (EASTERN GREEN MAMBA) . //P2 5664 

F-HEMBA t 005443//! ! ! ! ALU SUBFAMILY J IARNINC ENTRY ! ! * *//2. 9<-16:7 
8:60//HOMO SAPIENS (HUMAN) .//P39188 

F-HEMBA I00S447//ATP SYNTHASE PROTEIN B (EC 3.6.1.34) (A6L) . //O. 99 : 
S7:31//DASYPUS NOVEMCINCTUS (NINE-BANDED ARMADILLO) . //021 329 
F-HEMBAI 005468//NADH-UB I QUI NONE OXIDOREDUCTASE CHAIN I (EC 1.6.5. 
3) (FRAGMENTS). //O. 68:41: 3 I//ARTEM1 A SALINA (BRINE SHR IMP) . //PI 904 
0 

F-HEMBAI 005469 

F-HEMBA1005472//LINE-I REVERSE TRANSCRIPTASE HOMOLOG. //I . Se-39 : 14 
2:70//HOMO SAPIENS (HUMAN) . //P08S47 

F-HEMBAI 005474//!!!! ALU SUBFAMILY SQ IARNINC ENTRY ! ! M//S. 8fl 0: 
44:68//H0MO SAPIENS (HUMAN) . //P3 91 94 

F-HEMBAI 005475//U1 SMALL NUCLEAR RIBONUCLEOPROTEIN 70 KD (Ul SNRNP 

70 KD) (SNRP70).//9.2e-14:179:33//HOMO SAPIENS (HUMAN) . //P0862 1 
F-HEMBAI 005497 

F-HEMBAI 005 500//60S RIBOSOMAL PROTEIN L37. //O. 1 1 : S3 : 33//SCHI STOSON 
A HANSON I (BLOOO FLUKE) . //044 125 
F-HEMBAI 005506 
F-HEMBAI 005508 

F-HEMBAI 005511//!!!! ALU SUBFAMILY SQ IARNINC ENTRY ! ! ! !//3. 5e-30 : 
92:73//HOMO SAPIENS (HUMAN). //P3 9 194 

F-HEMBAI O0S513//MALES-ABSENT ON THE FIRST PROTEIN (EC 2.3.1.-).// 
2.0e-39:95:6l//DROSOPHILA MELANOGASTER (FRUIT FLY) . //002193 
F-HEMBA 1 005 5 17//PR0L IKE-RICH PROTE IN MP- 2 PRECURSOR. //2. le-06:56:4 
4//MUS MUSCULUS (MOUSE) . //POS 142 

F-HEMBAI 0055 18//C0LLACEN ALPHA 1(1) CHAIN (FRAGMENTS) . //S. 8e-0S : 1 9 
2:33//BOS TAURUS (BOVINE) . //P02453 

F-HEMBA100552O//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//2. 0e-»8:8 
7 57//HOMO SAPIENS (HUMAN) .//P391 88 

F-HEMBAI 005526//!! •! ALU SUBFAMILY SB2 IARNING ENTRY !!!!//5.1e-2 
2:77:54//HOMO SAPIENS (HUMAN) . //P39I91 

F-HEMBAI 00S528//CCR4-ASSOC I ATED FACTOR 1 (CAF1 ). //I. 2e-81 : 157:98// 
MUS MUSCULUS (MOUSE) . //Q60809 

F-HEMBAI 005530//POLLEN ALLERGEN AMB P 5-A PRECURSOR (AMB P V-A).// 
0.98:19:47//AM8R0SIA PSILOSTACHYA (WESTERN RAGWEED) . //P43 1 74 
F-HEMBA 1 005548//TRANSCRIPT ION FACTOR MAF1 . //1. 4e-72: 137: 97//RATTUS 

NORVECI CUS (RAT) . //P54842 
F-HEMBAI 005552//!!!! ALU SUBFAMILY SP WARNING ENTRY !!!!//!. 7e-29: 
47:78//H0MO SAPIENS (HUMAN). //P39 193 

F-HEMBA 1005558//HYPOTHET I CAL 25.6 KD PROTEIN IN ABF2-CHLI2 INTERGE 
NIC REClON.//1.6e-20:202:30//SACCHAROMYCES CEREVISIAE (BAKER'S YEA 
ST) . //Q04272 
F-HEMBAI 005S68 

F-HEMBAI 005570//NADH-UB I QUI NONE OXIDOREDUCTASE CHAIN 6 (EC 1.6.5. 
3) . //1 . 0 : 80 : 3 1 //CAENORHABO I T I S ELECANS. //P24885 

F-MEMBA 100 55 76// TRANSMEMBRANE PROTEIN SEX PRECURSOR. //8. 5t-58: I 52 : 
75//HOMO SAPIENS (HUMAN) . //PS 1 805 

F-HEMBAI 005577//KERAT IN. HIGH- SULFUR MATRIX PROTEIN. B2A.//0.98:5 
7 : 36//OVI S ARIES (SHEEP) . //P02438 

F-HEMBAI 005581 //SLIT PROTEIN PRECURSOR.//!. 1«-62: 254:4 I//DR0SOPHI I 
A MELANOGASTER (FRUIT FLY) . //P24014 

F-HEMBA I O0SS82//DYNACT IN, ISO KO ISOFORM (150 KD DYNE I N- ASSOC I ATED 
POLYPEPTIDE) (DP- 1 50) (DAP- 150) (PI 50-GLUEO) . //0. 0091 : 1 89: 29//RAT 
TUS NORVEGICUS (RAT) . //P28023 

F-HEMBAI 0055B3//HYPOTHETICAL 41.2 KD PROTEIN IN CPS REGION (ORF 7). 
//O. 83: 1 19: 23//KLEBS IELU PNEUMON I AE. //Q484S3 

F-HEM8A10055B8//M!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//1 . 9a- 1 7: 1 
08:53//HOMO SAPIENS (HUMAN) . //P3 9 1 88 
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F-HEMBA 1Q0S593//SMALL PROLINE-RICH PROTEIN II (SPR-II) (CLONE 174 

N).//0.2J:24:S4//HOM0 SAPIENS (HUMAN) . //P22S32 

F-HEMBA 1 00 5 S9S//0YNE I N HEAVY CHAIN. CYTOSOLIC (DVHC). //2. 7e-39: 25 

7:39//DICTYOSTELIUM DISCOlOElM (SLIME NOLO) . //P34036 

F-HEMBA I 005606 

F-HEMBA1 Q0S609// MM ALU SUBFAMILY SC WARNING ENTRY ! ! ! !//3. 2«-20: 
27:96//HOMO SAPIENS (HUNAN) . //P391 92 

F-HEMBA1005616//LATE CONTROL GENE B PROTEIN (GPB) . //O. 48 : 51 : 33//BA 
CTERIOPHAGE I86.//P08711 

F-HENBA100S621//MITOTIC NA02 PROTEIN. //I. 2e-06: 137: 32//SACCHAR0MYC 
ES CEREVISIAE (BAKER'S YEAST) . //P409S8 

F-HEMBA100S627//HYPOTHETICAL 17.1 KD PROTEIN IN PURS 3' REGI0N.//0. 
18.100:32//SACCHARONTCES CEREVISIAE (BAKER'S YEAST) . //P 3 889 8 
F-HEM8A100S631 

F-HEMBA10O5S32//HYPOTHETICAL 7.4 KD PROTEIN. //O. 32 : 59: 32//VACCINIA 

VIRUS (STRAIN NR).//P04309 
F-HEMBA100S634//MM ALU SUBFAMILY J IARNING ENTRY ! ! ! !//2. 6e-14:9 
3 58//H0M0 SAPIENS (HUMAN) . //P3 9 1 88 

F-HEMBA100S666//HYPOTHET ICAL PROTEIN K IAA01 29. //?. 1 e-05: 126: 25//HO 
NO SAPIENS (HUMAN). //Q1 4 142 
F-HEMBA 1 005670 

F-HEMBA1005679//LINE-1 REVERSE TRANSCRIPTASE HOMOLOC. //2. 2e-08: 40: 
72//HOMO SAPIENS (HUMAN) . //P08547 

F-HEMBA 1005680//SMALL PROLINE-RICH PROTEIN 2-1 .//O. 015: 19:47//H0M0 

SAPIENS (HUMAN). //P35326 
F-HEMBA 1005685 

F-HEMBA 1 005699//EPHR IN-B3 PRECURSOR (EPH-RELATEO RECEPTOR TYROSINE 
KINASE LIGAND 8) (LERK-8) (EPH- RELATED RECEPTOR TRANSMEMBRANE LIG 
AND ELK-L3).//4.2e-38:98:81//HOM0 SAPIENS (HUMAN) . //Q1 5768 
F-HEM8A 1 00 57 0 S//PROTE I N Q300. //0. 11:23: 56//MUS MUSCULUS (MOUSE) . // 
002722 

F-HEMBA100S7I7 

F-HEMBA 1 0OS732//BACTENEC IN 7 PRECURSOR (BAC7).//0. 22:S5:41//OVIS A 
RIES (SHEEP). //P504 15 

F-HEMBA1 005737//CALC I NEUR I N B SUBUNIT (PROTEIN PHOSPHATASE 28 REGU 
LATORY SUBUNIT) .//4. Sd-18: 167: 34//SACCHAR0MYCES CEREVISIAE (BAKER* 
S YEAST). //P25296 
F-HEMBA 1005746 

F-HEM8A1005755//LINE-1 REVERSE TRANSCRIPTASE H0M0L0C.//7. 4e-30:69: 
65//HOMO SAPIENS (HUMAN) . //P08547 

F-HEMBA 1 005765//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//2. 8e-19: 
60:63//HOM0 SAPIENS (HUMAN) . //P39194 

F-HEMBA 1 00 5 78 0//ME TA L LO TH I ONE I N- 1 (MT-1 ) . //1 .0:31: 38//C0LUM8A LIVI 
A (DOMESTIC PIGEON). //PI S786 
F-HEMBA 100 58 13 

F-HEMBA 1 00 58 1 5/ /CALPA I K , LARGE [CATALYTIC] SUBUNIT (EC 3.4.22.17) 
(CALC I UM- ACT I VATED NEUTRAL PROTE I NASE) (CANP) (MU/M-TVPE) .//I . Oe- 
23: 200: 31 //CALLUS CALLUS (CHICK EN). //P00789 

F-HEMBA 1 00582 2//PR0TE I N Q300. //0. 001 6 : 21 : 80//MUS MUSCULUS (MOUSE) . 
//Q02722 

F-HEMBA 1 005829//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//9. 6e-33: 
96:73//H0M0 SAPIENS (HUMAN) . //P391 94 

F-HEMBAI005834//LINE-1 REVERSE TRANSCRIPTASE H0MOLOG.//1 . 6e-22: 10 
3:46//NYCTICEBUS COUCANG (SLOt LOR I S) . //P08548 

F-HENBA1005852//PROLINE-RICH PROTEIN MP-3 (FRAGMENT). //8. Bs-06: 95: 
3S//MUS MUSCULUS (HOUSE) . //P051 43 

F-HEMBA) 005853//HYPOTHET ICAL PROTEIN MJ0647.//0. 39:28: 39//METHAN0C 
OCCUS JANNASCHII.//Q58063 
F-HEMBA1 005884 

F-HEMBA 1 005891 //HYPOTHETICAL PROTEIN NTH 1 37. //O. 95: 51 : 27//METHAN08 
ACTED I UN THERMOAUTOTROPHI CUM. //026240 

F-HEMBA 1005894//!! !! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//2. 6«-29: 
81:7l//HOMO SAPIENS (HUMAN). //P3 9 195 

F-HEMBA 1005909//HYPOTHET ICAL 8.2 KD PROTEIN B03S3. I IN CHROMOSOME 
1 1 1 . //O. 98 : 1 9 : 52//CAENORHABD I T I S ELECANS. //Ql 0956 
F-HEMBA1 005911//!!!! ALU SUBFAMILY J IARNING ENTRY !!!!//!. 9e-27: 8 
6:70//HOMO SAPIENS (HUMAN) . //P391 88 

F-HEMBA1 005921 //MM ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//1 . 3e-38: 
99:81//HOMO SAPIENS (HUMAN) . //P391 94 

F-HEMBA1 00593 1//Z INC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPF1) . 
//2.3e-17:76:51//HOM0 SAPIENS (HUMAN). //PS 152 2 

F-HEMBA1005934//!!!! ALU SUBFAMILY SB IARNING ENTRY ! ! ! !//0. 024: 5 
4:40//HOMO SAPIENS (HUMAN). //P39 189 
F-HEMBA 1005962 

F-KEM&A1005963//COATONER GAMMA SUBUNIT (GAMMA-COAT PROTEIN) (GAMM 
A-C0P).//t.7«-32:B9:79//B0S TAURUS (BOVINE). //PS 36 20 
F-HEMBA1005990//HYPOTHETICAL BHLFI PROTEIN. //3. Oe-09: 180: 36//EPSTE 
IN-BARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4).//P03l81 
F-HEMBA1 005991//HYPOTHET I CAL PROTEIN KIAA0032.//3.0e-l7: 107:43//HO 
MO SAPIENS (HUMAN). //Ql 5034 



F-HEMBA 1 005999 
F-HEMBA 1006002 

F-HEMBA 1005005//C0RN IF IN B (SMALL PROLINE-RICH PROTEIN IB) (SPR16) 

(SPRI B).//0.Q017:4S:44//MUS MUSCULUS (MOUSE) .//Q62267 
F-HEMBA 1006031 //BASIC PROLINE-RICH PEPTIDE IB- 1.//0. 00016:64: 39//H 
OMO SAPIENS (HUMAN) . //P0428I 

F-KEMBA100603S//0NAK PROTEIN 1 (HEAT SHOCK PROTEIN 70) (HSP70) . // 
0.43:IO0:27//SYN£CHOCYSTIS SP. (STRAIN PCC 6803) .//Q5S1S4 
F-KEMBA1006036//!!!! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//6. 2a-64: 
I50:74//HOMO SAPIENS (HUMAN). //P3 9 194 
F-HEMBA 1 006 042 

F-HEMBA 1 006067//ME TALLOTHI ONE I N A (MT-A) .//O. 66: 34:41 //THERMARCES 
CERBERUS. //P52721 
F-HEMBA 1006081 

F-HEMBA1006090//SOOIUM/GLUCOSE COTRANSPORTER 3 (NA(+) /GLUCOSE COTR 
ANSPORTER 3) (LOI AFFINITY SOOIUM-GLUCOSE COTRANSPORTER). //O. 87:3 
5:54//SUS SCROFA (PIG) . //P31636 

F-HEMBA 1 006091 //EARLY NOOULIN 20 PRECURSOR (N-20) .//O. 027 :87 : 32//M 
EDICAGO TRUNCATULA (BARREL MEDIC) . //P93329 

F-HEMBA1006IOO//!! !! ALU SUBFAMILY SI IARNING ENTRY ! ! ♦ !//8. 1 e-09: 
58:60//HOMO SAPIENS (HUMAN) . //P391 95 

F-HEMBA I 006 1 08//HYPOTHET I CAL 56.6 KD PROTEIN IN URE2-SSU72 INTERGE 
NIC REGION. //S.6«-16: 88 : 36//SACCHAROMYCES CEREVISIAE (BAKER' S YEAS 
T) . //P53867 

F-HEMBAIQQ6I21//HOMEOBOX PROTEIN COX-l (CAUDAL-TYPE HOMEOBOX PROTE 
IN D.//3. 4i-05:1 06 :37//HOMO SAPIENS (HUMAN) . //P47902 
F-HEM8A1006I24//50S R I BOSOMAL PROTEIN L33.//1. 0: 1 2: 83//BACI LLUS ST 
EAROTHERMOPH I LUS. //P23375 

F-HEMBA 1 006 130//SEL- 10 PROTEIN. //7. 7e-0S: 1 29: 28//CAEN0RHABD I Tl S EL 
EGANS. //Q93794 

F-HEMBA1006138//!!!! ALU SUBFAMILY SQ IARNING ENTRY ' ! • !//7. 8e-1 3: 
4I:73//H0M0 SAPIENS (HUMAN) . //P391 94 

F-HEMBA 1006 142// MM ALU SUBFAMILY SC IARNING ENTRY ! ! ! !//2. 3e-39: 
101:77//HOMO SAPIENS (HUMAN) . //P39I92 

F-HEMBA 1 0061 55//CENE 33 POLYPEPTIDE.//0. 21 :70: 3I//RATTUS N0RVEG1CU 
S (RAT) . //P05432 
F-HEMBA 1006 158 

F-HEM8A1006173//PROTEIN-TYROSINE PHOSPHATASE STRIATUM-ENRICHED (EC 
3.1.3.48) (STEP) (NEURAL-SPECIFIC PROTE I N-TYROSINE PHOSPHATASE) 
(FRAGMENT) . //0. 01 7: 20: 95//HOMO SAPIENS (HUMAN) . //PS4829 
F-HEMBAI006I82//!!!! ALU SUBFAMILY J IARNING ENTRY M M//0. 37: 31 :6 
1//H0M0 SAPIENS (HUMAN) . //P3 91 88 

F-HEM8A1006198//HOMEOBOX PROTEIN H0X-B3 (HOX-2.7) (MH-23). //O. 85:6 
1 : 29//MUS MUSCULUS (MOUSE) . //P09026 

F-HEM8A1006235//50S R I BOSOMAL PROTEIN L33. //I . 0 : 26 : 38//AQUIFEX AEO 
L1CUS.//067756 

F-HEMBA 1 006248//MALE SPECIFIC SPERM PROTEIN MST8408.//0. 0041 64. 37 
//DROSOPHILA MELANOGASTER (FRUIT FLY) . //Q01643 

F-HEMBA 1 0062 S2//B0IMAN-B I RK TYPE PROTEINASE INHIBITOR DE-3.//1.0:2 
2:40//D0LICH0S AXILLARIS (MACROTYLOMA AX I LLARE) . //P01 057 
F-HEM8A1006253//DISINTEGR1N ERISTICOPHIN (PLATELET AGGREGATION ACT 
IVATION INHIBITOR). //O. 95: 19:47//ERIST0C0PHI$ MACMAHONI (LEAF-NOSE 
D VIPER).//P22826 
F-HEMBA 1 006259 

F-HEMBA I 006268//! •«! ALU SUBFAMILY SC IARNING ENTRY ! ! > !//7. Oe-05 : 
32:6S//HOMO SAPIENS (HUMAN) . //P391 92 

F-HEMBA I006272//RETR0V I RUS -RELATED GAG POLY PROTE IN (VERSION 2).// 
4.8e-l12:248:78//H0M0 SAPIENS (HUMAN) . //PI 0264 

F-HENBA1Q06278//POLY(A) POLYMERASE (EC 2.7.7.19) (PAP) (POLYNUCLEO 
TIDE ADENYLYLTRANSFERASE) (FRAGMENT). //2. S«-71 : 164: 7S//H0M0 SAP t EN 
S (HUMAN). //P5 1003 

F-HEM8A1006283//50S R 1 BOSOMAL PROTEIN L32.//0. 81 : 27 : 44//THERMUS AQ 
UATICUS (SUBSP. TKERMOPHILUS).//P80339 

F-HEMBA 1 006 284//CUT I CLE COLLAGEN 2. //O. 36: 42: 40//CAEN0RHA8D I T I S EL 
EGANS. //PI 7656 

F-HEMBA 1 006 29 1 / /HYPOTHET I CAL 43.3 KD PROTEIN IN EVGS-GLK INTERGENI 
C REGI0N.//2.4e-37:l43:3l//ESCHERICHIA COL I. //P76518 
F-HEM8AI006293//MYELIN-OLIGODENDR0CYTE GLYCOPROTEIN PRECURSOR. //O. 
20:134:29//RATTUS NORVEGICUS (RAT) . //Q63345 

F -HEMBA 1 006 3 0 9/ /HYPOTHET I CAL 54.2 KD PROTEIN IN ERP5-0RC6 INTERCEN 
IC REGION. //I. te-43: 187:48//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P38821 

F-HEMBAI0063I0//SICNAL TRANSDUCER CD24 PRECURSOR (HEAT STABLE ANT I 
GEN) (HSA) (NECTADRIN). //O. 71 : 46 :39//RATTUS NORVEGICUS (RAT).//Q07 
490 

F-HEMBA 1006 328// RNA POLYMERASE ALPHA SUBUNIT (EC 2.7.7.48) (NUCLEO 
CAPS ID PH0SPH0PR0TEIN).//0.44:141:24//KUMAN PARAINFLUENZA 1 VIRUS 
(STRAIN CI-5/73).//P3253l 

F-HEMBA 1 006 3 34//HYP0THET I CAL TRANSCRIPTIONAL REGULATOR AF1627.//0. 
98 : 26 : 46//ARCHAEOGL0BUS FULG I OUS. //028646 
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F-HEMBAI D06344//EZR IN (P81) (CYTOVILLIN) (VI LLIN-2) . //8. 8«-08: 91 : 3 
6//MJS MUSCULUS (MOUSE) . //P26040 

F-HEMBA 1 006 34 7//MALE S- ABSENT ON THE FIRST PROTEIN (EC 2.3.1.-).// 
9. 1 e-48: 1 49 : 50//DROSOPH I LA NELANOCASTER (FRU I T FLY) . //002 1 93 
F-HEMBA 1 006 34 9//NETALL0TH I ONE I N- L I KE PROTEIN I . //O. 01 5: $9; 33//CASU 
ARINA GLAUCA (S1AMP 0AK).//Q39S1 1 

F-HEMBAI 006359//Z INC FINGER PROTEIN 43 (ZINC PROTEIN HTF6).//6. 6«- 
96:26l:66//HOMO SAPIENS (HUMAN) . //P 28 1 60 

F-HEMBA 1 0063 64//PUTAT I VE ENDONUC LEASE C1FI2.06C (EC 3.1.-.-). //0. 9 
7:60:3S//$CHIZ0SACCHAR0MTCES POMBE (FISSION YEAST) . //Ql 0348 
F-HEMBA 1 0Q6377//EARLY NOOULIN 20 PRECURSOR (N-20). //O. 00023: 1 10:35 
//MEOICAGO TRUNCATULA (BARREL MEDIC) .//P 93 329 
F-HEMBA 1 006380 

F-KEMBA1Q06381//METALL0THIONEI N-l I . //1 . 0: 26 : 38//CAMD I DA GLABRA TA 
(YEAST) (TORULOPSIS GLABRA TA) . //PI S 1 1 4 

F-HEMBA100S39B//LINE-I REVERSE TRANSCRIPTASE HOMOLOC. //3. 3«-26 : 1 2 

3:52//HOMO SAPIENS (HUMAN) . //P08S47 

F-HEMBA10064I6 

F-HEMBA1006419//!!!! ALU SUBFAMILY SB IARNING ENTRY ! ! ! •//! . 2e-24: 
102:S0//HOMO SAPIENS (HUMAN) .//P3 9 189 

F-HEMBA 1 006421//! ! ! ! ALU SUBFAMILY J MARNING ENTRY ! ! ! !//3. I«-21 : I 
01 :S7//H0M0 SAPIENS (HUMAN) . //P39188 

F-HEMBA1 008424//HYPOTHET I CAL PROTEIN IORFI. //O. 85: 55: 30//BOVINE CO 
RONA VIRUS (STRAIN MEBUS) . AND BOVINE CORONA V I RUS (STRAIN QUEBEC) . / 
/P220S3 

F-HEMBA 1 006426//!!!! ALU SUBFAMILY SI IARNING ENTRY M !!//!. Be-36: 
76:74//HOMO SAPIENS (HUMAN) . //P391 95 

F-HEMBA 1006438//HYPOTKET I CAL 8.1 KD PROTEIN (0RF65) .//l. 0:38: 36//C 
UILLAROIA THETA (CRYPTOMONAS PHI) . //078421 

F-HEMBAI 006445//RAS-L IKE PROTEIN 3. //I . 9«-06 : 40:47//RHI ZOMUCOR RAC 
EMOSUS (MUCOR CIRCINELLOIOES F. LUSITANICUS). //P22280 
F-HEMBA 1006446 

F-HEMBA1005461//!!!!. ALU SUBFAMILY SC IARNING ENTRY ! ! ! !//4. la-IB: 
68:67//HOMO SAPIENS (HUMAN). //P391 92 
F-HEMBAI 006467 
F-HEMBA 1006471 

F-HEMBAI 006474//40 KD PROTEIN. //I. le-37: 231 :38//BORNA DISEASE VIRU 
S (BDV).//Q01552 

F-HEMBA1006483//!!!! ALU SUBFAMILY SC IARNING ENTRY ! ! ! !//«. 1 1-38: 
77:74//H0M0 SAPIENS (HUMAN) .//P39 192 

F-HEMBAI 006485//HYP0THET I CAL 9.3 KD PROTEIN IN NA03-NAD7 INTERGENI 
C REGION (ORF 79).//0. 91 :30:40//MARCHANTIA POLYMORPHA (L I VERMORT) . 
//P38465 

F-HEMBA1006486//L1NE-1 REVERSE TRANSCRIPTASE H0MOLOG.//1 . Ie-12:78: 
51 //HOMO SAPIENS (HUMAN) . //P08547 

F-HEMBAI 006489//FUN34 PROTEIN. //0. 94:58: 3 7//SACCHAR0MYCES CEREVISI 
AE (BAKER'S YEAST) . //P32907 

F-HEMBA 1006492//NADH-UB I QUI NONE 01 ! DO REDUCTASE M1FE SUBUNIT (EC 1. 
6.5.3) (EC 1.6.99.3) (COMPLEX l-MIFE) (CI-MIFE).//0. 87 : 44 : 36//HOMO 

SAPIENS (HUMAN). //0 1 5239 
F-HEMBAI 006494//FERREDOX IN-LIKE PROTEIN IN NIF REGION. //O. 1 1 : 46: 26 
//RHIZ08IUM LEGUMINOSARUM (BIOVAR TRIPOLI I). //P427 II 
F-HEMBAI 006497 

F-KEM8A1006502//!!!! ALU SUBFAMILY J IARNING ENTRY ! • ! !//0. IS: 26:7 
3//H0M0 SAPIENS (HUMAN). //P 39 1 88 

F-HEMBAI 006507//DI APHANOUS PROTEIN. //0. 0055 : 1 29 : 28//DROSOPH I LA MEL 
ANOGASTER (FRUIT FLY) . //P48608 

F-HEMBAI 00652 I //3-0X0ACYL-[ACYL-CARR I ER PROTEIN] REDUCTASE (EC 1. 
1 . 1 . 100) (3-KETOACYL- ACYL CARR 1 ER PROTE I N REDUCTASE) .//I. 1 e-32 : 1 7 
7:4I//ESCHERICH1A COLI.//P25716 

F-HEMBAI 006530//MAOH-UB I QUI NONE OXIDOREDUCTASE CHAIN 5 (EC 1.6.5. 
3) (FRAGMENT}.//0.0S2:84:26//LEISHMANIA TARENTOLAE (SAUROLE I SHMANI 
A TARENTOLAE). //PI 5583 

F-HEMBA1 006535// INHIBITOR OF APOPTOSIS PROTEIN 1 (Ml API ) (HIAP-I). 
//6.6e-0S:53:39//MUS MUSCULUS (MOUSE) .//008863 

F-HEMBA1006540//PRESYNAPTIC PROTEIN SAP97 (SYNAPSE- ASSOCIATED PROT 
EIN 97) (DISCS, LARGE HOMOLOC 1) . //2. 1 e-07: 206: 23//RATTUS NORVECIC 
US (RAT).//Q62696 

F-HEMBAI 006546//PR0BABLE E5 PROTEIN. //O. 1 1 : 70: 32//HUMAM PAPILLOMAV 
IRUS TYPE 51.//P265S3 

F-HEMBAI 0O6559//SUPPRESS0R PROTEIN SRP40.//0.015:221 : 20//SACCHAR0M 
YCES CEREVISI AE (BAKER'S YEAST) . //P32583 

F-HEMBAI 006562//SAL I VARY PR0L1NE-RICH PROTEIN PO PRECURSOR (ALLELE 

S).//1. Se-07: 122: 3 3//H0M0 SAPIENS (HUMAN) .//PI 01 63 
F-HEM8A1006566//CELL DIVISION PROTEIN KINASE 2 (EC 2.7.1.-) (C0C2 
HOMOLOC EC1 PROTEIN K I NASE) . //O. 63:53: 37//XEN0PUS LAEVIS (AFRICAN 
CUIED FR0G).//P23437 

F-HENBA 1 00 6 56 9//C0L LAGEN ALPHA 2(1) CHAIN (FRAGMENT) . //4. 4e-06 : 88: 
39//B0S TAURUS (BOVINE). //P0246 5 
F-HEMBA 1 006579 



F-HEMBAI QQ6S83//PR0L I NE-R I CH PROTEIN MP-2 PRECURSOR. //O. 011:61: 40/ 
/MUS MUSCULUS (MOUSE) . //PO 5 142 

F-HEMBAI Q06S95//!!!! ALU SUBFAMILY SQ IARNING ENTRY !!!!//$. 6o- 34: 
93:77//HOMO SAPIENS (HUMAN) . //P391 94 

F-HEMBA 1006597//! ! ! ! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//1.9e-26: 
7S:74//H0M0 SAPIENS (HUMAN) . //P391 95 

F-HEMBA 1 0066 1 2//SUPPRESS0R PROTEIN SRP40.//0. 026:221 : 22//SACCHAROM 
YCES CEREVISIAE (BAKER'S YEAST) . //P32S83 

F-KEMBAI006617//!!!! ALU SUBFAMILY J IARNING ENTRY ! !!!//6.6e-20:7 
3:63//H0M0 SAPIENS (HUMAN) .//P3 9 188 

F-HEMBAI 006624//HYPOTHETICAL 41.9 KD PROTEIN IN SDS3-THSI INTERGEN 
IC REGION.//2.6«-31:209:44//SACCHAROMYCE$ CEREVISIAE (BAKER' S YEAS 
T).//P40506 

F-HEMBAI 006631 //HYPOTHETICAL 62.8 KD PROTEIN IN TAFI45-Y0R1 INTERG 
ENIC REGION.//!. Se-IS: 131 :4I//SACCHAR0NYCES CEREVISIAE (BAKER'S YE 
AST).//P53331 
F-HEMBAI 006635 

F-HEMBA 1 006639//POLYADENYLATE-B I NO INC PROTEIN I (POLY (A) BINDING P 
ROTEIN 1) (PABP I ) . //2 . 2 1- 1 1 : 48 : 7S//MUS MUSCULUS (MOUSE) . //? 1 9 34 1 
F-HEMBAI 0O6643//L0NG NEUROTOXIN CRI PRECURSOR (KAPPA NEUROTOXIN)./ 
/0.28:48:27//BUNGARUS MULTICINCTUS (MANY-BANDED KRAI T) . //PI 581 7 
F-HEMBAI 006648//Z INC FINGER PROTEIN 12 (ZINC FINGER PROTEIN K0X3) 
(FRAGMENT). //O. 26 : 1 7 : 47//H0MO SAPIENS (HUMAN) . //P 17014 
F-HEMBAI 006652//60S RIBOSONAL PROTE I N L7. //I. 4e-44: 206: 47//MUS MUS 
CULUS (MOUSE). //PI 41 48 
F-HEMBA I 006653 
F-HEMBA 1006659 

F-HEMBA 1006665//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOC. //O. 018: 43:58 
//HOMO SAPIENS (HUMAN) . //P08547 

F-HEMBAI006674//TRANSCRI PTIOM INITIATION FACTOR TFI ID 135 KD SUBUN 
IT (TAFI 1-135) (TAFII135) (TAFl 1-130) (TAFI 1130). //2. 9«-05: 154:33/ 
/HOMO SAPIENS (HUMAN) . //O0O268 

F-HEMBAI 0066 76//HYPOTHET I CAL PR0LINE-R1CH PROTEIN (FRAGMENT) .// 3. 6 
«-09:52:Sl//0IENIA FUSIF0RMIS.//P21260 
F-HEMBAI 006682 

F-HEMBA 1 006 6 9 5// MM ALU SUBFAMILY J IARNING ENTRY ! ! ! <//2. 1 e-06 : 3 
5:65//HOMO SAPIENS (HUMAN). //P391 88 
F-HEMBA 1 006696 

F-HEMBAI 006708//HYP0THET I CAL 46.4 KD TRP-ASP REPEATS CONTAINING PR 
OTEIN IN PMC1-TFG2 INTERGEN I C REG I ON. //3. 4e- 19:104: 45//S ACCHAROMYC 
ES CEREVISIAE (BAKER' S YEAST). //P53 196 

F-HEM8AI006709//RETINOIC ACID RECEPTOR RXR-BETA.//0. 24: 1 1 1 : 36//HOM 
0 SAPIENS (HUMAN) . //P28702 
F-HEMBAI 0067 17 

F-HEMBAI 0067 37//ANKYR IN. BRAIN VARIANT 2 (ANKYRIN B) (ANXYRIN. NON 
ERYTHROID) (FRAGMENT).//S.8e-09:111:40//HOMO SAPIENS (HUMAN). //Q01 
485 

F-KEMBA1006744//!!!! ALU SUBFAMILY SB2 IARNING ENTRY !!!>//l.Se-3 
2:84:78//H0MO SAPIENS (HUMAN). //P39 191 

F-KEMBAI0067S4//LINE-1 REVERSE TRANSCRIPTASE HOMOLOC. //I . 3e- 75: 22 
0 62//HOMO SAPIENS (HUMAN) . //P08 547 

F-HEMBA 1 006758/ /VASCULAR ENOOTHEL I AL-CADHER I N PRECURSOR (VE-CADHER 
IN) (CADHERIN-S) (7B4 ANTIGEN) (CD144 ANT I GEN) . //0. 024: 1 10: 29//HOM 
0 SAPIENS (HUMAN). //P331 51 
F-HEMBAI 006767 

F-HEMBA 1 006 7 79//M I TOCHONDR I AL RIBOSOMAL PROTEIN SI 2. //O. 67: 1 9: 42// 
LEI SHMANI A TARENTOLAE (SAUROLE I SHMAN I A TARENTOLAE) . //Q34 940 
F-HEMBAI 006780 

F-HEMBAI 006789//PR0L I NE-R I CH PROTEIN MP-3 (FRAGMENT) . //O. 056 : 98: 30 
//MUS MUSCULUS (MOUSE) .//POS 143 

F-HEM8A100679S//LINE-1 REVERSE TRANSCRIPTASE HOMOLOC. //2. 9e- 11:14 
3:30//NYCTICEBUS COUCANG (SLOI LORIS).//P08548 

F-HEMBA1006796//IISK0TT-AL0RICH SYNDROME PROTEIN HOMOLOC (IASP).// 
0. 16:38: 42//MUS MUSCULUS (MOUSE) .//P 703 15 

F-HEMBAI 006807//HYPOTHET I CAL 46.4 KO PROTEIN TI6HI2. 5 IN CHROMOSOM 
E lll.//4.4«-75:184:77//CAENORHABDITIS ELEGANS. //P34568 
F-HEMBAI 006821//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY !!!!//□. 011:2 
0:86//HOMO SAPIENS (HUMAN) .//P3 9 194 

F-HEMBA 1 006824//PR0TE IN B1 1 .//O. 44: 27:44//VACCINIA VIRUS (STRAIN I 
R).//Q01229 

F-HEMBA 1 00683 2//HYP0THET I CAL 34.6 KO PROTEIN C13G5.2 IN CHROMOSOME 

lll.//1.0:46:36//CAEN0RHABOITIS ELEGANS. //P343 27 
F-HEMBA 1006849 

F-HEMBA 1 00686S//ACROS IN INHIBITORS I IA AND I IB (BUSI-I I). //1. 0:41 . 
31//B0S TAURUS (BOVINE) . //PO 1001 

F-HEMBAI 006877//OXVSTEROL-BI NO INC PR0TEIN.//3. 7e-26 : 239: 36//ORYCTO 
LAGUS CUNICULUS (RABBIT) . //PI 6258 

F-HEMBAI 006885/ /HYPOTHET I CAL 27.2 KD PROTEIN F09ES. 8 IN CHROMOSOME 

1 1 . //4. So-38 : 1 85 : 4 3//CAEN0RHABD I T I S ELEGANS . //P52057 
F-HEMBAI 006900 
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F-HEMBA t 006 9M//UB I QUI TIN- ACTIVATING ENZYME El -LIKE (POLYMERASE- 1 N 
TERACTtNG PROTEIN 2).//S. 2e-27:269: 33//SACCHAROMYCES CEREVISIAE (B 
AKER'S YEAST). //P52488 

F-HEMBA 1 00892 1 //CYTQTOX I N 3 (COMPONENT 3. 20) • //O. 99:32: 37//NAJA ME 
LANOLEUCA (FOREST C08RA) (BLACK-LIPPED COBRA). //PO 1473 
F-HEMBAI 006926//ATROPH I N-1 (DENTATORUBRAL-PALL I DOLUY S I AN ATROPMT P 
ROTEIN).//0.0024:148:33//RATTUS NORVEGICUS (RAT) . //P542S8 
F-HEMBAI 006929//HYPOTHET I CAL PROTEIN MJ0525. //O. 95 : 3S: 20//METHAN0C 
OCCUS JAJUIASCHII.//Q&7945 

F-HEMBAI 006 936//SAL I VARY AC 1 01 C PROLIKE-RICH PHOSPHOPROTE IN 1/2 PR 
ECURSOR (PRP-1 / PRP-3) (PRP-2 / PRP-4) (PIF-F / PIF-S) (PROTEIN A 

/ PROTEIN C) [CONTAINS: PEPTIOE P-C].//0.074: I16:31//H0«0 SAPIENS 

(HUNAN). //P02810 
F-HEMBAI 006938 

F-HEMBAI00694I//TMIOREDOIIN H-TYPE I (TRX-H1). //2. 1e-13:90: 33//NIC 
OTI ANA T ABA ClU (CONNON TOBACCO) . //P29449 
F-HEMBAI 006949 

F-HEMBAI O06973//C0LLAGEN ALPHA I (XI I) CHAIN (FRAGMENTS) . //O. 75:29: 
55//80S TAURUS (BOVINE) .//P2 5 508 

F-HEMBAI 006976//CMP-N-ACETYLNEURAN I NATE-BETA-GALACTOSAM I OE-ALPHA- 
2.3-SIALYLTRANSFERASE (EC 2.4.99.-) (BET A-CALACTOS I OE ALPHA-2.3-SI 
ALYLTRANSFERASE) (ST3GALI 1 1) (ALPHA 2. 3- ST) (CAL-NAC6S) (STZ) (SIA 
T4-C) (SAT-3) (ST-4). //3.9e-l08: 1 17 :9S//H0MO SAPIENS (HUMAN) . //OH 
206 

F-HEMBAI 006993 

F-HEMBAI 006996//HYP0THET I CAL 8.7 KD PROTEIN IN RPL22-RPL23 INTERGE 
NIC REGION (0RF70) . //0. 12:51 : 3 3// AST AS I A LONGA (EUCLENOPHYCEAN ALG 
A) . //P34779 

F-HEMBAI 007002//PLATELET GLYCOPROTEIN IX PRECURSOR (GPIX) (C042A). 
//0. 00096: 60 :33//H0M0 SAPIENS (HUMAN). //PI 4770 

F-HEMBAI 00701 7//HYP0THET ICAL 7.2 KD PROTEIN IN CYAY-DAPF INTERGENI 
C REGI0N.//I.0:2S:S6//ESCHERICHIA C0LI.//P39I66 

F-HEMBAI 00701 8//DYNE IN LIGHT INTERMEDIATE CHAIN I, CYTOSOLIC (DCS 
7/59) (DYNE IN LIGHT CHAIN A) (DLC-A) . //8. 5b- 1 20: 278 : 80//GALLUS GAL 
LUS (CHICKEN).//Q90828 

F-HEMBAI 007045//SK IK SECRETORY PROTEIN XP2 PRECURSOR (APEC PROTEI 
N).//2. 1«-I2:IS8:29//XEN0PUS LAEVIS (AFRICAN CLAWED FROG) .//PI 7437 
F-HEMBAI 00705 I 

F-HEMBAI007052//60S RIBOSOMAL PROTEIN L37-B (L3S) ( YP55) . //O. 94 : 3 

7 : 35//SACCHAR0MYCES CEREV I S I AE (BAKER* S YEAST) . //PS 1 402 

F-HEMBA 1 00 706 2// ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L). //O. 93: 

55:29//RHIN0CER0S UNICORNIS (GREATER INDIAN RHINOCEROS) . //Q96063 

F-HEMBAI 007 066//ECLOS ION HORMONE PRECURSOR (ECOYSIS ACTIVATOR) (E 

H).//0. 58:49: 38//BOMBYX MORI (SILK MOTH) . //P25331 

F-HEMBAI 007073//PUTAT I VE SMALL MEMBRANE PROTEIN (ORF 4) . //0. 86 : 46 : 

34//CANINE ENTERIC CORONAVIRUS (STRAIN INSAVC-1) (CCV) . //P36696 

F-HEMBAI00707S//M*! ALU SUBFAMILY SP IARNING ENTRY ! ! ! !//8. 6«-29: 

56:67//H0MO SAPIENS (HUMAN) .//P39I93 

F-HEMBAI 007080//SK IN SECRETORY PROTEIN XP2 PRECURSOR (APEC PROTEI 
N).//0. 028:1 22 :30//XEN0PUS LAEVIS (AFRICAN CLANED FROG) . //PI 7437 
F-HEMBAI 007085//RTOA PROTEIN (RAT 10- A) . //7. 4«-l 1 :221 : 3I//DICTY05TE 
LI UN DISCOIDEUM (SLIME MOLD) . //PS4681 

F-HEMBAI 007087//HYPOTHET I CAL PROTEIN NJ0162.//3. 3e-29: 173: 36//METH 
ANOCOCCUS JANNASCHII.//Q57626 
F-HEMBA! 0071 12 
F-HEMBAI 007 11 3 

F-HEMBAI 0071 21//IN0S I TOL POLYPHOSPHATE 1 -PHOSPHATASE (EC 3.1.3.57) 

(IPP).//5.4e-07:90:28//HOMO SAPIENS (HUMAN) . //P49441 
F-HEMBAI 007 129//HIRUSTAS IN. //0. 88: 37 :32//HIRUDO MEDICINAL IS (MEOIC 
INAL LEECH) . //P80302 

F-HEMBAI007147//HYP0THETICAL 12.0 KO PROTEIN IN DST1-HEM2 INTERGEN 
IC REGION.//0.92:23:34//SACCHARONYCES CEREVISIAE (BAKER'S YEAST)./ 
/P53182 

F-HEMBAI 007 1 49//BACTER IOC IN Ml CROC IN B17 PRECURSOR (MCB17).//0.007 
8:17:70//ESCHERICHIA COL I . //P05834 

F-HEMBAI 007 1 S1//1DNM1 PROTEIN PRECURSOR. //O. 25:45: 37//MUS MUSCULUS 
(MOUSE) . //Q62477 

F-HEMBA 1 007 174//HYPOTHET ICAL 45.1 KD PROTEIN IN RPSS-ZMS1 INTERGEN 
IC RECI0N.//6.9e-18:97:47//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P47160 

F-HEMBAI 0071 78//! M ! ALU SUBFAMILY SX IARNING ENTRY ! ? * !//9. 8e-06: 
38 :65//K0M0 SAPIENS (HUMAN) . //P391 95 

F-HEMBA 1 007 1 94//GLUC0SE- 6 -PHOSPHATE 1 -DEHYDROGENASE . CHOLOROPLAST 
ISOFORM PRECURSOR (EC 1.1.1.49) (G6PD).//1 . 0:80: 32//N I COT I ANA TABA 
CUM (COMMON TOBACCO) . //Q43793 

F-HEMBAI O07203//PROTE IN A22.//1. 0: I IS: 26//VARI0LA VIRUS.//P33845 
F-HEMBAI 007206 

F-HEMBAI 007224//HYPOTHET ICAL 35. 7 KD PROTEIN C41C4.6 IN CHROMOSOME 

1 1.//2. 4e-05: 92: 30//CAENORHABDI TIS ELEGANS. //Q09275 
F-ltEMBAI 007243//HYPOXANTH IME-GUAN 1 NE PHOSPHOR I BOSYLTRANSFERASE (EC 



2.4.2.8) (HGPRT) (HGPRTASE) (HPRT B) . //3. 1 8-74 : 205 : 67//MUS MUSCUL 
US (MOUSE). //P00493 

F-HEMBA 1007251 //VITELLINE MEMBRANE PROTEIN VM26AB PRECURSOR (PROTE 
IN TU-4) (PROTEIN SV23).//0.52:108:30//DROSOPHILA MELANOGASTER (FR 
UIT FLY). //PI 3238 
F-HEMBAI 007256 

F-HEMBA10O7267//CALICIN (FRAGMENT) . //O. 080: 88: 31//H0M0 SAPIENS (HU 
MAN) .//Ql 3939 

F -HEMBA 100727 3//HYP0THET I CAL 8.1 KO PROTEIN (0RF65) .//O. 95:40:37// 
GUI LLAROIA TKETA (CRYPTOMONAS PHI) . //078421 , 

F-HEMBA10O7279//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//4. 6e-24: 9 
8:64//HOMO SAPIENS (HUMAN). //P3 9 188 
F-HEMBAI 007281 

F-HEMBA 1007288//HYPOTKET I CAL 13.S KD PROTEIN IN ZMSI-MNS1 INTERGEN 
IC REGION. //O. 88: 11 : 54// SACCHAROMYCES CEREVISIAE (BAKER* S YEAST) . / 
/P47162 

F-HEMBA 1 007 300//CGMP- SPEC I F I C 3. 5' -CYCLIC PHOSPHODIESTERASE (EC 
3.1.4.17) (CCB-PDE).//2. 7 e-43:220:41 //BOS TAURUS (BOVINE) . //Q28156 
F-HEMBA 1 007 30 1 //PROCOLLAGEN ALPHA 1(111) CHAIN PRECURSOR. //3. 3e-2 
2:1I5:33//H0M0 SAPIENS (HUMAN) .//PO 2 461 
F-HEMBAI 00731 9 

F-HEMBAI 0O7320//HYPOTHET ICAL 28.0 KD PROTEIN IN GLOB-RNHA INTERGEN 

IC RECI0N.//I.0:48:37//ESCHERICHIA COL I. //P75672 

F-HEMBAI 007322//THREON I NE DEHYDRATASE OPERON ACTIVATOR PROTEIN.// 

1 . 0 : 59 : 33//ESCHER I CHI A COL I . //PI 1 866 

F-HEMBAI 007327 

F-HEMBA 1 007 34 1 // M M ALU SUBFAMILY j IARNING ENTRY ! ! » !//9. I e-l 2 : 3 
7:62//H0M0 SAPIENS (HUMAN) .//P3 9 188 

F-tCMBA 1007 342// PROBABLE E5 PROTEIN. //0. 69:96: 29//PYGMY CHIMPANZEE 

PAPILLOMAVIRUS TYPE 1.//Q02268 
F-HEMBA 1007 347// INSULIN-LIKE GROWTH FACTOR BINDING PROTEIN 2 PRECU 
RSOR (IGFBP-2) (IBP-2) (IGF-BINOING PROTEIN 2).//0. 92:62 :43//0V IS 
ARIES (SHEEP). //Q2 9400 

F-HEMBB1000005//IEAK NEUROTOXIN 5. //O. 98: 30: 33//NAJA NAJA (INDIAN 
COBRA). //P291 79 

F-HEMB8 1000008//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! M//2. 7e-35: 
73:84//H0M0 SAPIENS (HUMAN) . //P391 95 

F-HEM8B1 0000 1 8//HYP0THET I CAL BHLF1 PROTEIN. //O. 39: 90: 37//EPSTE IN-B 
ARR VIRUS (STRAIN 695-8) (HUMAN HERPESVIRUS 4).//P03181 
F-HEM881 000024//V I RE LOCUS 9 KD V I RULENCE PROTEIN. //0. 66 : 36 : 4 1 //AG 
ROBACTER I UN TUMEF AC I ENS. //P0806 1 

F-HEMBB1 00002 S//MUSCAR I N IC TOXIN ALPHA (NT -ALPHA) . //O. 46 : 32 : 40//DE 
NDROASPIS POLYLEPIS POLYLEPIS (BLACK MAMBA).//P80494 
F-HEMB81 000030// SUPPRESSOR PROTEIN SRP40. //6. 7e-07 : 50: 52//SACCHAR0 
NTCES CEREVISIAE (BAKER'S YEAST) . //P 3 2 563 

F-HEM881000036//HYPOTHETICAL 43.2 KD PROTEIN C34E10. 1 IN CHROMOSOM 
E lll.//2.5e-O7:I20:29//CAENORHABOITIS ELEGANS. //P46S76 
F-HEMB81 000037//HYPOTHET I CAL 59.9 KD PROTEIN IN SGA1-KTR7 INTERGEN 
IC RECI0N.//I.7e-05:71:29//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P40492 

F-HEMB81 000039//VERY HYPOTHETICAL 1 1 . 9 KD PROTEIN C4H3. 12C IN CHRO 
MOSOME l.//1.0:6l:21//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST).// 
Q10219 

F-HEMB81 000044 

F-HEM881 000048//HVPOTHETICAL 15.7 KO PROTEIN IN IDH-OEOR INTERGENI 
C REGION. //I. 0:63: 31 //BACILLUS SUBT I L I S. //P54942 
F-HEM881000050//!!!! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//9.0e-l4: 
34:79//H0N0 SAPIENS (HUMAN) . //P391 94 

F-HEMB81 0000S4// ! • ! ! ALU SUBFAMILY SP IARNING ENTRY ! ? ■ !//5. 9e-3l : 
45 73//H0N0 SAPIENS (HUMAN) . //P 391 93 

F-KEM881000055//MUSCARINIC TOXIN ALPHA (MT-ALPHA) . //1 . 0: 14: 57//DEN 
DROASPIS POLYLEPIS POLYLEPIS (BLACK MAMBA) . //P90494 
F-HEMBB1 000059//!?!! ALU SUBFAMILY SX IARNING ENTRY ! > ! !//1. Oe-21 : 
82:59//H0M0 SAPIENS (HUMAN). //P39I9S 

F-HEMB81000083//CHROMOGRANIN A PRECURSOR (CCA) [CONTAINS: PANCREAS 
TATIN: BETA-CRANIN: 8E-14] ,//0. 87: 1 72 : 28//RATTUS NORVEGICUS (RAT). 
//PI 03 54 

F-KEMBB1000089//HYP0THETICAL 9.5 KD PROTEIN IN SPEA-METK INTERGENI 
C REGION (F83).//!.0:42:33//ESCHERICHIA COL I. //P46879 
F-HEM8B1000099//!!!! ALU SUBFAMILY SB IARNING ENTRY ! ! * !//7. 7e-08: 
3t:87//H0N0 SAPIENS (HUMAN) . //P 39 1 89 

F-HEM8B1000103//LINE-I REVERSE TRANSCRIPTASE HOMOLOC. //1 . 4e-38: 1 3 
6:58//HOM0 SAPIENS (HUMAN) . //P08547 

F-HEMB81000113//!!!! ALU SUBFAMILY j IARNING ENTRY ! ! » !//3. 9e-1 3 : S 
7:64//HON0 SAPIENS (HUMAN) . //P39I 88 

F-HEMB81000119//MAF PR0TEIN.//3. 6e-32: 195:43//BACILLUS SUBTILIS.// 
002169 

F-HEMB8 10001 36//HYPOTKCTICAL 12.7 KD PROTEIN IN PCS60-ABD1 INTERGE 
NIC REGION. //O. 65:71 : 32//SACCHARONYCES CEREVISIAE (BAKER'S YEAST). 
//P38327 
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F-HEMB81000141//8-CELL GROWTH FACTOR PRECURSOR (BCGF-12 KO).//O.0O 
014:34:64//H0MO SAPIENS (HUMAN) . //P20931 

F-HEMBB1000144//!!!! ALU SUBFAMILY SB2 WARN I HC ENTRY !!!!//2.0»-2 
6:81 :69//HOMO SAPIENS (HUMAN) .//P391 91 

F-HEM8B1000173//!!!! ALU SUBFAMILY j WARNING ENTRY ! ■ ! !//». 2e-29:9 
1:71//H0M0 SAPIENS (HUMAN), //P 39 188 

F-HEMB81000175//ANT (MICROBIAL PEPTIDE ENAP-I (FRAGMENT) . //O. 97 : 41 : 
36//EQUUS CABAL t US (HORSE) . //P80930 

F-HEMBB 1 0001 98//HYP0THET I CAL 7.7 KD PROTEIN YCF33 (0RF67) .//O. 91 :2 
1 : S2//P0RPHYRA PURPUREA. //P51 329 

F-HEMBB100021S//! ! ! ! ALU SUBFAMILY SC WARNING ENTRY ! ! ! !//3. 4«-08: 
39:76//H0MO SAPIENS (HUMAN) . //P391 92 

F-HEMBB 1 0002 17//DNA DAMAGE TOLERANCE PROTEIN RHC31 (RAD31 HOMOLOG 
).//2.9«-32:l74:40//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) . //Q06 
624 

F-HEMBB 1 0002 18//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6D.//0. 73: 

31:38//MICROTUS PENNSYLVANIA (MEADOW V0LE).//P24949 

F-HEMBB 1000 2 2 6//HYP0THET ICAL 37.0 KD PROTEIN B049S. 8 IN CHROMOSOME 

1 1 , //«. St-26 : 1 91 : 34//CAEN0RHABD I T I S ELEGANS. //Q092 1 7 
F-HEMBB 1000240 

F-HEMB81000244//!!!! ALU SUBFAMILY J WARNING ENTRY !!!!//!. 9«-0S: 4 

4:61//H0MO SAPIENS (HUMAN). //P39 188 

F-HEMBB10002S0 

F-HEMB810002S8 v 
F-KEIB381 000264//CUT I CLE COLLAGEN SQT-1.//0. 1S:89: 33//CAEN0RHABDITI 
S ELEGANS. //PI 21 14 

F-HEMBB1000266//TRANSLATION INITIATION FACTOR IF-2. //2. 7e-06: 1 67: 2 
2//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) . //P3 97 30 
F-HEIB381000272//CYTOCHROME C OXIDASE POLYPEPTIDE VIB (EC 1.9.3.1) 
(AED).//0.7S:30:43//BOS TAURUS (BOV I NE) . //P00429 
F-HEMBB1000274//C0RNIFIN (SMALL PROLINE-RICH PROTEIN I) (SPR-I) (S 
MALL PROLINE-RICH SQUAMOUS CELL MARKER) (SPRP).//1. 0:38: 36//SUS SC 
ROFA (PIO.//P35323 

F-HEMBB 1 000264//CALTR I N (CALCIUM TRANSPORT INHIBITOR) .//1. 0:56:30/ 
/MUS MUSCULUS (MOUSE) . //Q09098 
F-HEMBB 1000307 
F-HEMBB10003I2 

F-HEMBB10003I7//THROMBOSPONOIN I PRECURSOR. //3.2e-32: 135: 43//HOM0 
SAPIENS (HUMAN) . //P07996 

F-HEMBB1 0003 18//PUTAT I VE SMALL MEMBRANE PROTEIN (NONSTRUCTURAL PRO 
TEIN NS3) (NONSTRUCTURAL 9.5 KO PR0TEIN).//0.41:51:31//HUMAN CORON 
AVIRUS (STRAIN 0C43) . //Q04854 

F-KEMB81000335//ZINC FINGER PROTEIN 13 (2FP-13) (KROX-8 PROTEIN) 
(FRAGMENT). //0. 82: 33 :45//MUS MUSCULUS (MOUSE). //PI 0754 
F-HEMBB 1 000336//ALDEHYDE OXIDASE (EC 1 . 2. 3. 1 ) (FRAGMENTS) . //O. 80 : 4 
4:40//0RYCT0LACUS CUNICULUS (RABBIT) . //P80456 

F-HEMBB 1 0003 37//SPL I C I NG FACTOR. ARGININE/SERINE-RICH 4 (PRE-MRNA 
SPLICING FACTOR SRP75) .//O. 94: 1 18: 22//HOMO SAPIENS (HUMAN) . //Q08 17 
0 

F-KEMBB1000338//MALE SPECIFIC SPERM PROTEIN MST84DA.//0. 042: 33:39/ 
/DROSOPHILA MELANOGASTER (FRUIT FLY) . //Q0 1642 

F-HEMBB1 000339//! !!! ALU SUBFAMILY J WARNING ENTRY • ! ! !//2. 2«-14: 5 
4:55//HOMO SAPIENS (HUMAN). //P39 188 

F-KEMBB1000341//GENE 74 PROTEIN (CP74) . //1 . 0: 39: 3 3//MYC0BACTER IOPH 
AGE L5.//Q05289 
F-HEMBB 1000343 

F-KEMB81 000354//! !ii ALU SUBFAMILY J WARNING ENTRY ! ! ! !//!. 1«-1S:8 
3:S6//HOM0 SAPIENS (HUMAN). //P39 188 

F-HEMBB1O00369//PROTEIN Q300. //O. 99: 27:40//MUS MUSCULUS (MOUSE).// 
Q02722 

F-HEMBB 1 000374//! ! ! ! ALU SUBFAMILY SB ■ARMING ENTRY ! ! M//4. 7t-34: 
S6:78//HOMO SAPIENS (HUMAN).//P39I89 
F-HEMBB 1000376 

F-HEMBB 1 000391 //COLLAGEN ALPHA f(XH) CHAIN (FRAGMENTS) . //0. 001 3: 7 
9:35//BOS TAURUS (BOVINE) .//P2S508 

F-HEM8B1 000399//CHECXP0 1 NT PROTEIN RAD17.//2. 8t-1S: 187:31//SCHIZ0S 
ACCHAROMYCES POMBE (FISSION YEAST). //P50S31 

F-HEMBB1 000402//NADH-UB I OU I NONE OX I DOREDUCTASE CHAIN 5 (EC 1.6.5. 
3) (FRACMENT).//0.027:60:38//LEISHMANIA TARENTOLAE (SAUROLE I SHNAN1 
A TARENTOLAE). //P 1 5583 

F-HEMBB 1 000404//CYANELLE SOS RIBOSOMAL PROTEIN L28. //O. 94: 29: 27//C 
YANOPHORA PARAD0XA.//P48I29 

F-HEMBB 1 0004 20//SPL I CEOS ONE ASSOCIATED PROTEIN 49 (SAP 49) (SF3B5 
3). //0. 023:97: 35//HOMO SAPIENS (HUMAN) .//Q 154 2 7 

F-KEKBB1 000434//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//4. 8«-20: 
11t:54//H0M0 SAPIENS (HUMAN). //P39I 94 

F-HEMBB1000438//HYPOTHETICAL 7.9 KD PROTEIN IN GPS5-NRDG INTERGENI 
C REGION.//0.93:24:50//BACTERIOPHAGE T4.//P07076 

F-HEMBB 1000441//! ! ! ! ALU SUBFAMILY J WARNING ENTRY ! ! ! !//4. 4t-23: 8 
5:70//HOMO SAPIENS (HUMAN). //P39 188 



F-HEMBB 1 000449//! ! !! ALU SUBFAMILY SX WARNING ENTRY !!! !//0. 88:27: 
51 //HOMO SAPIENS (HUMAN).//P39I95 
F-HEMB81 000455 
F-HEMBB 1000472 

F-HEMBB 1 00O480//PROTE IN STBC. //1 . 0 : 52 : 30//ESCHER I CH I A COL I. //P1 190 
5 

F-HEMBB I 000487//SH0RT NEUROTOXIN I (NEUROTOXIN ALPHA) (NEUROTOXIN 
ll).//0.93:29:34//NAJA OX I ANA (CENTRAL ASIAN COBRA) (OXUS COBRA)./ 
/P0I427 

F-HEMBB 1000490//! ! ! ! ALU SUBFAMILY SX WARNING ENTRY ! ! ! !//2. 3e-»6: 
S0:80//HOMO SAPIENS (HUMAN). //P39 195 
F-HEMBB 1000491 

F-HEMBB 100O493//3 A PROTEIN. //I. 0: 51 :35//AVIAN INFECTIOUS BRONCHI Ti 
S VIRUS (STRAIN BEAUDETTE) (IBV).//P30237 

F-HEMBBI000510//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //9. 7o-27: 13 
2:45//HOMO SAPIENS (HUMAN) . //P08 547 

F-HEMBB1 00051 8//CYT0CHR0ME C OXIDASE POLYPEPTIDE III (EC 1.9.3.1). 
//0.021:47:40//LE!SHMANIA TARENTOLAE (SAUROLE I SHMAN I A TARENTOLAE). 
//PI 4546 
F-HEMBB 1 00052 3 

F-HEMBB 1 0O0530//C0LLAGEN ALPHA I (XIV) CHAIN PRECURSOR (UNDULIN).// 

9.8e-14:43:83//GALLUS GALLUS (CHICKEN) . //P 3 20 18 

F-HEMBB 1 0OOSSO//NADH-US I QUI NONE OX I OOREDUCTASE CHAIN 5 (EC 1.6.5. 

3) . //O. 1 9 : 97 : 30//TRYPAN0S0MA BRUCE I BRUCE I . //P04540 

F-HEMBB 10O0S54//MATERNAL 69.10 PROTEIN (P30 B9. 10) . //O. 94:82:2S//X 
ENOPUS LAEVIS (AFRICAN CLAWED FROG) . //P40744 

F-HEMBB 1 0OO556//TRANSCR I PT I ON INITIATION FACTOR TFlID 135 KO SUBUN 
IT (TAFII-13S) (TAFI 1 135) (TAF 1 1-130) (TAFI 1 130) . //0. 043: 201 : 29//H 
OHO SAPIENS (HUMAN). //000268 

F-HEMBB 1000564//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) . //1 .0:5 
2:34//METRI0IUM SENILE (BROWN SEA ANEMONE) (FRILLED SEA ANEMONE)./ 
/047493 

F-HEMBB1000S73//1M! ALU SUBFAMILY SB2 WARNING ENTRY !!!!//2.3el 
0:52:73//HOMO SAPIENS (HUMAN). //P3 9 191 

F-HEMBB 10005 7 S//! ! ! ! ALU SUBFAMILY SC WARNING ENTRY ! ! ! !//1.8t-26: 
76:76//HOMO SAPIENS (HUMAN) . //P39I 92 

F -HEMBB 1 000S86//NADH-UB I QU I NONE OX I DOREDUCTASE MLRQ SUBUNIT (EC 1. 
6.5.3) (EC 1.6.99.3) (COMPLEX I -MLRQ) (Cl -MLRQ). //O. 74:23 :52//HOMO 

SAPIENS (HUMAN) . //O 00 48 3 
F-HEMBB1 000589//!!!! ALU SUBFAMILY SP WARNING ENTRY i ! ! !//2. Je-25 . 
61:75//H0MO SAPIENS (HUMAN). //P3 9 193 

F-HEM8B1000591//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) .//I . 0: 3 
4:3S//PETROMYZ0N MARINUS (SEA LAMPREY) . //Q3S537 

F-HEM881 000S92//SMALL PROLINE-RlCH PROTEIN 2-1.//0. 0016:49:42//H0M 
0 SAPIENS (HUMAN). //P35326 

F-HEMBB1000593//COLLAGEN ALPHA 1(111) CHAIN (FRAGMENTS) . //O. 0070: 1 
89 : 32//GALLUS GALLUS (CHICKEN). //PI 2 105 

F-HEMBB1000S98//LINE-I REVERSE TRANSCRIPTASE HOMOLOG. //S. 7e- 10: II 
0:41//NYCTICEBUS COUCANG (SLOW LOR I S) . //P08S48 

F-HEMBB 1 0006 2 3//HY POTHET I CAL 54.9 KD PROTEIN C02F5. 7 IN CHROMOSOME 

III. //0. 0022 : 98 : 2 8/ /CAENORHABD I T I S ELEGANS. //P34284 
F-HEMBB 1000630 

F-HEM8B100063I//ALPHA-2C-1 ADRENERGIC RECEPTOR (ALPHA- 2C-1 ADRENOC 
EPTOR) (SUBTYPE C4).//8.8e-06:S9:40//H0MO SAPIENS (HUMAN) . //PI 8825 
F-HEM8B1000632//CUANINE NUCLEOTIDE RELEASINC PROTEIN (GNRP).//7. 3 
s-13:173:28//MUS MUSCULUS (MOUSE). //P27671 

F-HEMBB1000637//!!!! ALU SUBFAMILY SP WARNING ENTRY ! ! ! !//4. 6e-41 : 
94:B2//HOMO SAPIENS (HUMAN). //P39 193 

F-HEM8BI000638//INV0LUCRIN.//1.9e-06:144:29//HOM0 SAPIENS (HUMAN). 
//P07476 

F-KEMBB1000643//!!!! ALU SUBFAMILY SX WARNING ENTRY ! ! ! !//8. Je-30 : 
77:76//HOMO SAPIENS (HUMAN). //P3 9 195 

F-HEMBB1000649//!!!! ALU SUBFAMILY SB WARNING ENTRY ! ! • »//2. S«-37: 
S8: 81 //HOMO SAPIENS (HUMAN) . //P 391 89 

F-HEMBB1O00652//!!!! ALU SUBFAMILY SP WARNING ENTRY » ! ! !//2. 2e-37 
61 :77//HOMO SAPIENS (HUMAN). //P39193 

F-HEMB81Q00665//HYPOTKETICAL PROTEIN B8D24. //0. 83: 38: 36//BORRELI A 
BURGDORFERI (LYME OISEASE SPIROCHETE) . //P70845 

F-HEMBB1OO0671//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //6. 8e-51 : 74 
71 //HOMO SAPIENS (HUMAN). //P08547 

F-HEHBB1000673//HEAT -STABLE ENTEROTOXIN A3/A4 PRECURSOR (STA3/STA 

4) (ST-IB) (ST-H).//0.012:37:37//ESCHERICHIA C0LI.//P07965 
F-HEMBB 1000684//!!*! ALU SUBFAMILY SP WARNING ENTRY ! • ! !//3. le-21 
66:72//HOMO SAPIENS (HUMAN) . //P391 93 

F-HEMBB1000693//HUNTINGTIN ASSOCIATED PROTEIN 1 (HAPD.//5. 2e-26; I 
21:49//RATTUS NORVEGICUS (RAT).//P542S6 
F-HEMBB 1000705 
F-HEMBB 1 000706 

F-HEMBB 1000709//HYPOTHET I CAL 5.8 KD PROTE IN. //I . 0: 29 : 44//CL0VER YE 
LLOW MOSAIC VIRUS (CYMV) . //PI 6485 
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F-HEMB81 00072 5//RAS- RELATED PROTEIN RAB-SB.//7. 4«-10S: 20S:98//RATT 
US NORVEGICUS (RAT) . //P7O550 

F-HEM881 000726//! ! ! ! ALU SUBFAMILY SQ ■ARMING ENTRY ! ! ! !//! . 4«-25: 
8S:70//HOMO SAPIENS (HUNAN) .//P 39 1 94 

F-HENB81000738//50S RIBOSOMAL PROTEIN L33. //I . 0:41 : 31//THERMUS AQU 
ATICUS (SUBSP. THERMOPHILUS).//P35871 

F-HEN88I 000749//! ! !! ALU SUBFAMILY SQ WARNING ENTRY !!!!//!. 3e-29: 
42:8S//K0N0 SAPIENS (HUNAN) . //P391 94 

F-HEN8B1000763//NIFU PROTE IN.//0. 089: S3: 36//FRANKIA ALN I . //P46045 
F-HEH8BIQ00770//CALTR IN-LIKE PROTEIN 1 I.//0. 98: 13:69//CAVIA PORCEL 
LUS (GUINEA PIG).//P22075 

F-HENB81000774//HICH NOBILITY GROUP PROTEIN HMG-Y.//0. 029: S3: 32//M 
US NUSCULUS (MOUSE). //PI 7095 

F-HEH8B1 00078 1//MAPK/ERK KINASE KINASE 2 (EC 2.7.1.-) (NEK KINASE 
2) (HEKK 2). //3.5e-7S:l 44: 98//MUS NUSCULUS (MOUSE). //Q6 1083 
F-HEM881000789//PUTATIVE 90.2 KO ZINC FINGER PROTEIN IN CCAI-A0K2 
INTERGENIC RECI0N.//2. 6«-49: 232 : 43//SACCHAR0MYCES CEREVISIAE (BAKE 
RS YEAST). //P399S6 

F-HEMB81000790//MH ALU SUSFANILY J NARNING ENTRY ! ! » !//2. 9t-16: 9 
3:5l//HOMO SAPIENS (HUMAN) . //P391 88 
F-HEMBB 1 000794 

F-HENBB 1 00080 7//MUSCAR (NIC ACETYLCHOLINE RECEPTOR N3.//0. 54: 11 1 :27 
//CALLUS GALLUS (CHICKEN).//P49578 
F-HEMBB I 000810 
F-HEMBB I 000821 

F-HEMBB 1 000 8 2 2//H Y POTHE T I C AL 10 KO PROTEIN (ORF 6) . //0. 10: 50: 34//N 
ARCISSUS MOSAIC VIRUS (NMV) . //PI 5099 

F-HEMB81000826//B-CELL GRONTH FACTOR PRECURSOR (BCGF-12 K0).//0.00 
025:73:39//HOMO SAPIENS (HUMAN) . //P20931 

F-HEN881 000827//HYPOTHET ICAL 7. 4 KO PROTE I N. //0. 89:23: S2//THERM0PR 
OTEUS TENAX VIRUS 1 (STRAIN KRAI) (TTV1) . //PI 9302 
F-HEMBB 1 00083 1 //MALE SPECIFIC SPERM PROTEIN MST87F. //0. 98:35 :40//D 
ROSOPH I LA MELANOGASTER (FRU I T FLY) . //P08 1 75 

F-HEMBBIQ0083S//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG.//7. 8e-31 : 96: 
46//HOM0 SAPIENS (HUMAN). //P08547 

F-HEMBB 1 000840//L I NE- 1 REVERSE TRANSCR I PTASE KOMOLOG. //0. 00012: 10 
2:36//NYCTICEBUS COUCANC (SLOI L0RIS).//P08548 

F-HEMBB1000848//LINE-I REVERSE TRANSCRIPTASE H0M0L0G.//7. 3e-97:23 
9:70//HOMO SAPIENS (HUMAN). //P08 547 
F-HEMBB 1000852 
F-HEMBB 1000870 

F-HEMBB 1 000876//METALL0TH 1 0NE IN (NT) . //0. 99 : 1 4 : 64//PERCA FLUV I ATI L 
IS (PERCH). //P52725 

F-HEMB81 000883//HYPOTHET I CAL 7.8 KO PROTEIN (0RF6 2). //O. 34:60:33// 
GUILLAROIA THETA (CRYPTOMONAS PHI) .//0784S9 

F-HEMB81000887//HISTIOINE-RICH. METAL BINDING POLYPEPTIDE. //I .0:2 
6:42//HELIC08ACTER PYLORI (CAMPYLOBACTER PYL0RD.//Q48251 
F-HEMBB 1 000888 
F-HEMBB 1000890 
F-HENBB 1000893 

F-HEMBB1 000908//!!!! ALU SUBFAMILY J NARNING ENTRY ! ! ! !//0. 0074: 4 
5:51//H0N0 SAPIENS (HUNAN) . //P391 88 

F-HEMBB 10009 10// PROBABLE E5 PROTE IN. //1 . 0: 49: 36//HUNAN PAPILLONAVI 
RUS TYPE 58.//P26552 

F-KEMBBI00O9I3//!!!! ALU SUBFAMILY SX NARNING ENTRY !!! !//0. 29:56: 
46//HONO SAPIENS (HUMAN). //P3 9 1 95 

F-HEM8BI000915//CYT0CHR0ME B (EC 1. 10. 2. 2) ,//2. 5e-24:62: 90//HOMO S 
API ENS (HUMAN). //PO0 156 

F-HEMBB 1 00091 7//! H • ALU SUBFAMILY SP NARNING ENTRY ! ! ! !//S. 9e-26: 
53:66//HOMO SAPIENS (HUMAN). //P39 193 

F-HEMBB 1 00092 7//NEURONAL CALCIUM SENSOR I (NCS-1) (FREQUEN IN) . //3. 
9«-44:l82:45//XENOPUS LAEVIS (AFRICAN CLANEO FROG) .//Q9I6I4 
F-HENBB 1 000947// SMALL PROLINE- RICH PROTEIN 2-1 . //0. 24 :69: 27//HOMO 
SAPIENS (HUMAN). //P35326 

F-HENBB 1 000959// ! ! ! ! ALU SUBFAMILY SX NARNING ENTRY • ! ! !//3. 0e-3l : 
89:68//H0M0 SAPIENS (HUNAN). //P39 195 

F-KEN8B1000973//CONNECTIVE TISSUE GRONTH FACTOR PRECURSOR. //0. 96:6 
6:36//B0S TAURUS (BOVINE) .//0 1 8739 

F-HEMBB 1 000 97 5//H I ST I D I NE-R I CH GLYCOPROTEIN PRECURSOR (HISTIOINE-P 
ROLINE RICH GLYCOPROTEIN) (HPRO.//0. 00042: 77 .41 //HOMO SAPIENS (HU 
NAN).//P04196 
F-HEMBB 1000981 

F-HEMBB1000985//NIPP PROTEIN (MURINE IAP-PR0MOTED PLACENTA-EXPRESS 
ED PROTEIN) .//I . Oe-18: 1 78: 30//MUS NUSCULUS (HOUSE) . //P28575 
F-HEMBB 1 000991 

F-HEMBB 1 000996//HYPOTHET I CAL 10.1 KO PROTEIN IN RHSD-CCL I NTERGEN I 

C REGION <ORF03).//0.S8:34:35//ESCHERICHIA C0LI.//P33669 

F-HEMBB 1 00 1 004// PROBABLE E4 PROTEIN. //0. 24: 1 10: 35//HUNAN PAPILLOMA 

VIRUS TYPE 5B.//P26550 

F-HEN8BI001008 

[0 6 4 0] 



F-HENBB 1 00 1 Oil ffl INC FINGER PROTEIN 7 (ZINC FINGER PROTEIN X0X4) 
(ZINC FINGER PROTEIN HF. 1 6) . //3. 2e- 1 7 : 1 04 : 4 7 //HOMO SAPIENS (HUNAN 
). //PI 7097 

F-HEMBBI001014//EOTAXIN PRECURSOR (EOSINOPHIL CHEMOTACT I C PROTEIN 
).//1.0:58:39//RATTUS NORVECICUS (RAT) . //P97545 
F-KEMB8100I020//!!!! ALU SUBFAMILY SB NARNING ENTRY !!!!//!. 4«-07 : 
36:75//HOMO SAPIENS (HUMAN) . //P39189 
F-HEMBB1 001024 

F-KEMBB100IO37//FERREDOXIN.//1.0:52:25//MOORELLA TKERMOACETICA (CL 
OSTRIOIUN THERNOACETICUM).//P00203 
F-HEMBB I 00 1 04 7 

F-HENBB I 00 1 051 //PROTE IN FAN (FACTOR ASSOCIATED WITH N-SNASE ACTIVA 
TI0N).//3.4e-2l:50:100//H0NO SAPIENS (HUMAN) . //Q92636 
F-HEMBB1001056//HYPOTHETICAL 29.3 KD PROTEIN (0RF92) .//O. 0099: 11 5: 
3S//0RGYIA PSEUDOTSUGATA MULTICAPSID POLYHEDROSIS VIRUS (QPMNPV)./ 
/O I 034 I 

F-HENB81001O5B//!!!! ALU SUBFAMILY SC NARNING ENTRY • ! ! »//1 . 1 e-33 : 
9S:76//HOMO SAPIENS (HUMAN). //P39 192 

F-HEMBB 1 00 1 060//HYPOTHET I CAL 8.2 KD PROTEIN ZC21.7 IN CHRONOSONE I 
1 1. //I. 0:38: 36//CAENORHABD I T I S ELEGANS. //P34591 
F-HENBB 100 1063 
F-HEMBB 1 00 1068 

F-HEM8BI001096//NOXIUSTOXfN (NTX) (TOXIN II . 1 1) . //0. 99: 36: 38//CENT 
RUROIDES NOX1US (MEXICAN SCORP I ON) . //P088 1 5 

F-HENBB 1 00 I102//HYPOTHET I CAL 72.5 KD PROTEIN C2F7. 10 IN CHRONOSONE 

I. //1. Ie-27:I15:36//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST). //Q 
09701 

F-HENBB 1 001 105//CLASS II HISTOCOMPATIBILITY ANTIGEN. N ALPHA CHAIN 

PRECURSOR. //O. 80 : 70 : 40/ /HOMO SAPIENS (HUMAN) . //P 28 06 7 
F-HEMB8100I112//PR0TEIN TRANSPORT PROTEIN SEC61 ALPHA SUMMIT. //I. 
1e-126;287:8S//RATTUS NORVEGICUS (RAT) . //P38378 

F-HEMBB 1 001 114//HYP0THET ICAL 9.6 KD PROTEIN (ORF2) . //0. 84:62: 27//B 

ACTERIOPHAGE L2.//P42537 

F-HENBB100III7 

F-HENBB 1 00 1 1 1 9//C0LLAGEN ALPHA 1(XII> CHAIN PRECURSOR. //I. 6e-2l :S 
0:98//HOMO SAPIENS (HUMAN). //Q9 97 IS 

F-HENBB 1 00 1 1 26//HY POTHE T I CAL 55.9 KD PROTEIN EEE08.6 IN CHROMOSOME 

I I. //I. 7e-50 : 1 84 : 53//CAENORHABO IT I S ELEGANS. //Q09296 
F-KENB61001133//!!!! ALU SUBFAMILY SC NARNING ENTRY ! ! ! !//1 . 4tt-09 : 
53:62//HOMO SAPIENS (HUMAN) . //P391 92 

F-KEMB81001137//DNA-0IRECTED RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7.7.6) (RPBD (FRAGMENT). //2. Oe-05: 206: 27//CRICETULUS GRISEUS 
(CHINESE HANSTER).//P11414 

F-KENBB1001142//!!! ! ALU SUBFAMILY SP NARNING ENTRY ! ! ! !//4. 1 «-0S. 
46:56//HOMO SAPIENS (HUMAN). //P39I93 

F-HENBB 10011 5 1 //HYPOTHETICAL 33. S KD PROTEIN C104.02C IN CHROMOSOM 
E l.//2.3e-23:109:44//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST).// 
Q10149 

F-HEMBB 1 001 1 53//PR0C0LLACEN ALPHA 2 (IV) CHAIN PRECURSOR. //O. 75: 76: 
34//ASCARI S SUUM (PIG ROUNDNORM) (ASCARIS LUNBRICOIDES) . //P27393 
F-HEMBB1001I69//!!!! ALU SUBFAMILY SX NARNING ENTRY ! ! ! !//! . 4e-l6 : 
71:59//H0M0 SAPIENS (HUMAN) . //P39 195 

F-HENBB100117S//ANKYRIN.//3.2«-12:169:3l//NUS NUSCULUS (HOUSE). //Q 
02357 

F -HEM881 001 177//PER IODIC TRYPTOPHAN PROTEIN 2 HOMOLOG. //9. 4e-07 : 1 4 
8.27//HOMO SAPIENS (HUMAN) . //Ql 5269 

F-HENBB 1 00 1 182//HYPOTHET I CAL 36.0 KD PROTEIN. //I. 3e-09: I 10:31//SAC 

CHAROMYCES CEREVISIAE (BAKER" S YEAST) . //P548 58 

F-KEMBB1001199 

F-HEMBB 1001 208//HY POTHE T ICAL PROTEIN LAMBDA-SP5.//0. 0S3:23:47//NUS 
NUSCULUS (MOUSE) . //PI 5974 
F-HEMBB10O12O9 

F-HEMB81001210//HYPOTHETICAL PROTEIN LAN8DA-SP5.//0. 14:40: 37//MUS 
NUSCULUS (HOUSE). //PI 5974 

F-HEN881001218//!!!! ALU SUBFAMILY SQ NARNING ENTRY • H !//3. 4«-l9: 
49:67//HOM0 SAPIENS (HUNAN) .//P3 9 1 94 

F-HEH881 001 221 //CYTOCHROME C OXIOASE POLYPEPTIDE VIIA-LIVER PRECUR 
SOR (EC t. 9. 3. 1) .//0. 1 1 :44: 38//HOHO SAPIENS (HUMAN). //PI 4406 
F-HEM881001234//65 KD YES -ASSOCIATED PROTEIN (YAP65) . //2. Ot-45 : 1 9 
2:53//NUS NUSCULUS (HOUSE) . //P46938 

F-HEMBB 1 00 1242//HYPOTHET I CAL 143.3 KD TRP-ASP REPEATS CONTAINING P 
ROTE IN C12G12. I 3C IN CHROMOSOME I .//5. Se-37: 226:41//SCHIZ0SACCHAR0 
NYCES PONBE (FISSION YEAST).//009876 

F-HENBB1 001 249//OXALOACETATE DECARBOXYLASE GAMMA CHAIN (EC 4.1.1. 
3) . //I. 0:23: 43//KLEBS I ELLA PNEUMONIAE. //PI 31 55 

F-HENBB 1 00 1 253/ /HETALLOTH I ONE I N- 1 H (HT-1H) (KETALLOTH I ONE I N-0) (N 
T-0).//0. 14:16 :43//H0H0 SAPIENS (HUMAN) . //P80294 
F-HEN8810012S4//M!! ALU SUSFANILY SX NARNING ENTRY ! ! ! !//! . 4«-1 2 : 
40.-75//HOHO SAPIENS (HUMAN) . //P391 95 

F-HEH8BI001267//!!!! ALU SUBFAHILY SP NARNING ENTRY ! H !//1 . Oe-l 2: 
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33:78//H0MO SAPIENS (HUMAN). //P3 9 193 

F-HEMB81 Ml 271 //HYPOTHETICAL 25.1 KD PROTEIN 60302.5 IN CHROHOSONE 

X.//1.0:58:37//CAEN0RHABDITIS ELEGANS. //Q 10928 
F-HENBB1001 262//ANKYRIN HONOLOC PRECURSOR. //9. S«-1 3:208: 31//CHR0NA 
HUM VINOSUM.//Q06527 

F-HEMB81Q0I288//C0PPER HOMEOSTASIS PROTEIN CUTC.//4.6e-42:l63:SI// 
ESCHERICHIA COL I . //P467 1 9 

F-HEMBB100I289//HYPOTHETICAL PROTEIN ORF-I 137.//1.0«-0S: 106: 26//I8J 
S NUSCULUS (HOUSE). //P1 1 2(0 

F-HEMBBI001294//GTP-BINDINC PROTEIN TC10. //I. 3b-34: 58:94//H0M0 SAP 
IENS (HUMAN) . //PI 708 1 

F-HEMBB 1 001 302//HOMEOBOX PROTEIN COX-2 (CAUDAL-TYPE HOKE 08 01 PROTE 
IN 2) (CDX-3).//0. 24:49 :46//H0MO SAPIENS (HUMAN) . //Q99626 
F-HEMB81001 304//GLYC IKE- RICH CELL WALL STRUCTURAL PROTEIN (CLONE I 
10-1) (FRAGMENT) . //1 . 0 : 1 7 : 70//LYCOPERS I CON ESCULENTUN (TOMATO) . //Q 
01IS7 

F-HEMBBI001314//SALIVARV CLUE PROTEIN SCS-3 PRECURSOR. //O. 2t : 104:2 
7//DR0S0PHIU ERECTA (FRUIT FLY) .//PI3730 

F-HEMBB10013IS//!!!! ALU SUBFAMILY SX 8ARNINC ENTRY ! ! • !//l . 3«-24: 
53: 71 //HOMO SAPIENS (HUMAN) . //P391 95 

F-HEMBB 1001 3I7//HYPOTHETICAL 85.7 KD PROTEIN C13G6.03 IN CHROMOSOM 
E l.//0.24:98:31//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST) . //QO 97 
82 

F-HEMBB 1 001 326//HYPOTHET I CAL PROTEIN UMBOA-SPS.//O.36:26:S0//MUS 
NUSCULUS (MOUSE). //PI 5974 

F-HEMBBI001 331 //HYPOTHETICAL BHLF1 PROTEIN. //I. 0:127: 33//EPSTE I N-B 
ARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4).//P0318l 
F-HEMB81O01335//ESCARGOT/SNAIL PROTEIN HONOLOC (FRAGMENT). //O. 85:4 
4:29//SCIARA COPROPHIU (FUNGUS GNAT). //QO 1 7 99 

F-HEM881001337//MH ALU SUBFAMILY SQ IARNING ENTRY ? ! ! !//4. 2t-20: 
62:62//HOMO SAPIENS (HUMAN). //P3 9 194 

F-HEMBB100I339//HYPOTHETICAL 17.3 KD PROTEIN CYIA1 I. 16C. //8. 2o-07: 
1 23 : 34//MYC0BACTER I UM TUBERCULOSIS. //Q50608 

F-HEMBB1001345//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //4. 2 «-14: 60: 
4S//H0M0 SAPIENS (HUMAN) . //P08547 

F-HEMBB1001348//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//S. 6«-14:6 

1 : 62//HOMO SAP I ENS (HUMAN) . //P391 88 

F-HEMBBI001356 

F-HEMBB1001364 

F-HEMB81001366//HISTIDINE-RICH PROTEIN.//0. 87:26:42//PUSM00IUM FA 
LCIPARUM (ISOLATE FCM17 / SENEGAL) . //P 14586 

F-KEMB8100I367//!!!! ALU SUBFAMILY SC IARNING ENTRY ! ! ! !//8. 6«-40: 

146: 61 //HOMO SAPIENS (HUMAN) .//P39I92 

F-HEMBB1001369 

F-KEMBB1001380//! ! ! ! ALU SUBFAMILY SP IARNING ENTRY » ! ! !//1 . 9*-25: 
49 83//H0M0 SAPIENS (HUMAN) . //P391 93 

F-HENB61Q01384//BH3 INTERACTING DOMAIN DEATH AGONIST (BID). //O. 80: 
95 : 29//MUS NUSCULUS (MOUSE) . //P70444 

F-HEMBBI001387//PEA2 PROTEIN (PPF2 PROTEIN). //0. 022: 1 17: 34//SACCHA 
ROMYCES CEREV I S I AE (BAKER' S YEAST) . //P40091 

F-HEM88I001 394//ALPHA-AOAPTIN A (CUTHR IN ASSEMBLY PROTEIN COMPLEX 
2 ALPHA-A LARGE CHAIN) (100 KD COATEO VESICLE PROTEIN A) (PLASMA 
MEMBRANE ADAPTOR HA2/AP2 ADAPT IN ALPHA A SUBUNI T) . //O. 38: 85: 31//MU 
S NUSCULUS (MOUSE) . //PI 7426 
F-HEM88I0014I0 

F-KEMBB1 001 424//PH0T0SYSTEM 1 1 4 KD REACTION CENTRE PROTEIN PRECUR 
SOR.//0.99:37:21//ORY2A SATIVA (RICE) .//PI 2162 

F-KEMBB1001426//!!!! ALU SUBFAMILY SX IARNING ENTRY !•! !//0. 0035:4 
0:60//H0M0 SAPIENS (HUMAN). //P39 195 

F-HEMBB1001429//CYT0SOL AMINOPEPTIOASE (EC 3.4.11.1) (LEUCINE AMIN 
OPEPTIDASE) (LAP) (LEUCYL AMINOPEPTIOASE) (PROLINE AMINOPEPTIOASE) 
(EC 3.4.11.5) (PROLYL AMINOPEPTIOASE). //1. 1e- 99: 219: 86//BOS TAURU 
S (BOVINE).//P00727 

F-KEM8B1001436//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//3. 4«-30: 
S7:78//H0MO SAPIENS (HUMAN). //P391 95 

F-HEMBB1 001 443// [PYRUVATE DEHYDROGENASE (LI POAMIDE)] -PHOSPHATASE P 
RECURSOR (POP) (EC 3.1.3.43) (PYRUVATE DEHYDROGENASE PHOSPHATASE. 
CATALYTIC SUBUNIT) (POPC) . //2. 5e-79: 1S5: 97//B0S TAURUS (BOVINE).// 
P3S816 

F-HEMBB1001449 

F-HEMBB1 001 454//SAL I VARY PROLINE-RICH PROTEIN PO (ALLELE N) (CONTA 
INS: PEPTIDE P-OJ (FRAGMENT).//!, W-OS: 196: 31 //HOMO SAPIENS (HUMA 
N).//P1016l 

F-KEMBB10014S8//24 KO ANTIGEN (FRAGMENT) . //O. 94: 18: SO//PLASMODIUM 

CHABAUOI.//PI4S92 

F-HEMB81001463 

F-HEMBB 1 001 464//PPF2L ANTIGEN (FRAGMENT).//!. 0:45: 2B//PLASM0D I UM F 
ALCIPARUM (ISOLATE PALO ALTO / UGANDA). //PO 7 76 5 
F-HEMB81001482//GASTRULA ZINC FINGER PROTEIN XLCGF16. 1 (FRAGMENT). 
//4.2«-lO:37:43//XENOPUS LAEVIS (AFRICAN CURED FROG). //PI 871 2 



F-HEMBB 100 1500 

F-HEMBB1001S21//!!!! ALU SUBFAMILY j IARNING ENTRY ! » ! !//2. 4e-39: S 
9:72//HOMO SAPIENS (HUMAN). //P3 9 188 

F-HEMBB 100152 7//H0ME0BOI PROTEIN H0X-B5 (XLH80X-4) (XH0X-1B) (FRAG 
MENT).//0. 21:13I:25//XEN0PUS LAEVIS (AFRICAN CURED FROG). //P090 19 
F-HEMBB! 001 531 //GENE 32 PROTEIN (GP32). //O. 88: 95: 30//MYC0BACTERI0P 
HACE LS.//Q0524I 

F-HEMBB 1 001 53 5//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6D.//I. 0:3 
1:38//LUMBRICUS TERRESTRIS (COMMON EARTHIORM) . //Q34942 
F-KEMBB! 00 1536 

F-HEMB81001537//!!!! ALU SUBFAMILY SB2 IARNING ENTRY HH//0.Q063: 
52:50//HOMO SAPIENS (HUMAN). //P391 91 

F-HEM881001555//!!!? ALU SUBFAMILY J IARNING ENTRY ! ! » !//4. 9e-23:6 
9:63//H0MO SAPIENS (HUMAN) . //P39 188 

F-HEMBB 100 1S62//RABPHI LIN- 3A.//0. 087: 147 :27//RATTUS NORVECICUS (RA 
T).//P47709 

F-KEMB81001564//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //5. 9 t- 27: tO 
7:S4//H0M0 SAPIENS (HUMAN) . //P08547 

F-HEM88I001565//!!!! ALU SUBFAMILY SQ IARNING ENTRY !!!!//!. 9e-l 2: 

SI:54//HON0 SAPIENS (HUMAN) . //P39 1 94 

F-HEMB81001S85 

F-HEM8B1001586 

F-HEMBB! 00! 588//HYP0THET I CAL 12.3 KD PROTEIN IN GAP I -NAP 1 INTERGEN 
IC REGION. //0. 0031: 31 :48//SACCHAR0HYCES CEREVISIAE (BAKER'S YEAST 
).//P36!40 
F-HEMBB 1001 603 

F-HEMBB 1 00 1 6 1 8//RE T ROV I RUS - REUTEO POL POLY PROTE IN [CONTAINS: REVE 
RSE TRANSCRIPTASE (EC 2.7.7.49): ENOONUCLEASE] . //O. 00076: 47 : 44//NU 
S NUSCULUS (MOUSE). //P1 1369 

F-HEMBBI00I6! 9//SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//I.O:52:32//HOMO SAPIENS (HUMAN). //P22S31 
F-HEMBB 100 1630 

F-HEMBB 100 1 635//METALL0TH I ONE IN-LIKE PROTEIN TYPE 2 A.//* .0:27:44/ 
/LYCOPERSICON ESCULENTUN (TOMATO). //Q40 157 

F-HEMBBI001637//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! » !//0. 0042 : 2 
6:73//H0M0 SAPIENS (HUMAN). //P3 9 188 
F-HEMBB 100 I 641 

F-HEMBB 1 00 1 6S3//SURV I VAL MOTOR NEURON PROTEIN 1 . //O. 51 : 36 : 47//CAN I 
S FAMILIAR IS (DOG) .//002771 

F-HEMBB! 001665//HOME0B0X PROTEIN ENGRAILED- 1 (HU-EN-1 ) . //0. 0O30: 1 3 
5:34//H0MO SAPIENS (HUMAN).//Q05925 

F-HEMBB 1 00 1668//PR0BABLE 60S RIBOSOMAL PROTEIN L39. //O. 99: 25: 44//C 
AENORHABOITIS ELEGANS. //P528 14 

F-HEMBB1 001 673//HYPOTHET I CAL 46.1 KD PROTEIN IN ERP5-0RC6 INTERGEN 
IC REGION. //0. 0054: 128: 34//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P38823 

F-HEMBB1001684//SUPPRESSOR PROTEIN SRP40.//0. 56:81 : 34//SACCHAROMYC 
ES CEREVISIAE (BAKER'S YEAST) . //P32583 

F-HEMBB 1 00 1 685//CYT0CHR0ME C OXIDASE POLYPEPTIDE VI 1 1 -HEART PRECUR 
SOR (EC 1.9.3.1) (VI I IB) (IX) .//1. 0:21 :47//B0S TAURUS (BOVINE). //P 
10175 

F-HEMBB! 001 69S//MY0S IN IC HEAVY CHAIN. //8. 9e-05: 86 : 40//ACANTHAM0EB 
A CASTELLAN 1 1 (AMOEBA) . //PI 0569 

F-HEMBB1001704//?!! ! ALU SUBFAMILY SX IARNING ENTRY !»!!// 9. Oe-08: 
35: 71 //HOMO SAPIENS (HUMAN) . //P39I 95 

F-HEMB81001706//CORNIFIN (SMALL PROLINE-RICH PROTEIN I) (SPR-I) (S 
MALL PROLINE-RICH SQUAMOUS CELL MARKER) (SPRP) . //O. 91 : 39 : 41//SUS S 
CROFA (PIO.//P35323 

F-HEM8B1 00 1 707//FERREDOX IN-LIKE PROTEIN IN NIF REGION. //1 . 0: 43:23/ 
/BRADY RHt 206 1 UN JAPONICUM. //P27394 

F-HENBB 100)71 7//NADH-U8 1 QU I NONE OX I DOREDUCTASE CHAIN 4 (EC 1.6.5. 
3) (FRAGMENT) . //1 . 0 : 7 1 : 25/ /LEMUR CATTA (RING-TAILED LEMUR) . //Q 348 7 
8 

F-HEMBB 100 17 35//!!!! ALU SUBFAMILY SQ IARNING ENTRY ! ! M//9. Oe-35: 
97:74//H0MO SAPIENS (HUMAN) . //P39I 94 

F-HEMBB1 001 736//EUXARY0T IC TRANSUTION INITIATION FACTOR 3 BETA SI 
BUN IT (EIF-3 BETA) (EIF3 P1 16) (EIF3 PI 10) .//O. 00069: 180: 28//HOMO 
SAPIENS (HUMAN). //PS 588 4 
F-HEM8B100I747 

F-HEMBB 1 001 749//! !!! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//1 . 8e-43 : 
75:70//HOMO SAPIENS (HUMAN) . //P3 91 95 

F-HEMBB! 001 7S3//PROTE IN Q300. //O. 00091 : 16: 81//MUS NUSCULUS (MOUSE 
).//Q02722 

F-HENBB 100 I 7S6//CYCL IN-DEPENDENT KINASES REGULATORY SUBUNIT 2 (IE- 
P9).//0.94:35:42//XENOPUS LAEVIS (AFRICAN CLAIED FROG). //09I 879 
F-HEMBB 100 1 760 

F-HEMBB 100 1 762//GENE 35 PROTEIN (CP3S). //0. 76: 21 :47//NYCOBACTERI0P 
HACE L5.//QOS24S 
F-HEMBB 1001 785 

F-HEM8B10OI797//CHLOROPUST 50S RIBOSOMAL PROTEIN L35.//0.99 41:31 
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//PORPHYRA PURPUREA. //P5I 270 
F-HEMBBI 00 1802 

F-HEMB81001812//!!!! ALU SUBFAMILY SP WARNING ENTRY ! ! ! !//2. 2t-39: 
54: 77//HOWO SAPIENS (HUMAN) . //P391 93 

F-HEMBBI 001 8 15//!!!! ALU SUBFAMILY SQ IARNING ENTRY !!!!//!. I «-!9: 
97: 57//HOMO SAPIENS (HUMAN) . //P391 94 

F-HEMB8 100 1831 //HYPOTHETICAL 45.6 KD PROTEIN IN C0I5A-ALC1I INTERG 
ENIC REGION. //0. 62: 204: 23//SACCHAROMYCES CEREVISIAE (BAKER' S YEAS 
T).//PS39S! 

F-HEMBB1001834//GLYCINE-RICH RNA-B I NO I NG PROTEIN 1 (FRAGMENT) . //O. 
0OM:40:45//SORGHUM VULGARE (SORGHUM) . //Q99069 

F-HEMB81001836//MM ALU SUBFAMILY SB 2 fARNING ENTRY M!!//7.lt-1 
4:8S:61//H0M0 SAPIENS (HUMAN) . //P391 91 

F-HEMBBI 001 839//PROBABLE E4 PROTEIN. //O. SI : 49 : 34/ /HUMAN PAPILLOMAV 
IRUS TYPE 6C.//P20969 
F-HEMB8 1 00 1 850 

F-HEMB8I001863//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//2. 7e-30: 
S7:€8//HOMO SAPIENS (HUMAN). //P3 9 1 94 
F-HEMBBI 001 867 

F-HEMBBI 001 868//EXTENS IN PRECURSOR (CELL IALL HYDROXY PROL 1 NE- R I CH 
CLYCOPROTE1N).//0.00036:4T:S3//NICOTIANA TABACUM (COMMON TOBACCO). 
//PI 3983 

F-KEMBB10O1869//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//7. Ott-1 t : 9 
5 45//HOMO SAPIENS (HUMAN) . //P391 88 

F-HEMBBI 001 872//HYPOTHET ICAL 8.2 KD PROTEIN IN LEF8-FP INTERGENIC 

RECION.//I.0:34:38//AUTOGRAPHA CALIFORNICA NUCLEAR POLYHEOROSIS VI 

RUS (ACMNPV).//P414S9 

F-HEMBBI001874 

F-HEMBBI0OI87S 

F-HEMBB100I880 

F-KEMBB1001899//GENE 11 PROTEIN. //I . 0:4S: 31//SPI ROPLASMA VIRUS SPV 
1-R8A2 B. //PI 5902 

F-HEMB8100190S//HVPOTKET ICAL 81.7 KO PROTEIN IN MO LI -NAT 2 INTERGEN 
IC REGION. //8.8«-S4: 216: SI//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P48234 
F-HEMB8 1001 906 

F-HEMBB1001908//NONOCYTIC LEUKEMIA ZINC FINGER PR0TEIN.//6. 3e-51 : I 
38:80//H0M0 SAPIENS (HUMAN) . //Q9 2 7 94 
F-HEMBBI 001 910 
F-HEMBBI 001 91 t 

F-HEMB8100I9I5//UBIQUITIN CARBOX YL - TERM 1 NAL HYOROUSE 64E (EC 3.1. 
2. IS) (U8 1 QUI TIN THIOLESTERASE 64E) (UBI QUI TIN-SPECIFIC PROCESSING 
PROTEASE 64E) (DEUBIQUITINATING ENZYME 64£).//2. 3«-27: 71 :70//DR0S 
OPHILA ME LANO CASTER (FRUIT FLY) . //Q24574 

F-HEMBB100192I//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //9. 8«-13:75: 

53//HOMO SAP I ENS (HUMAN) . //P08S47 

F-KEM8B1001922 

F-HEMBB1001925//EP1THELIAL MEMBRANE PROTEIN-1 (EMP-1) (TUMOR-ASSOC 
I ATEO MEMBRANE PROTE IN). //I. 0:55: 30//MUS MUSCULUS (MOUSE) . //P47801 
F-HEMB81 001 930//HYPOTHET ICAL 9.6 KO PROTEIN K 1002. 7 IN CHROMOSOME 
lll.//0.43:49:26//CAEN0RHABDITIS ELEGANS. //Q094I 2 
F-HEMB81001944//!!!! ALU SUBFAMILY SB WARNING ENTRY ! ! ! !//5. 1 e-34: 
63:8S//H0M0 SAPIENS (HUMAN) . //P391 89 

F-HEMB8 1 00 1 94 5/ /NOMSPEC I F I C LIPID-TRANSFER PROTEIN (LTP) (PHOSPHOL 
IPIO TRANSFER PROTEIN) (PLTP).//0. 28:45 : 40//AM ARAN THUS CAUDATUS (L 
0VE-L1ES-BLEEDINC) (INCA-WKEAT). //P80450 

F-HEMBBI 00 1947//PR0TE IN UL24.//0. 48:42 :47//HERPES SIMPLEX VIRUS (T 
YPE 1 / STRAIN 17). //PI 0208 

F-HEMBBI 001 950//HYPOTHET ICAL 42.6 KD PROTEIN IN GSHB-ANSB INTERGEN 
IC REGION (0378).//1.6e-24:162:36//ESCHERICH»A COL I . //PS2062 
F-KEMBBI0OI952 
F-HEMB8100I9S3 

F-HEMBB10019S7//!!!! ALU SUBFAMILY J WARNING ENTRY ! ! ! !//2. 7e-l» : 5 
1:60//H0M0 SAPIENS (HUMAN) .//P39I88 

F-HEMBBI 001 962//!!! ! ALU SUBFAMILY J WARNING ENTRY M ! !//7. 6«-24: 1 
63:42//HOMO SAPIENS (HUMAN) . //P3 9 188 

F-KEMBB1001967//!!! ! ALU SUBFAMILY SB WARNING ENTRY \ ! ! !//2. 1 e-35: 
55:80//HOMO SAPIENS (HUMAN) . //P39I89 

F-HEMBBI 001 973//!!!! ALU SUBFAMILY SC WARNING ENTRY ! ! ! !//2. le-37: 
108:7S//H0M0 SAPIENS (HUMAN) .//P39192 

F-HEMB8I00I983//LYSIS PROTEIN (E PROTEIN) (GPE) . //0. 84: 45: 37//BACT 
ERIOPHAGE ALPHA-3.//P3I280 
F-HEMBBI 00 1988 
F-HEMBBI 00 1990 

F-HEMBB1001996//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //I. 4«-l4: 98: 
40//H0N0 SAPIENS (HUMAN) . //P08547 

F-HEMBB100I997//!!!! ALU SUBFAMILY J WARNING ENTRY ! ! ! !//4. 1 e-l9:3 
8:73//HOMO SAPIENS (HUMAN). //P39 188 

F-HEMBB 1 002002/ /CYTOCHROME C BIOGENESIS PROTEIN CCSA.//1. 0: 150:25/ 
/PORPHYRA PURPUREA. //PS 1369 



F-KEM8B1002005//!!!! ALU SUBFAMILY SX WARNING ENTRY ! ! ! !//7. 6e«1 2 : 
94:40//HOMO SAPIENS (HUMAN). //P3919S 
F-HEMBB 1002009 

F-HEMBBI 00201 S//HYPOTHET ICAL 7.7 KO PROTEIN IN MRR-TSR INTERGENIC 

REGION (F67).//I.O:17:47//ESO€RICHIA COLI .//P39395 

F-HEMBB 1002042//CYT0CHR0ME P4S0 4C1 (EC 1.14.14.1) (CYPIVC1) .//2. 4 

e-S0:139:S5//BLABERUS DISCO I DAL IS (TROPICAL COCKROACH) . //P29981 

F-HEMBBI 002043//HYPOTHET ICAL 9. 5 KO PROTEIN IN DHFR 3' REGION (ORF 

3).//0.0S2:40:42//HERPESVIRUS SAIMIRI (SU8GR0UP C / STRAIN 488).// 

P22577 

F-HEMBBI 002044//CELLULOSE COMPLEMENTING PROTEIN.//0. 4S:87: 33//ACET 

OBACTER XYLINUM (ACET08ACTER PASTEUR I ANUS) . //P37697 

F-HEMBB 1002045//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6LK//0. 78: 

18 55//HOMO SAPIENS (HUMAN) . //P03928 

F-HEMBB 1002049 

F-HEMBB1O02050//SALI VARY PROL IKE-RICH PROTEIN PRECURSOR (CLONE CP 
7) [CONTAINS: BASIC PEPTIDE P-F] (FRAGMENT) . //I . 0«-06 : 188: 27//H0M0 
SAPIENS (HUMAN) . //P0281 2 
F-HEMBBI 002O68//HOMEOB0X PROTEIN H0X-A4 (CHOX-I . 4) . //O. 0023 : S6 : 44/ 
/CALLUS CALLUS (CHICKEN) . //PI 7277 

F-HEMBBI 002069//EXTENS IN PRECURSOR (CELL WALL HYDROXYPROL I NE-R I CH 
GLYCOPROTEIN).//!). 0074 I 34 : 33//N I COT I AMA TABACUM (COMMON TOBACCO). 
//PI 3983 

F-HEMBBI 002092//ENV POLYPROTEIN PRECURSOR (COAT POLYPROTEIN) [CONT 
A INS: OUTER MEMBRANE PROTEIN CP70: TRANSMEMBRANE PROTEIN P20E] . // 
2.4e-07: 75 40//BAB00N ENDOGENOUS VIRUS (STRAIN M7). //PI 0269 
F-HEMBBI 002094//!!!! ALU SUBFAMILY SB 2 WARNING ENTRY !!!!//1.9«-2 
4:63:82//HOMO SAPIENS (HUMAN). //P39 191 

F-HEMBBI 0021 1 5//EC PROTEIN HOMOLOG (Z I NC-METAL LOTH I ONE I N CLASS II 
).//0.94:26:42//ZEA MAYS (MAIZE). //P4 3401 

F-HEMBB10021 34//ZINC-FINCER PROTEIN NEUR0-D4.//4. 5«-S7: 176:6 7//R AT 
TUS NORVEGICUS (RAT). //PS6163 

F-HEMBBI 0021 3 9//CHL0R0PLAST SOS RIBOSOMAL PROTEIN L35.//I. 0: 1 7: 52/ 
/PORPHYRA PURPUREA. //P5 1 270 

F-HEMBBI 0021 42//EARLY NOOULIN 20 PRECURSOR (N-20) . //0. 087: S2 36//M 
EOICACO TRUNCATULA (BARREL MEDIC) . //P933 29 

F-HEMBBI 0021 52//HYPOTHET ICAL 12.3 KD PROTEIN IN RPL3-RPL33 INTERGE 
NIC REGION (0RF102).//5.8«-OS:61:37//CYANOPHORA PARAD0XA.//P1S811 
F-HEMBBI 002 1 89//HYPOTHET ICAL PROTEIN UL1 2S.//1 . 0: 77 : 32//HUMAN CYTO 
NECALOVIRUS (STRAIN AD1 69) . //Pt 663S 
F-HEMBBI 0021 90 

F-HEMBBI 002 193//TYROS I NE-PROTE IN KINASE RECEPTOR TVR03 PRECURSOR 
(TYROS I NE-PROTE I N KINASE RSE) (TYROS I NE-PROTE IN KINASE SKY) (TYROS 
I NE-PROTE IN KINASE DTK). //1 . 2e-27:S9: 100//H0MO SAPIENS (HUMAN) . //Q 
06418 

F-HEMBB1002217//ZINC FINGER PROTEIN 184 (FRAGMENT). //6.6«- 22: 106:5 
0//HOMO SAPIENS (HUMAN) . //Q9 96 76 

F-HEMBB 1 00 2 2 1 8// PROTE I N Q300.//0.85: 19:S2//MUS MUSCULUS (MOUSE).// 
Q02722 

F-HEMB8 10022 32//! ! ! ! ALU SUBFAMILY SX WARNING ENTRY ! ! ! !//9. 6«-?l : 
56: 71 //HOMO SAPIENS (HUMAN). //P3919S 
F-HEMBBI 002247 

F-HEMBB1002249//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//7. Ze-29: 
93:69//H0M0 SAPIENS (HUMAN) . //P 391 94 

F-HEMBBI 002254//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//2. Oe-29: 
101 :67//HOMO SAPIENS (HUMAN) . //P39I 94 

F-HEMBBI 0022SS//NADH-UBI QUI NONE OX I DO REDUCTASE CHAIN 3 (EC 1.6.5. 

3).//1.0:73:28//PARAMECIUM TETRAURELI A. //PI 5579 

F-HEMBBI 002 266//CLUT AM I C ACID-RICH PROTEIN PRECURSOR. //0. 0079: 1 SI : 

26//PLASM0D I UN FALC I PARUM ( I SOLATE FC27 / PAPUA NEW GUINEA) .//PI 38 

16 

F-HEMB81002280//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //5 . 2e- 1 5 : 1 8 
2:36//NYCTICEBUS COUCANG (SLOW LORIS). //P08S48 
F-HEMBBI 002300 

F-HEM881002306//!!!! ALU SUBFAMILY SX WARNING ENTRY ! ! ! » //O. 0001 1 : 
26:84//HOM0 SAPIENS (HUMAN) . //P391 95 

F-HEMBBI 002327//! ! ! ! ALU SUBFAMILY SB WARNING ENTRY ! M!//4. lt-11 : 
41:85//H0M0 SAPIENS (HUMAN). //P3 9 189 

F-HEMBBI 002 329//HYPOTHET ICAL 74.0 KO PROTEIN IN CAJ1-H0M3 INTERGEN 
IC REGlON.//9.9«-17:232:30//SACCHAROMYCES CEREVISIAE (BAKER S YEAS 
T).//P40032 
F-HEMBBI 002340 

F-HEMBBI 002 34 2//HYP0TKET ICAL 32.5 KD PROTEIN IN MSH6-BMH2 INTERGEN 
IC REGION. //3.6«-40:1 02 : 57//SACCHAROMYCES CEREVISIAE (BAKER S YEAS 
T).//Q03835 

F-HEMBB1002358//THYMIDYLATE KINASE (EC 2.7.4.9) (DTMP KINASE). //6. 
I«-30:63:96//HOMO SAPIENS (HUMAN). //P2 39 19 

F-HEMBBI 002 359//HYPOTHET ICAL 7.1 KD PROTEIN C6C9.01C IN CHROMOSOME 
l.//0.97:28:46//SCHIZOSACCHAROMYCES P0M8E (FISSION YEAST) . //Q9234 

6 
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F-HElffi81 Q023S4//RETROY ( RUS-RELATED POL POLYPROTEIN (FRAGMENT) . //O. 
47:I19:2S//H0M0 SAPIENS (HUMAN) . //PI 2815 

F-HEMBB 1002 37 (//HYPOTHETICAL IS. 5 KD PROTEIN C2F7. 12 IN CHROMOSOME 
I PRECURSOR. //J. Ot-OS : 1 1 1 : 30//SCH 1 7.0SACCHAR0MYCES POMBE (FISSION 
YEAST). //Q09703 

F-HENB8 1002381 //PUTATIVE CUTICLE COLLAGEN C09GS. 4.//0. 34: 105: 34//C 
AENORHABOITIS ELECANS. //Q0945 5 

F-HEMBB I 0O2383//ATP SYNTHASE A CHAIN (EC 3.6.1.34) (PROTEIN 6).// 
0. 049: 103 : 32//AQUIFEX AEOLICUS. //066S66 

F-HEMB81002387//10 KD CHAPERON IN (PROTEIN CPN10) (PROTEIN GROES) 
(HEAT SHOCK PROTEIN IO.//0. 18:75:28//RICKETTStA TSUTSUGANUSH I . //P 
16826 

F-HEN8BI002409//HICH N08ILITY CROUP PROTEIN HMC-Y.//0. 014:61 : 36//M 
US BUSCULUS (MOUSE). //PI 709S 
F-HEMBB 1 00241 S 

F-HEMBB1002425//!!!! ALU SUBFAMILY SQ IARNING ENTRY ! ! I !//3. 8e-18: 
55 70//HOMO SAPIENS (HUMAN) . //P391 94 

F-HEMBB 1002442//L IN- 10 PROTEIN. //S. lt-15: 121 :31//CAEN0RHAB01TIS EL 
EGANS.//P34692 

F-HEMB810024S3//HM ALU SUBFAMILY SB IARNING ENTRY ! ! ! !//1 . 2o-32: 
S4:75//H0M0 SAPIENS (HUMAN). //P39 189 

F-HEMB810024S7//MM ALU SUBFAMILY j WARNING ENTRY ! M . St-07: 3 
1 : 64//H0M0 SAP I ENS (HUMAN) . //P391 88 

F-HEMB81002458//MALE SPECIFIC SPERM PROTEIN MST840A.//0. 92:28:53// 
OROSOPHILA MELANOGASTER (FRUIT FLY).//Q01642 

F-HEMB81002477//DNA-DIRECTE0 RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7.7.6) (RPB1) (FRAGMENT). //0. 0066:1 98 :27//CR I CETULUS CRISEUS (C 
HINESE HAMSTER). //P1 1414 

F-HEMBB 1 002489//SPL I CEOSOME ASSOCIATED PROTEIN 49 (SAP 49) (SF3B5 
3).//0.030:182:28//HOMO SAPIENS (HUMAN) .//Q 154 27 
F-HEMBB 1002492 

F-HEMB81002495//!!!! ALU SUBFAMILY SC IARNING ENTRY ! ! M//2. U-08: 
41 :75//H0MO SAPIENS (HUMAN). //P391 92 

F-HEMBB I 0O2502//RETROV I RUS-RELATED POL POLYPROTEIN (FRAGMENT) . //O. 
00030: 31 :77//HOMO SAPIENS (HUMAN) . //PI 2895 
F-HEMBB 1002509 
F-HEMBB 1002510 

F-HEHBB1002S20//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //6. 8e-36: 16 
2:50//NYCTICEBUS COUCANG (SLOW LORIS).//P08548 

F-HEMBB1002S22//7 KD PROTEIN (ORF 4) . //O. 77:32:40//CHRYSAMTHEMUM V 
IRUS B (CVB).//P37990 
F-HEMBB 1002531 

F-HEMBB1002534//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//J. 1«-3$: 

80:73//HOMO SAPIENS (HUMAN). //P391 95 

F-HEMB81002545 

F-HEMBB 1 002 550//HOME0BOX PROTEIN HOX -01 1 (HOX-4.6) (HOX-S. 5). //3. 8 
e-05:B3:34//MUS NUSCULUS (MOUSE).//P23813 
F-HEMB81 002556 

F-HEMBB 1 00 2 57 9// S PL I C I NG -ACTOR U2AF 35 KD SUBUNIT (U2 AUXILIARY F 
ACTOR 35 KD SUBUNIT) (U2 SNRNP AUXILIARY FACTOR SMALL SUBUNIT) (FR 
ACMENT).//5.0«-05:27:77//SUS SCROFA (PIG) . //Q293S0 
F-HEM8B1002582//PR0TEINASE INHIBITOR. //1 . 0: 27: 40//S0LANUM MELONGEN 
A (EGGPLANT) (AUBERGINE) . //PO 1 078 

F-HEM8BI002590//HYPOTHETICAL PROTEIN IN MMSB 3' REGION (0RF1) (FRAG 
MENT) .//1 . 9e-20: 90 : 54//PSEUD0M0NAS AERUGINOSA. //P28B1 2 
F-HEM8B1 002596 

F-HEMBB10O2600//NOYEL ANTIGEN 2 (NAC-2).//l.9e-60:187:59//HOMO SAP 
IENS (HUMAN). //01 46 17 

F-HEMBB 1 00260 1//M PROTEIN. SEROTYPE 6 PRECURSOR.//!. 0:71 :35//STREP 
TOCOCCUS PYOGENES. //P08089 
F-HEMBB 1002603 

F-HEMBB 1002607//SAL1 VARY PROLINE -RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIDE P-O) (FRAGMENT) .//O. 0032: 142: 3 3//H0M0 SAPIENS (HUMAN 
). //PI 01 62 

F-HEMBB 1 0026 10//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOG. //2. Oe-1 1 : 79: 
49//HOM0 SAPIENS (HUMAN) . //PO 8 547 

F-HEMBB 1 00 261 3//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//3. 9e-08:4 
1:60//KOMO SAPIENS (HUMAN) .//P39 188 

F-HEMBB 1 00261 4//HYP0THET I CAL 9. S KD PR0TEIN.//1.0:40:35//VACCINIA 
VIRUS (STRAIN COPENHAGEN) . //P20S53 

F-HEMBB1 00261 7// INSECT TOXIN 1 (BOT ITD.//1. 0:44:29//BUTHUS OCCIT 
ANUS TUNETANUS (COMMON EUROPEAN SCORPION) . //P55902 
F-HEMBB1O02623//HYPOTHETICAL 9.7 KD PROTEIN (0RF88) (PUTATIVE ONA- 
BINDING PROTEIN). //O. 42:31 :54//BACTERlOPHACE P4.//P12S52 
F-HEMBB1O0263S//STRESS-ACTIVATEO PROTEIN KINASE JNK 3 (EC 2.7.1.-) 
(C-JUN N-TERMINAL KINASE 3) (MAP KINASE P49 3F 1 2) .//6. 20-17:44:95/ 
/HOMO SAPIENS (HUMAN) . //P53779 . 

F-HEMB81002664//SMALL NUCLEAR RIBONUCLEOPROTEIN ASSOCIATED PROTEIN 
B (SM-B) (SNRNP-B) (SM11) (FRAGMENT). //I. 0:57: 36// RATTUS NORVEGIC 
US (RAT). //PI 7 136 



F-HEMB81002677//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //1 . 9 a -06 : 1 9 

4:34//NYCTICEBUS COUCANG (SLOW LOR I S) . //P08548 

F-HEMBB 1 0O2683//NADH-UB I QU I NONE OX I DO REDUCTASE CHAIN 5 (EC 1.6.5. 

3) (FRAGMENT) . //O. 96 : 56 : 35//LEMUR CATTA (R INC-TA I LED LEMUR) . //Q348 

79 

F-HEMBB 1 002684//S I LLUC IN. //I. 0: 16: SO//RHI ZOMUCOR PUS I LLUS. //P0288S 
F-HEMBB 1002686 
F-HEMBB 1002692 

F-ICMBB 1 0026 97//HEL IX -DE STABILIZING PROTEIN (SINGLE -STRANDED ONA B 
I NDI NG PROTE IN) (GPV) . //O. 57: 36: 38//BACTER 1 0 PHAGE FD, BACTER I OPHAC 
E F1. AND BACTERIOPHAGE HI3.//P03669 
F-HEMBB1 002699 
F-HEMBB1 002702 

F-HEM8B100270S//HYPOTHETICAL 34.8 KD PROTEIN C4H3.04C IN CHROMOSOM 
E l.//3.6e-40:180:37//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST).// 
010212 

F-HEMBB I 0027 12 

F-MAMMA 1000009//! ! M ALU SUBFAMILY SB IARNING ENTRY ! I ! !//! . 2e-32 : 
9S:7S//HONO SAPIENS (HUMAN) .//P3 9 189 
F-MAMMA 10000 19 

F-MAMMA 1000020//DI ME THYLAN I LINE MONOOXYGENASE [N- 01 IDE FORMING] 5 
(EC 1.14.13.8) (HEPATIC FLAVIN-CONTAINING MONOOXYGENASE 5) (FMO 5) 
(D I METHYLAN I L I NE OXIOASE 5).//5.2e-l2:24:100//HOMO SAPIENS (HUMA 
N).//P49326 

F-MAMMA 1 00002 5/ /BE TA- 2 -M I CROGLOBUL I N PRECURSOR. //1. 0: 73: 26//BR ACHY 
OANIO RER10 (ZEBRAFISH) (ZEBRA DAN 10) . //Q04475 

F-MAMMA 1 00004 3//HY POTHET I CAL PXBL-I PROTEIN (FRAGMENT) . //O. 057 : 1 3 
0:31//BOVINE LEUKEMIA VIRUS (JAPANESE ISOLATE BLV-1) (BLV) . //P0341 
2 

F-MAMMA1 000045 

F-MANMA1D00055//TESTIN 2 (TES2) [CONTAINS: TESTIN 1 (TES1)) .//7. 5 
•-44: 1 38 : 55//MUS MUSCULUS (MOUSE) . //P47226 

F-MAMMA 1 000057//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY ! ! M//1.20-39: 
92:69//HOMO SAPIENS (HUMAN) .//P3 9 194 

F-MAMMA 1 00006 9//HYP0THET 1 CAL 29.3 KD PROTEIN (0RF92) .//O. 0044: 96: 3 
4//0RGY I A PSEUOOTSUGATA MULT 1 CAPS I D POLYKEDROS I S V I RUS (OPMNPV) . // 
010341 

F-MAMMA1000084//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! » !//5. 4«-28: 
94:73//HOM0 SAPIENS (HUMAN). //P39 195 

F-MAMMA1 000085//PUTAT I VE CYSTEINYL-TRNA SYNTHETASE C29E6.06C (EC 
6.1.1.16) (CYSTEINE— TRNA LI CASE) (CYSRS) . //6. 6«-38: 90: 51//SCHI 20 
SACCHAROMYCES POMBE (FISSION YEAST) . //Q09860 

F-MAMMAI000092//!!!! ALU SUBFAMILY SC IARNING ENTRY ! ! ! ! //6. 4e-30: 
43:86//HOMO SAPIENS (HUMAN) . //P391 92 

F-MAMMA 1 000 1 03//SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//0.038:l7:52//H0MO SAPIENS (HUMAN) .//P22531 

F-MAMMA10O0117//5OS RIBOSOMAL PROTEIN L24E (HL2I/HL22) . //O. 90: 25: 4 
8//HAL0ARCULA MAR I SMORTU I (HAL08ACTER I UM MAR 1 SMORTU I ) . //P 1 4 1 1 6 
F-MAMMA1 0001 2 9//HY POTHET 1 CAL BHLF 1 PROTE IN. //O. 001 6 : 75 : 40//EPSTE I 
N-BARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4).//P03181 
F-MAMMA 1000 1 33 

F-MAMMA 1000 I 34//HVP0THET I CAL PROTEIN MJ0647.//1 .0:41 : 41//METHAN0C0 
CCUS JANNASCHII.//Q58063 

F-MAMMA 1 0001 39//GUAN I NE NUCLEOT I DE-BINDING PROTEIN C(l)/G(S)/C(0) 
GAMMA-3 SUBUNIT. //O. 99: 69: 28//BOS TAURUS (BOVINE). AND MUS NUSCULU 
S (MOUSE). //P29798 

F-MAMMA 1 0001 43//CALPA IN INHIBITOR (CALPASTATIN) (FRAGMENT) . //O. 02 
3: 11 1:27//MUS MUSCULUS (MOUSE). //PS 1125 

F-MAMMA 1 000 1 55/ /PUTAT I VE CUTICLE COLLAGEN C09CS. S.//0. 018: 125: 34// 
CAENORHABO I T I S ELECANS. //Q094S6 

F-MAMMA 10001 6 3//MERCUR I C TRANSPORT PROTEIN PER I PLASM I C COMPONENT P 
RECURSOR (PER I PLASM I C MERCURY ION BINDING PROTEIN) (MERCURY SCAVEN 
GER PROTE I N) . //0. 11:88. 25//SHEIANELLA PUTREFAC IENS (PSEUOOMONAS PU 
TREFACIENS).//Q54463 
F-MAMMAI000I71 

F-MAMMA1000173//OREBRIN E.//7.6e-41 : 1 97 : 43//KOMO SAPIENS (HUMAN) . / 
/Q 16643 

F-MAMMAI000175//GAMMA-THI0NIN HOMOLOG PPT PRECURSOR. //O. 92:39:38// 
PETUNIA INTEGRIFOLIA (VIOLET-FLOIEREO PETUNIA) (PETUNIA INFLATA) . / 
/04090I 

F-MAMMA 1 000 183//Z INC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2) . 
//2. 4«-106: 249: 61//K0M0 SAPIENS (HUMAN) .//PS 1 523 
F-MAMMA1000I98//MALE SPECIFIC SPERM PROTEIN MST84D0. //O. 0014: 35:42 
//OROSOPHILA MELANOGASTER (FRUIT FLY) . //Q0I645 
F-MAMMA 1000221 

F-MAMMA1000227//6.8 KD MITOCHONDRIAL PROTEOLI PID. //I . 0: 30: 40//NUS 
MUSCULUS (N0USE).//P56379 

F-MAMMA 100024 I //PHOTOSYSTEM I REACTION CENTRE SUBUNIT X (PSI-K).// 
I.0:40:37//PORPHYRA PURPUREA. //P51 370 

F-MAMMA1 00025 1 //HYPOTHETICAL 6.8 KD PROTEIN IN FIC-PPIA INTERGENlC 
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REG I ON. //O. 99: 29 : 48//SALH0NELLA TYPHIMUS i UN. //P3777 1 
F-MAIHIA1 0002 S4//HYP0THET ICAL 6.0 KD PROTEIN IN THII2 5' REGION.//!. 
0: 20 : SQ//SACCHARONYCES CEREV I S I AE (BAKER' S YEAST) . //P53820 
F -MANNA 1 0OO2S7//HYPOTHET ICAL SO. 0 XD PROTEIN IN HENL 3' REGION (ORF 
2) . //O. 22: SO: 44//PSEUD0M0MAS AERUG I NOSA. //QS 1 470 
F-NANNAI000264//CASTR IN-RELEASING PEPTIDE RECEPTOR (GRP-R) (GRP-PR 
EFERRING BOMBESIN RECEPTOR) . //O. 80: 39: 43//H0NO SAPIENS (HUNAN). //P 
30SS0 

F-HAMMA 1000266 

F-NANMAI000270//! ! ! ! ALU SUBFAMILY SB fARNING ENTRY ! ! t !//9. $0-42: 
95:84//H0M0 SAPIENS (HUMAN) . //P39189 

F-MAMHA 1000 2 7 7//PROC0LLACXN ALPHA 1(H) CHAIN PRECURSOR [CONTAINS: 

CHONOROCALC IN] . //O. 0062 : 90 : 34//NUS NUSCULUS (HOUSE) . //P284BI 
F-MANMAI000278//C-HORDEIN (CLONE PC HORI-3) (FRAGMENT) . //O. 00096 : 5 
9: 33//KOROEUM VULGARE (BARLEY) . //PI 7991 

F -MAMMA 1 000 2 79//!! !! ALU SUBFAMILY SI IARNING ENTRY ! ! ! !//8. 4t-l 7: 
56:76//HOM0 SAPIENS (HUMAN) . //P391 95 

F -MAMMA 1 0002 84//ARYL HYDROCARBON RECEPTOR NUCLEAR TRANSLOCATOR 2 
(ARNT PROTEIN 2). //O. 017 : 146: 30//NUS MUSCULUS (MOUSE) . //Q6 1 324 
F-MAMMA 1 000287// M !! ALU SUBFAMILY SB MARNING ENTRY ! H !//! . Se-32: 
84:58//HOM0 SAPIENS (HUMAN).//P39I89 

F -MAMMA 1 0OO3O2//C-HORDE » N (CLONE PC-9! 9) (FRAGMENT) . //I. 0:42: 33//H 
OROEUM VULGARE (BARLEY) . //PI 7992 

F -MAMMA 1 000307//PROBABLE E4 PROTE IN. //O. 21:71: 30//RHESUS PAP I LLOMA 
VIRUS TYPE I (RHPV D.//P24832 

F -MAMMA 1 000309/ /COLLAGEN ALPHA t(VIH) CHAIN PRECURSOR (ENOOTHEL I A 
L COLLAGEN). //0. 0026: 1 41 :36//HOMO SAPIENS (HUMAN). //P2 7 6 58 
F-NAMMAI000312 

F -MAMMA 1 0003 1 3/ /DNA REPAIR PROTEIN RADC HOMO LOG (25 KD PROTEIN) (F 
RAGMENT) . //O. 76: 52 : 32//STAPHYLOCOCCUS AUREUS. //P31 337 
F-MAMMA1 000331 

F-MAMHA1000339//50S RlBOSOMAL PROTEIN L29P.//0. 78:32 : 46//METHAN0BA 
CTER I UN THERMO AUTOTROPH I CUM. //026 1 1 7 

F-MANMA1 000 340//HYPOTHET ICAL 29.4 KD PROTEIN IN STE6-L0S1 INTERGEN 
IC REGION. //f.0: 29: 58//SACCHAR0MYCES CEREVISIAE (BAKER' S YEAST).// 
P36039 

F-MAMMA1000348//! ! ! ! ALU SU8FAMILY J fARNING ENTRY ! ! M//7. S«-09:5 
3:60//HOMO SAPIENS (HUMAN). //P39I88 

F-HAHHA10003S6//!!!! ALU SUBFAMILY J IARNING ENTRY !! ! !//3. 3«-05:4 
2:52//HOMO SAPIENS (HUMAN) . //P39188 
F -MAMMA 1 000360 

F-MAHHAI00036I//5M! ALU SUBFAMILY SB IARNING ENTRY ! ! ! !//4. 4e-33: 
84:72//H0MO SAPIENS (HUMAN) . //P391 89 

F-HAMHAI 000372//! ! ! ! ALU SUBFAMILY SP fARNING ENTRY ! ! ! !//6. 6e-2l : 
53:71//HOMO SAPIENS (HUMAN) ,//P3 9 1 93 
F-MAMMA1 000385 

F -MAMMA 1 000 388//0X40L RECEPTOR PRECURSOR (ACT 35 ANTIGEN) (TAI-TRAN 
SCRIPTIONALLY ACTIVATED GLYCOPROTEIN 1 RECEPTOR) (CO! 34 ANTIGEN) ./ 
/0.40:72:36//HOMO SAPIENS (HUMAN) . //P43489 

F -MAMMA 1 00039S//RABPH I L I N- 3A (FRAGMENT) . //0. 032 : 1 25 : 25//MUS MUSCUL 
US (MOUSE). //P47708 

F-MAHHAI000402//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //3. 1 «-28: 26 
6:40//H0MO SAPIENS (HUMAN) . //P08547 

F -MAMMA 1 0004 1 0//NADH-U8 1 QU I NONE OX I DO REDUCTASE 13 KD-6 SUBUNIT (EC 
1.6.5.3) (EC 1.6.99.3) (COMPLEX I-13KD-B) (CI-13KD-B) (B13).//5.9 
e-06:32:68//HOM0 SAPIENS (HUMAN). //Q 167 18 

F-MAMMA1 00041 3//RETR0V I RUS-RELATED POL POLYPROTEIR [CONTAINS: REVE 
RSE TRANSCRIPTASE (EC 2.7.7.49): ENDONUCLEASE] .//6. 7e-05: 93 : 3I//NU 
S MUSCULUS (HOUSE) . //PI 1 369 
F-HAHHA1000414 

F-HAHHA1 0004 16//HYP0THET ICAL 32.0 KD PROTEIN C09FS.2 IN CHROHOSOHE 

1 1 1 .//4. le-28: 1 19: 53//CAENORHABDIT I S ELEGANS. //Q09232 
F-HAMMA1 00042 1//!! !! ALU SUBFAMILY SQ fARNING ENTRY ! ! ! !//2. 7«-23: 
68:76//HOH0 SAPIENS (HUMAN). //P39 194 

F -MAMMA 1 000422//HETALLOTHIONE IN (HT) . //O. 037 : 42 : 42//CA0US HORHUA 
(ATLANTIC COD). //PS 1902 
F -MAMMA 1000423 

F-MAMMA1 000424//!! !! ALU SUBFAMILY SB fARNING ENTRY ! ! ! !//0. 048: 2 
3:73//KOMO SAPIENS (HUMAN). //P39 189 

F -MAMMA 1 0004 2 9/ /VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS5./ 
/2.7«-05:1lO:30//SACCHAROMYCES CEREV IS I AE (BAKER'S YEAST) . //Q92331 
F -MAMMA 1000431//!!!! ALU SUBFAMILY SQ fARNING ENTRY ! ! ! !//9. 4«rl5: 
85:S8//HOHO SAPIENS (HUMAN) .//P3 91 94 

F-NAHHA1 000444//! ! ! ! ALU SUBFAMILY SQ fARNING ENTRY ! • ! !//4. 3a-2S: 
6S:76//HOHO SAPIENS (HUMAN). //P3 9 1 94 

F-MAMMAI000446//ZYXIN. //O. 79: 1 S5:29//GALLUS CALLUS (CHICKEN) . //Q04 
584 

F -MAMMA 10 0045 8//HYPOTHET ICAL 37. 7 KO PROTEIN CI 8611.06 IN CHR0MOS0 
HE l.//0.0048:46:43//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST). //Q 
09713 



F-NAHHA1000468//PERIX aOCX PROTEIN (FRACHENT). //0. 50:20: SS//DR0S 
OPHILA ROBUST A' (FRUIT FLY) . //Q03296 

F-NAMMA 1000472//! ! ! ! ALU SUBFAMILY J fARNING ENTRY ! ! H//1 . Se-17: 1 
06:55//HOMO SAPIENS (HUMAN). //P3 9 188 

F-MAHHA 1000478//!!!! ALU SUBFAMILY SX fARNING ENTRY MM//3.9«-35. 
80:68//HOMO SAPIENS (HUMAN) .//P39 195 

F -MAMMA 100048 3//!!!! ALU SUBFAMILY SP fARNING ENTRY !!!!//*. 8e-Z4: 
74:77//HOHO SAPIENS (HUMAN) .//P39 193 

F -MAMMA I 000490//TYROS I NE -PROTE I N KINASE TXK (EC 2.7.1.112) (PTK-R 
L-16) (RESTING LYMPHOCYTE K INASE) . //0. 43: 21 : S7//HUS MUSCULUS (MOUS 
E).//P42682 

F-MAMHA10O05O0//TAT PROTEIN (TRANSACT I VAT I NG REGUUTORY PROTEIN) . / 
/0.6I: 33:54//HUHAN IMMUNODEFICIENCY VIRUS TYPE t (Z2/CDC-Z34 I SOLA 
TE) (HIV-O.//P12S06 

F-MAHHA 1 000 501//! ! ! ! ALU SUBFAMILY SQ fARNING ENTRY !!!!//!. U-32 
43:83//HOHO SAPIENS (HUMAN) . //P3 9 194 
F-MAMHA 10005 16 

F-MAHHA1000522//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //0. 001 5:113: 
32//HOMO SAPIENS (HUMAN) . //P08547 

F-MAHMAI000524//HYPOTHETICAL HOST RANGE 8.5 KD PROTEIN. //1 . 0: 63. 3 1 
//VACCINIA VIRUS (STRAIN f R) . //PI 7359 

F-MAHHAI000559//HETALLOTHIONEIN-I (NT- 1) (HT- 1 8/HT- 1 A) . //0. 31:16:5 
0//CALLINECTES SAPIOUS (BLUE CRAB) . //PS 5949 

F-HAHMA1 00056 5//FER REDOX IN-TYPE PROTEIN NAPF. //0. 98: 37: 35//ESCHER I 
CHI A COLI.//P33939 

F -MAMMA I 000 56 7//!! !! ALU SUBFAMILY SX fARNING ENTRY ! > • !//S. Se-37 : 
9S:76//HOMO SAPIENS (HUMAN) . //P39I 95 

F -MAMMA) 000576// ! ! M ALU SUBFAMILY SB2 fARNING ENTRY !!!!//4.l«~0 
7 : 34 : 64//H0MO SAP I ENS (HUNAN) . //P39 1 91 
F -MAMMA 1 000563 

F-MAMMAI00058S//!!!! ALU SUBFAMILY SQ fARNING ENTRY MM//1. 5e-28: 
89:75//HOHO SAPIENS (HUNAN) . //P3 9 194 

F-MAHHAI000594//!!!! ALU SUBFAMILY SX fARNING ENTRY ! • ! !//4. 8e-24: 
38: 71 //HOMO SAPIENS (HUMAN). //P3919S 

F -MAMMA1 000597//! ! !! ALU SUBFAMILY SX fARNING ENTRY ! ! ! !//1 . 1 e-25: 
74:77//HOMO SAPIENS (HUMAN) . //? 391 95 

F -MAMMA 1 000605//! ! ! ! ALU SUBFAMILY SX fARNING ENTRY M ! !//2. I«-I 8: 
83:50//HOHO SAPIENS (HUMAN) . //P39 1 95 

F-MAMHA 1 0006 12//HYPOTHET ICAL 34.0 KD TRP-ASP REPEATS CONTAINING PR 
OTEIN IN SIS1-HRPL2 INTERGEN I C REGION. //4. Oe-42 : 166: 48//SACCHAR0MY 
CES CEREVISIAE (BAKER* S YEAST) . //P41318 
F-MAHHA 10006 16 
F-MAHHA 1 000621 

F-MAMMA 1 000623//HETALL0THI ONE IN- 1 K (HT-1K) . //0. 0045: 25: 48//HOMO SA 
PI ENS (HUMAN) . //P80296 

F-MAMMA 1 00062 5//PROL I NE -RICH PROTEIN MP-3 (FRAGMENT) . //0. 00078: 79: 
3S//HUS MUSCULUS (HOUSE) . //POS 143 

F-MAMMA! 000643//HYPOTHET ICAL 9.3 KO PROTEIN. //1 . 0 : 25: 28//MAGUAR1 V 

IRUS.//PI6607 

F-HAHMA 1000664 

F-MAHHA 1000669//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOG. //4. 2s-05: 1 8 
6 30//HOMO SAPIENS (HUMAN) . //P08547 

F-MAHHA 1000670//PROL I NE -RICH PROTEIN NP-3 (FRAGMENT) . //I . 6e-06 : 1 9 
5 : 30//BUS MUSCULUS (MOUSE) . //POS 1 43 

F-MANMA 1 0O0672//V I TELLOGEN I C CARBOXY PEPTIDASE PRECURSOR (EC 3.4.1 
6-).//3.8»-28:!84:35//AEDES AEGYPTI (YELLOfFEVER HOSQUITO).//P426 
60 

F-HAHHA1000684//DNA-BINOING PROTEIN (VHf 21) . //1 . 1 8-07: 55: S6//HERPE 
S SIHPLEX VIRUS (TYPE 1 / STRAIN I7).//P04487 

F-MAMMA 1000696//! ! ! ! ALU SUBFAMILY SQ fARNING ENTRY ! ! ! !//1 . 2e-31 : 
"97:74//HOMO SAPIENS (HUMAN) . //P39 1 94 

F-MAMMA10O0707//METALL0THIONEIN-I I (NT- I I) (MT- 1 IB/NT- I I A) . //O. 3 1 : 
19:42//CALLINECTES SAPIOUS (BLUE CRAB) . //PS 5 9 50 

F-MAHIA 1 0007 1 3//XYLULOSE KINASE (EC 2.7.1.17) (XYLULOX INASE) . //1 . 6 
e-05 : 88 : 3S//LACT08AC I LLUS PENTOSUS. //P21 939 

F-MAMMA 1 0007 14//PR0TE I N-LYS I NE 6-OXIOASE PRECURSOR (EC 1.4.3.13) 
(LYSYL OXIDASE). //0. 44: 126: 30//RATTUS NORVEGICUS (RAT). //PI 66 36 
F-MAHHA 1 0007 18//HETALL0THI ONE IN- 1 IE (NT-2E) .//1 .0:51 : 3I//0RYCT0LAG 
US CUNICULUS (RAB8IT).//P80292 

F-HAHHAI0OO72O//!!!! ALU SUBFAMILY SP fARNING ENTRY ! ! ! !//3. 3 8-28: 
60: 71 //HOMO SAPIENS (HUMAN) . //P391 93 

F-HAHHA1000723//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //3. 7t- I 4 63 : 
53//HOHO SAPIENS (HUMAN) . //PO 8 54 7 

F-MAMHA 1 0007 3 1 //CHROMODOMA I N-HEL I CASE-DNA-B I NO I NG PROTEIN 2 (CHD- 

2).//1.8»-43:258:43//HOH0 SAPIENS (HUMAN) . //01 4647 

F-MAHHA 1 0007 32//! ! ! ! ALU SUBFAMILY J fARNING ENTRY ! ! ! !//9. 9«-l 2: 7 

6:S5//HONO SAPIENS (HUNAN) .//P3 9 1 88 

F-MAMMA 10007 33 

F-MAHHA 10O0734//NPL1 PROTEIN (SEC63 PROTEIN). //2. 5e-l8: 181 : 39//SAC 
CHAROHYCES CEREVISIAE (BAKER' S YEAST) . //PI 4906 
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F-MAHHAI000738//HYPOTHETICAL 116. 5 KD PROTEIN C20C8.0SC IN CHROHOS 
ONE l.//$.4e-S2:l96:58//SCHIZ0SACCHAROHYC£S POHBE (FISSION YEAST). 
//P871IS 

F -MANNA 1 000744//) ! ! ! ALU SU8FANILY SB I WARNING ENTRY ! t ! !//6. 39-3 
6: 144: 47//HOMO SAPIENS (HUMAN) . //P391 90 
F -MAMMA 1000746 
F-NANNA 1000752 

F-MANMA1000760//!!!! ALU SUBFANILY SX fARNINC ENTRY ! ! ! !//6. 6ft-29: 
7S:72//HOHO SAPIENS (HUMAN). //P3 9 195 

F-NANNA 1000761//! ! ! ! ALU SUBFANILY SQ lARNINC ENTRY t ! ! !//3.6ft-09: 
S9:64//H0N0 SAPIENS (HUNAN I. //P39 194 
F-MANMA 1000775 

F-NAHHA 1000776//!!!! ALU SUBFANILY SP RARNINC ENTRY ! ! ! !//3. 3ft-3S: 
99:74//K0N0 SAPIENS (HUNAN) . //P39193 

F-NANNA 1000778//!!!! ALU SUBFANILY SI RARNING ENTRY ! ! ! !//2. 1 1-19: 
65:70//HON0 SAPIENS (HUNAN). //P3 91 95 
F-NANNA1 000782 

F-NANNA 1 000798//HYPOTHET I CAL PROTEIN ORF-1 137. //0. 01 S: 59: 37//NUS N 
USCULUS (HOUSE). //P1 1260 

F-MAMMA 1 00080 2//MY0SIH IC -TEAVY CHAIN. //O. 35:94 :41//ACANTHAN0EBA C 
ASTELLANI I (AMOEBA). //PI 0569 

F-MAMNA 1 000824// ACT I N 1 . //0. 046: 60: 31//ZEA NAYS (MAIZE). //P02S82 
F-MANMA100083I//PROBABLE N 1 /FE-HYDROCENASE 1 B-TYPE CYTOCHROME SUB 
UN I T. //1 . 0 : 30 : 46//ESCHER I CHI A COL I . //PI 9929 

F-MANMAI000839//!!!! ALU SUBFANILY J WARNING ENTRY ! ! ! !//1. lft-28:8 
0:58//HONO SAPIENS (HUNAN) . //P391 88 

F-NANNA 1000641 //PUTATIVE ANIOASE (EC 3. 5. 1 . 4) . //I . Se-39: 1 30: 36//NE 
THANOBACTER I UN THERMOAUTOTROPHI CUM. //027540 

F-MANNA 1 00084 2//C -HORDE I N (CLONE PC- 91 9) (FRAGNENT) . //O. 064 : 43 : 4 1/ 
/HO ROE UN VULGARE (BARLEY). //PI 7992 
F-NANNA 1 000843 

F-MAIMIA 1 00084 5//RA0H-U9 1 QU I NONE OX IOOREOUCTASE CHAIN 2 (EC 1.6.5. 
3).//0.43:56:34//DROS0PHILA YAK USA (FRUIT FLY).//P03895 
F-MANMA 1000851 //CUT I CLE COLLAGEN 34. //0. 019: 107:2 9//CAEN0RHAB0ITIS 
ELECANS.//P34687 

F-NANMA1000855//SPLICEOSONE ASSOCIATED PROTEIN 62 (SAP 62) (SF3A6 

6).//0. 00098: 149: 3Z//H0N0 SAPIENS (HUNAN) . //Q1 5428 

F-MANNA 1 0008 S6//NET ALL OTH I ONE I N (NT) . //O. 63:39:41 // POT ANON POTANIO 

S.//PS5952 

F-MANNA 10008S9//GLYC0PR0TE IN X PRECURSOR. //0. 014: 192: 2 8//EQU I NE HE 
RPESYIRUS TYPE 1 (STRAIN AB4P) (EHV-D.//P28968 

F-NANMA 1 00086 2//D I S I NTEGR I N KISTRIN (PLATELET AGGREGATION ACTIVATI 
ON INHIBITOR).//!. 0:66: 27//AGK I STRODON RHODOSTONA (NALAYAN PIT VIP 
ER) (CALLOSELASMA RHODOSTONA) .//PI 7494 

F-MANMA 1 000863//M ! ! ALU SUBFANILY J WARNING ENTRY !!!!//5.4e-l 6:4 
1 : 68//HONO SAPIENS (HUNAN) . //P39 I 88 

F-NANMA 1 00086 5//SAL I VARY PROLINE-RICH PROTEIN 11-1 (FRAGMENT) . //O. 
030:IOO:32//HONO SAPIENS (HUNAN). //P8 1489 

F-NANMA I 000867//APT0T0X IN IX (PARALYTIC PEPTIDE IX) (PP IX). //O. 9 
8:43:32//APT0STICHUS SCHLINGERI (TRAP-DOOR SPIDER) .//P4927 2 
F-NAMNA1000875//PROLINE-RICH PEPTIDE P-B. //O. 18: 21 :47//HONO SAPIEN 
S (HUNAN). //P028 14 

F-NANMA1000676//!!!! ALU SUBFAMILY SB WARNING ENTRY ! ! ! !//l . 5ft-22 : 
8S:71//HONO SAPIENS (HUMAN). //P39 189 

F-MAMNA1 000877// HH ALU SUBFAMILY J WARNING ENTRY !!!!//!. 2«- 38: 6 
2:74//HONO SAPIENS (HUNAN). //P3 9 1 88 

F-MAMMA1000880//C0LLAGEN ALPHA 1(111) CHAIN (FRAGMENTS) . //O. 49: 79: 
32//BOS TAURUS (BOVINE). //P2 5508 

F-MANMAI000883//KYPOTHETICAL 6. 1 KD PROTEIN C03B1.10 IN CHRONOSOME 

X. //O. 87 : 1 5 : 60//CAEN0RHAB0 IT I S ELECANS. //Ql 1116 
F-NANMA 1 000897// 1 NTER-ALPHA-T RYPS I N INHIBITOR HEAVY CHAIN H4 PRECU 
RSOR (ITI HEAVY CHAIN H4) (INTER- ALPHA- TRYPSIN INHIBITOR FAMILY HE 
AVY CHAIN-RELATED PROTEIN) (PLASNA KALLIKREIN SENSITIVE GLYCOPROTE 
IN 120) (PK-l2O).//5.3«-17:l30:40//HOMO SAPIENS (HUNAN). //Q 146 2 4 
F-MANMA 1000905 
F -MAMMA 1 000906 

F-MAIMIAI000908//LINE-I REVERSE TRANSCRIPTASE HOM0LOG.//8. Oft-17: 70: 
62//HOMO SAPIENS (HUNAN) . //PO 8 54 7 

F-NAMIA 1 0009 I 4//HYP0THET I CAL 6.2 KD PROTEIN.//0. 97: 36: 36//THERNOPR 
OTEUS TENAX VIRUS 1 (STRAIN KRAI) (TTVD.//P19299 
F-NANMA 100092 I 

F-NANMA1000931//1 !(• ALU SUBFAMILY J WARNING ENTRY ! } ! !//5. 6e-l 0: 4 
9:65//HONO SAPIENS (HUNAN). //P3 9 1 88 

F-NANMA 1 000940//M I TOCHONDR I AL 60S RIBOSOMAL PROTEIN L32. //0.42: 22: 
54//RECL I NONONAS ANER I CAN A. //02 1 28 1 

F-MANMA 1000 941//! ! ! ! ALU SUBFAMILY J WARNING ENTRY ! ! ! !//2. 3e-2S:5 
5:69//HONO SAP I ENS (HUMAN). //P3 9 188 

F-MANMA 1000942//! ! ! ! ALU SUBFAMILY SQ WARNING ENTRY !!! !//3. 3a-08: 
36:75//HOMO SAPIENS (HUNAN). //P39) 94 
F-MANNA 1000943 



F -MAMMA 1 000956//SMALL HISTIDINE-ALAN1NE-RICH PROTEIN PRECURSOR (SH 
ARP) (ANTIGEN 57). //O. 041 : 122: 25//PLASMODI UN FALCIPARUM (ISOLATE F 
C27 / PAPUA NEW GUINEA). //P04 930 

F-MANMA1 000 957//HEAT- STABLE ENTEROTOXIN A2 PRECURSOR (STA2) . //O. 02 
4:37:37//ESCHERICHIA COL I . //Q47 1 85 

F-MANMA1 000962//!!!! ALU SUBFAMILY SB WARNING ENTRY » ! ! !//6. Ot-39: 
61:78//HOMO SAPIENS (HUMAN). //P39 189 

F-MAMMA1000968//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//0. 0054: 2 
9:72//HOMO SAPIENS (HUNAN) . //P3 9 1 94 

F-NANMA 100097S//CUT I CLE COLLAGEN DPY-2 PRECURSOR. //1 . 0: 93 : 30//CAEN 
ORHABOIT IS ELEGANS. //P35799 

F-MANMA1000979//PROLINE-RICH PEPTIDE P-B. //0. 012: 12:66//H0MO SAP IE 
NS (HUMAN) . //P02814 

F-MANMA 1 00098 7//HYP0THET I CAL PROTEIN LAM80A-SP34.//1. 0:47:40//NUS 
NUSCULUS (MOUSE). //PI 5973 
F-MAMMA 1000998 

F-MANMA 1 00 1003//PROBABLE E5 PROTEIN. //I . 0: 52 :42//HUNAN PAPILLOMAVl 
RUS TYPE 33.//P06426 

F-MAMMA 1 00 1 008//PROGASTR I CS I N PRECURSOR (EC 3.4.23.3) (PEPSINOGEN 
C) (FRAGMENT) . //3. 2e-l4. 1 31 : 3S//MACACA FUSCATA FUSCATA (JAPANESE M 
ACAQUE).//P03955 

F-NANMA 1 001 021 //HYPOTHETICAL 35.5 KD PROTEIN IN TRANSPOSON TN45&6. 
//O. 016:61: 42//STREPT0MYCES FRAO I A£. //P201 86 
F-MAMMA tOO 1 024 

F-NAMMAI001030//LUTR0PIN-CHORI0GCWAOOTR0PIC HORMONE RECEPTOR (LH/C 
G-R) (LSH-R) (LUTEINIZING HOROMINE RECEPTOR) (FRAGMENT) . //2. 4«-20 : 
234:29//GALLUS CALLUS (CHICKEN) . //Q9 06 74 

F-MAMMA I 001 035// ! H ! ALU SUBFAMILY SP NARNING ENTRY ! ! ! !//1 . 7e-1 5 
52:78//HOMO SAPIENS (HUMAN) .//P39 193 

F-MANMAI001038//NEUROTOXIN II (TOXIN RP-II) (SOOIUM CHANNEL TOXIN 
ll).//0.53:2S:48//RADIANTHUS PAUMOTENSIS (SEA ANEMONE) (HETERACTIS 
PAUNOTENSIS).//P01S34 
F-NANMA 100 1041 //SPECTRIN BETA CHAIN. ERYTHROCYTE. //6. 3«-18: 1 12: 43/ 
/MUS NUSCULUS (HOUSE). //PI 5508 
F-NANMA 100 1050 

F-MAMMA 1 00 1 059//PUTAT I VE ATP-DE PENDENT RNA HELICASE C12C2. 06. //I . 3 
«-34: 1 87 : 47//SCHI ZOSACCHAROMYCES POMBE (FISSION YEAST) . //Q09747 
F-MAMMA 1 001 067//PROTE IN Q300.//0. 36: 12:75//NUS NUSCULUS (MOUSE).// 
002722 

F-MANMA 1 00 1073//HEPATOCYTE NUCLEAR FACTOR 3 FORKHEAD HOMOLOG 1 (HF 
H-1).//1.0:70:37//RATTUS NORVEGICUS (RAT) . //Q63244 
F-NANMA100I074//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //O. 00067 : 1 6 
3:32//HOMO SAPIENS (HUMAN). //P08S47 

F-MAMMA 1001 07 S//RET I NOBLASTOMA BINDING PROTEIN 1 (RBBP-t) . //O. 53: 7 
2:34//HOMO SAPIENS (HUMAN) . //P29374 

F-MAMMA 1 00 1078//L I NE-1 REVERSE TRANSCRIPTASE H0MOLOG.//S. 0.-79: 18 
4:73//HOMO SAPIENS (HUMAN) . //P08 547 

F-MAMMA 100 1080// 1 G HEAVY CHAIN PRECURSOR V-IM REGION (VH26).//1.7 
e-27:82:71//HOMO SAPIENS (HUMAN) . //POl 764 
F-MANMA 1001 082 

F-NANMA 1 00 1091 //HYPOTHETICAL BHLF1 PROTEIN. //3. 1 OS : 198: 32//EPSTE 
IN-BARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4).//P0318l 
F-MAMMA 1 001 09Z//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOG. //7. 1 t-21 : 65: 
72//HOMO SAPIENS (HUMAN) . //P08547 

F-MAMMA 1 001 105//OVO PROTEIN (SHAVEN BABY PROTEIN).//! . Oft- 18: 68: 48/ 
/DROSOPHtLA NELANOGASTER (FRUIT FLY) . //PS 1 52 1 

F-NANMA 1001 1 1Q//PR0C0LLAGEN ALPHA 1(IV) CHAIN PRECURSOR. //0. 080: 1 0 
6:37//MUS NUSCULUS (HOUSE) .//PO 2 46 3 

F-MAMMA 100 11 26//! !!! ALU SUBFAMILY SB WARNING ENTRY ! ! M//2. 3f-07: 
66.45//HOMO SAPIENS (HUMAN) . //P391 89 

F-MAMMAI001 1 33//HYPOTHETICAL 13.2 KD PROTEIN IN RPS4A-BAT2 INTERGE 
NIC REGION. //0. 96:43: 25//SACCHAROMYCES CEREVISIAE (BAKER* S YEAST). 
//P47I74 

F-MANMAI001 I 39//HYP0THET ICAL 36.7 KD PROTEIN AH6. 2 IN CHROMOSOME I 
I . //S. 46-42 : 81 : 6 2//CAENORHABO I T I S ELEGANS. //Q09201 
F-MAMMAI001143//!!!! ALU SUBFAMILY J NARNING ENTRY ! ! ! !//0. 00014: 3 
6:66//HOMO SAPIENS (HUMAN) . //P3 9 168 
F-MAMMA 100 1145 

F-NANMA 1001 1 54//CSBA PROTEIN. //1. 0:39: 38//BAC I LLUS SUBTILIS.//P379 
53 

F-NAMHA100I161//!!!! ALU SUBFAMILY J WARNING ENTRY ! ! ! !//5. 2e-23: 5 
3:64//HOMO SAPIENS (HUMAN) .//P39 188 

F-NANMA 1 00 1162//C027L RECEPTOR PRECURSOR (T-CELL ACTIVATION ANTIGE 
N CO27).//0.69:86.31//HUS NUSCULUS (HOUSE). //P4 1 27 2 
F-HANMA1 001 181 //HYPOTHETICAL 81.0 KO PROTEIN C35D10.4 IN CHRONOSOM 
E III.//0.00QI0:74:47//CAEN0RHABDIT|S ELEGANS. //Q 16486 
F-NAHMAI0011B6//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//9. Oft-32 . 
44:86//H0H0 SAPIENS (HUNAN) . //P 391 94 

F-MANMA 1 001 1 91 //OCTANE R-B I ND I NG TRANSCRIPTION FACTOR 1 (0TF-1) (N 
F-AI) (FRAGMENT). //0. 096: 40: 40//MACROPUS EUGENI I (TANMAR WALLABY) . 
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//Q28466 

F-MAMMAI 001 1 98/ /EP I DERMAL GROWTH FACTOR RECEPTOR SUBSTRATE SUBSTRA 
TE IS (PROTEIN EPS IS) (AF-1P PROTEIN). //2. 5e-7S:204:70//H0MO SAP IE 
NS (HUMAN). //P425S6 

FHUMMAI001202//METALLOTHIONEIN-II (MT-11) CUT— 1 IB/MT-I IA) .//O. 52: 
46:32//CALLIN£CTES SAP I DOS (BLUE CRAB) . //P559S0 
F-MAMMA1001203//!!!? ALU SUBFAMILY SC WARN IRC ENTRY m!//7.3«-1l: 
82:58//HOMO SAPIENS (HUMAN). //P391 92 

F -MAMMA 100 1206//!!!! ALU SUBFAMILY J MARRING ENTRY ! ! ! . 9e-l7:6 
7: 71 //HOMO SAPIENS (HUMAN). //P391 88 

F-MAMMA100I21S//9 KO PROTEIN. //1. 0: 51 :33//H0M0 SAPIENS (HUMAN). //P 
13994 

F-MAMMA1001220//MM ALU SUBFAMILY SB WARNING ENTRY » M!//3.4e-37: 
S5:87//HOMO SAPIENS (HUMAN) . //P 39 1 89 

F -MAMMA I 00 I 222//HYP0THET | CAL 73.6 KD PROTEIN CY49. 21. //3. 7e-06: 16 
8:38//MYCOBACTERIUM TUBERCULOSIS. //Q10S90 
F-MAMMA 100 1243 

F-MAMMAI001244//TRP OPERON LEADER PEPTIDE. //I. 0: I8:S5//SERRATIA MA 
RCESCENS. //P0305S 

F -MAMMA 1 00 1 24 9//HYP0THET I CAL 7.2 KD PROTEIN IN RPS2 3* REGION (ORFS 
7) . //O. 57:23: 34//ASTAS I A LONGA (EUGLENOPHYCEAN ALGA) . //P34774 
F-NAMMA10012S6//MH ALU SUBFAMILY J WARNING ENTRY M ! !//2. 3e-07 : 7 
9 44//HOM0 SAPIENS (HUMAN) . //P3 9 1 88 

F-MAMMAI 00 1 2 59//PUTAT I VE DNA HE L I CASE II HOMOLOG (EC 3. 6. I . -) . //O. 
046 : 81 : 3 2/ /MYCOPLASMA GEN I TALI UN. //P47486 

F-MAMMAI 001 260//MY0S IN HEAVY CHAIN, PERINATAL SKELETAL MUSCLE. //2. 
7*-05:219:27//HOMO SAPIENS (HUMAN). //PI 3535 

F-MAMMAI 00 12S8//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOG. //9. 7e-2 7: 89: 
67//HOMO SAPIENS (HUMAN) . //P08S47 

F-MAMMA1001271//ATR0PHIN-I (DENTATORUBRAL-PALL IOOLUYS I AN ATROPHY P 
ROTEIR).//4.0«-06:126:38//H0MO SAPIENS (HUMAN) . //PS42S9 
F-IIAMMA10O1274//!!!! ALU SUBFAMILY SQ ■ ARMING ENTRY ! t • !//7. 4t~29: 
57.66//HOMO SAPIENS (HUMAN).//P39I94 

F -MAMMA 1 001 280//BACTER IOC I N Ml CROC IN B17 PRECURSOR (MCB1 7) . //0. 27: 
24:54//ESO€RICHIA C0LI.//P05834 

F-MAMMA10O1292//HVPOTHETICAL PROTEIN KIAA0176 (FRAGMENT) . //1 . 3e-7 
3:208:69//H0MO SAPIENS (HUMAN) .//Q 146 81 

F-MAMMA10O1296//!!!! ALU SUBFAMILY SP WARNING ENTRY ! ! ! !//S. 9e-22: 
41 : 80//H0M0 SAP I ENS (HUMAN) . //P39 1 93 

F-MAMMAI 00 1 298//HYP0THET I CAL PROTEIN HI 0371. //0. 99: 29: 37//HAEM0PHI 
LUS IHFLUEN2AE.//P44668 

F-MAMMA100130S//CTPASE-ACTIVATINC PROTEIN RHOGAP (RKO- RELATED SMAL 
L GTPASE PROTEIN ACTIVATOR) (CDC42 CTPASE-ACTIVATINC PROTEIN) (PS 
0-RHOGAP).//9.9«-62:222:S4//HOMO SAPIENS (HUMAN) . //QO 7 960 
FHUMMA10O1322//B-CELL GROWTH FACTOR PRECURSOR (8CGF-12 KD).//2. 1 
e-09 : 46 ; 60//H0M0 SAPIENS (HUMAN) . //P20931 

F-MAMMAI 00 1324//POL POLYPROTEIN [CONTAINS: PROTEASE (EC 3.4.23.-): 
REVERSE TRANSCRIPTASE (EC 2:7.7.49): R 1 80 NUCLEASE H (EC 3.1.26.4 
)].//2.5e-43:128:S0//FRIENO MURINE LEUKEMIA VIRUS (ISOLATE PVC-21 
1) (F-MULV).//P26S08 

F-MAJM1A1001330//KEMOGL08IN ZETA CHAIN (FRAGMENTS) . //O. 30: SI : 37//MA 
CROPUS EUGENI I (TAMMAR •ALLABY).//P81044 

F -MAMMA 1 00 1 341 /AR I STETRAPROL I NE (TTP) (T-ISIIA) (TIS11) (ZFP-36) 
(GROWTH FACTOR- INOUC I BLE NUCLEAR PROTEIN NUP47S) . //O. 024 : 89 : 39//H 
OHO SAPIENS (HUMAN) . //P266S1 

F-MAMMA 1 00 1 343//PR08ABLE E5 PROTEIN. //0. 60:64: 29//KUMAN PAPILLOMAV 
IRUS TYPE 16.//P06927 

F-MAMMA 1 001 34S//PR0TE I NASE INHIBITOR I IB (FRAGMENTS). //0. 97:33:45/ 
/SOLANUM TUBEROSUM (POTATO). //P0 1082 

F-MAMMA10OI383//!!!! ALU SUBFAMILY SQ WARNING ENTRY !!!!// I. 2 30: 
86:77//HOMO SAPIENS (HUMAN) .//P3 9 1 94 

F-MAMMA 1 C0 1 388//LEUC IKE- RICH AlPHA-2 -GLYCOPROTEIN (LRC) . //9. 2e-91 : 
19S:92//H0M0 SAPIENS (HUMAN) . //P027S0 

F-MAMMAI 001 397//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! M//3. 5«-19:S 
5:89//HOMO SAPIENS (HUMAN). //P39I 88 

F-MAMMA 1 00 1 408//SAL I VARY GLUE PROTEIN SGS-7 PRECURSOR. //0. 60 : 4S: 35 
//DROSOPHILA ME LAN OCAS TER (FRUIT FLY) . //P02841 

F-MAMNA10O141I//GLUCOAMYLASE S1/S2 PRECURSOR (EC 3.2.1.3) (GLUCAN 
1 . 4-ALPHA- GLUCOS IOASE) (1 . 4-ALPHA-O-CLUCAN GLUCOHYDROLASE) . //$. 8 
«-06:153:26//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P09640 
F-MAMMA10OI4I9//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//2. 3e-16: 
99:SI//HOMO SAPIENS (HUMAN) .//P 39 194 

F-MAMMA10OI42O//!!!! ALU SUBFAMILY SBI RARNING ENTRY ! ! ! !//0. 0018: 
23:65//H0MO SAPIENS (HUMAN). //P3 9 190 

F-MAMMA 1 001 435//! ! ! f ALU SUBFAMILY SX WARNING ENTRY !!!!//!. 7e-22: 
60:S8//H0M0 SAPIENS (HUMAN) . //P391 95 
F-MAMMAI 001442 

FHIAMMA100144S//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! 2«-23: 
48:7S//H0MO SAPIENS (HUMAN) . //P391 94 

F-MAMMA100I452//GENE 35 PROTEIN (GP3S).//0. 61 :31 :45//MYC08ACTERI0P 



KAGE LS.//Q0S245 

F-MAMMAI 001 465//HYP0THET I CAL PROTEIN E-l 1 S. //O. 0026: 68: 38//HUMAN A 
0EN0V1RUS TYPE 2.//P03290 

F-MAMMAI 001 476//URIDINE KINASE (EC 2.7.1.48) (URIDINE MONOPNOSPHOK 
I NASE) (FRAGMENT) . //3. 7.-94: 201 : 92//NUS MUSCULUS (MOUSE) . //P5282S 
F-MAMMAI 001 497//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOG. //A. 6e- 16: 89: 
41//NYCTICEBUS COUCANG (SLOW LOR IS) .//P08548 

F-MAMMAI 001 SOI//CALPA IN 1, LARGE [CATALYTIC] SUBUNIT (EC 3.4.22.1 
7) (CALCIUM- ACTIVATED NEUTRAL PROTEINASE) (CANP) (MU-TYPE) . //6. 2e- 
S9:86:97//H0MO SAPIENS (HUMAN) . //P07384 

F-MAMMA 1 001 S02//HYP0THET I CAL 11.4 KD PROTEIN (ORFI) .//O. 21 : 79: 30// 

STREPTOMYCES FRA0IAE.//P26800 

F-MAMMA100I510 

F-NAMMA100IS22//HYPOTHETICAL 3S.5 KD PROTEIN IN TRANSPOSON TN4SS6. 
//O. 67:98:31 //STREPTOMYCES FRAOIAE. //P201 86 

F-MAMMAI 00 1 547//PR0BABLE MOLYBDENUM- PTE R I N BINDING PROTEIN.//0. 97: 
35:42//HAEMOPHILUS INFLUENZAE. //P451 83 

F-MAMMAI 001 551 //HYPOTHETICAL PROTEIN MJ0458. 1 . //0. 038: 31 : 41//METHA 
NOCOCCUS JANNASCH 1 1 . //P81 308 
F-MAMMA 100 1575 

F-MAMMAI 001 576//TUBUL IN GAMMA CHAIN. //1 . 6e-86: 162: 99//IENOPUS LAEV 
IS (AFRICAN CLAWED FROG) . //P23330 

F-MAMMAI 001 590//! !!! ALU SUBFAMILY SX RARNING ENTRY ! ! ! !//0. 0035:3 
8:5S//HOMO SAPIENS (HUMAN) .//P391 95 

F -MAMMA 1 001 600//C0NNECT I VE TISSUE GROWTH FACTOR PRECURSOR. //O. 85:5 
3:33//H0MO SAPIENS (HUMAN) .//P29279 

F-MAMMA 1 00 1 604//H Y POTHET I CAL 11.1 KD PROTEIN C30D11.02C IN CHROMOS 
ONE l.//0. 14:82:29//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST). //QO 
9902 

F-MAMMAI 001 606//H I GH M08ILITY GROUP PROTEIN HMGI-C.//8. 2«-05:77: 37 
//HOMO SAPIENS (HUMAN) . //P52926 

F-MAMMA 1001 620//!! !! ALU SUBFAMILY SX RARNING ENTRY !!!>//$. 5«-0$ : 
24:66//H0MO SAPIENS (HUMAN). //P3919S 

F-MAMMA 1 00 1 6 2 7//CUT I CLE COLLAGEN 40. //0. 82 : 1 31 : 31//CAEN0RHABDI T IS 
ELECANS.//P34804 

F-MAMMA 1001 630//!!!! ALU SUBFAMILY SQ RARNING ENTRY ! ! ! !//8. 6«-26: 
S7:78//H0MO SAPIENS (HUMAN). //P3 9 194 

F-MAMMA 1 001 633//Z INC FINGER PROTEIN 165. //6. 9e-38: 160: 55//HOMO SAP 
I ENS (HUMAN). //P4 99 10 
F-MAMMAI 001 635 

F-MAMMAI 001 649//SPERM PROTAMINE PI .//0. 39: 31 :41//TACHYCL0SSUS ACUL 
EATUS ACULEATUS (AUSTRALIAN ECHIDNA). //P3S31 I 

F-MAMMAI 001 6 54//N0N- RECEPTOR TYROSINE KINASE SPORE LYSIS, A (EC 2. 
7.1.112) (TYROS I NE- PROTE IN Kl NASE I) . //S. 6e-06 : 99 : 28//D1 CTYOSTEL I 
UN DISCOIDEUM (SLIME MOLD) . //PI 81 60 

F-MAMMA 1 001 663//VERY HYPOTHETICAL XYLU PROTEIN. //O. 99: 27: 37//ESCHE 
RICH I A COLI.//POS056 

F-MAMMAI 001 670//CUT I CLE COLLAGEN 1 .//O. 033: 97: 37//CAEN0RHABOITIS E 

LEGANS.//P08124 

F-MAMMA 1001 671 

F-MAMMA 10016 79//PROCOLLAGEN ALPHA 2(IV) CHAIN PRECURSOR. //O. 92: 32: 
S0//HOMO SAPIENS (HUMAN) . //P08 572 

F-MAMMA 1 001 683//HYPOTHETICAL 35.5 KD PROTEIN IN TRANSPOSON TN45S6. 
//0 . 00026 : 1 47 : 34//STREPTOMYCES FRAOIAE. //P2 01 86 
F-MAMMA 1001 686 

F-MAMMA 1 001 692//SMALL HYDROPHOBIC PROTEIN (SMALL PROTEIN 1A).//I. 
0:34:26//BOVINE RESPIRATORY SYNCYTIAL VIRUS (STRAIN A51S08) (BRS). 
//P24616 

F-MAMMAI 001 711//!!! ! ALU SUBFAMILY SQ RARNING ENTRY ! I ! !//1. te-28: 
S6:69//H0MO SAPIENS (HUMAN) . //? 391 94 

F-MAMMAI 001 71 S//! ! ! ! ALU SUBFAMILY J WARNING ENTRY ! ! ! !//1 . 6e-08: 3 
9:7I//HOMO SAPIEHS (KUMAR). //P391 88 

F-MAMMAI 001 730//METALLOTHI ONE I N-B (MTB) . //1 .0:17: 64//STRONCYLOCENT 
ROTUS PURPURATUS (PURPLE SEA URCHIN). //Q27287 

F-MAMMA 1001 7 35//TUBUL IN BETA-5 CHAIN (CLASS- V) . //S. 1 e-1 21 : 21 3: 97// 
CALLUS GALLUS (CHICKEN) . //P096S3 
F-MAMMA 100 1740 

F-MAMMA 100 1743//! ! ! ! ALU SUBFAMILY SX RARNING ENTRY ! ! ! !//1 . 3«-09: 
10O:42//HOMO SAPIENS (HUMAN) . //P391 95 

F-MAMMA 1 00 1744//P0U DOMAIN PROTEIN 2.//0. 97 : S9: 38//BRACHYDANI0 RER 
10 (ZEBRAF I SH) (ZEBRA DAN 10) .//Q90270 

F-MAMMA100174S//LINE-I REVERSE TRANSCRIPTASE HOMOLOG. //2 . I e-43 : 1 9 
9:42//HOMO SAPIENS (HUMAN) . //P08547 

F-MAMMAI 00 1 75I//TRK-8 PROTE IN. //2. 9e-1 5:77: 36//CAENORHABOITIS ELEG 
ANS.//P344I0 

F-MAMMA 1001 7 54//MALE SPECIFIC SPERM PROTEIN MST84D0. //O. 01 9: 20: 4S/ 
/DROSOPHILA MELANOGASTER (FRUIT FLY) .//Q0164S 

F-MAMMA 1001 7 S7//HYP0THET I CAL 9.2 KD PROTEIN IN RNPA 3' REGION. //O. 9 
4:30:43//PSEUOOM0NAS PUT I DA. //P2S753 . 

F-MAMMAI 001 760//!!!! ALU SUBFAMILY SB2 RARNING ENTRY ! ! ! !//4. 8e-3 
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4: 103 :S9//H0N0 SAPIENS (HUMAN). //P391 91 
F-MAMMA1Q01764 

F-MAMMA 1 001 7 68//HV POTHET I CAL PROTEIN UL61.//0. 042: 1 67: 33//HUMAN CY 
TOMECALOVIRUS (STRAIN A0 169) . //PI 881 8 

F-MAMMA100I769//!!!! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! \//t. Oe-29: 
97:69//H0MO SAPIENS (HUMAN) . //P391 94 

F-MAMMAI001 771 //TRANSMEMBRANE PROTEIN SE1 PRECURSOR. //3. 3«-09 : 1 23 : 
32//H0MO SAPIENS (HUMAN) . //PS 1 80S 

F-MAMNAI00I783//!!!! ALU SUBFAMILY J IARNING ENTRY !!!!//!. 1 8-09:5 
S:61//H0M0 SAPIENS (HUMAN) . //P391 88 

F-MAMMA 100 1 78 5//RAS- RELATED PROTEIN RABC.//1. 9ft-06: 1 20: 2S//D ICTYOS 
TEL I UN OISCOIOEUM (SLIME NOLO) . //P 34 143 

F-MAMMA100178S//LINE-1 REVERSE TRANSCRIPTASE H0M0L0G.//9. 3e-29:46: 
76//H0MO SAPIENS (HUMAN) . //P08547 

F-MAMMA100I790//!!!! ALU SUBFAMILY J IARNING ENTRY »! ! !//4. 7e-24:6 
9:69//HOM0 SAPIENS (HUMAN) . //? 391 88 

F -MAMMA 1001801/ /HYPOTHET I CAL 21.2 KD PROTEIN IN T0R2-MNN4 INTERGEN 
IC REGION. //O. 95: SO: 36//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST)./ 
/P36042 

F-NAMMA100I812//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//8. 8t~12: 
53:69//H0MO SAPIENS (HUMAN). //P3919S 

F-MAMMA1Q01815//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG.//0. 1 1 : 30:70/ 
/HOMO SAPIENS (HUMAN) . //P08547 

F-MAMMA1001817//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//2. 9e-16: 8 

6:SS//H0M0 SAPIENS (HUMAN). //P3 91 88 

F-MAMMA1001818 

F-MAMMA100I820//VITELLINE MEMBRANE PROTEIN VM26AB PRECURSOR (PROTE 
IN TU-4) (PROTEIN SV23) . //0. 0030: 63: 42//DROS0PHILA MELANOGASTER (F 
RUIT FLY). //PI 3238 

F-MAMMA1001824//APT0TOIIN VII (PARALYTIC PEPTIOE VII) (PP VII).// 
0. 99:26:34//APT0STICHUS SCHLINGERI (TRAP-OOOR SPIDER) . //P492 71 
F-MAMMA10O1836//!!!' ALU SUBFAMILY SX IARNING ENTRY ! !! !//2. Se-35: 
77SB//H0N0 SAPIENS (HUMAN) . //P3919S 

F-MAMMA10O1837//ZINC FINGER PROTEIN I91.//1. 3«-27:106:58//HOMO SAP 
I ENS (HUMAN). //01 4754 

F-MAMMA1001848//!!!! ALU SUBFAMILY J IARNING ENTRY !!!!//!. Oe-l9:9 
2:S8//H0MO SAPIENS (HUMAN). //P39 188 
F-MAMMA1 001651 
F-MAMMA100I8S4 

F-MAMMA1001858//ISOTOCIN-NEUR0PHYSIN IT 1 PRECURSOR. //O. 93:42: 38// 
CATOSTOMUS COMMERSONI (WHITE SUCKER). //PI 52 10 

F-MAMMA10018S4//PR08ABLE ABC TRANSPORTER PERMEASE PROTEIN MCI 89.// 
0. 77: 161:27/ /MYCOPLASMA GEN I TALI UN. //P47435 

F-MAINtA 1 00 1 868/ /FK SO 6 -8 1 NO I NG NUCLEAR PROTEIN (PEPT IDYL -PROLYL CI 
S-TRANS I SOME RASE) (PPIASE) (EC 5.2.1.8) (PROLINE ROTAMASE) (NUCLE 
OUR PROLINE I SOME RASE) (FKBP-70).//0. 00013: 219: 26//SACCHAROMYCES 
CEREVISIAE (BAKER' S YEAST) . //P3891 1 

F -MAMMA 1 00 1 874//SPERM HI STONE P2 PRECURSOR (PROTAMINE MP2).//0.007 
5:76:31//MUS MUSCULUS (MOUSE). //P07978 

F -MAMMA 1 001 878//GLYC I NE-R I CH CELL IALL STRUCTURAL PROTEIN (CLONE I 
10-1) (FRAGMENT) . //O. 020: 1 0 : 80//LYCOPERS I CON ESCULENTUM (TOMATO)./ 
/Q011S7 
F-MAMMA 100 1880 

F-MAMMA 100 1890//! '! ! ALU SUBFAMILY SC IARNING ENTRY ! ! ! !//5. le-34: 
S6:83//H0M0 SAPIENS (HUMAN). //P39 192 

F-MAMMA 1001 907//!! !! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//2. 7e-l 2 : 
44:68//H0M0 SAPIENS (HUMAN). //P 39 194 

F-MANMA1 00 1 908/ /HYPOTHET I CAL 16.2 KO PROTEIN IN PRP24-RRN9 INTERGE 
NIC REGION. //O. 0001 3: 77: 37//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//Q03525 

F-MANMA 1 001 93 1 //HYPOTHET I CAL 1 18. 2 KD PROTEIN F43C1.1 IN CHROMOSOM 
E MI.//0.41:106:29//CAEN0RHABOITIS ELECANS. //Q09S64 
F -MAMMA 1 00 1 9S6//0CTAPEPT I OE- REPEAT PROTEIN T2. //O. 00053 : 149: 30//MU 
S MUSCULUS (MOUSE). //Q06666 

F -MAMMA 1 00 1 96 3//HY POTHET I CAL PROTEIN IN NAC 5' REGION (ORF X) (FRAG 
MENT) .//I. 0:46: 28//KLEBSIELLA AEROCENES. //Q06600 
F-MAMMA1001969//LINE-1 REVERSE TRANSCRIPTASE H0M0L0G.//1 . 7e-34:97: 
68//H0M0 SAPIENS (HUMAN) . //P08S47 

F-MAMMA1001970//LINE-I REVERSE TRANSCRIPTASE HOMO LOG. //6. 2e-07 : 67 : 
37//H0MO SAPIENS (HUMAN) . //P08S47 

F-NAMMA1001992//PROTEIN Q300. //O. S3: 14: 71//MUS MUSCULUS (MOUSE).// 
Q02722 

F-MAMMAI002009//PROBABLE E5 PROTEIN. //O. 17: 56:3 2//HUMAN PAPILLOMAV 
IRUS TYPE 31 . //PI 7385 

F-MAINtA 1 00201 1//MYR I STOYLATED ALAN I NE-R I CH C-KINASE SUBSTRATE (MAR 
CKS) (PROTEIN KINASE C SUBSTRATE. 80 KD PROTEIN, LIGHT CHAIN) (PKC 
SL) (80K-L PROTEIN). //I. 0:100 :31//H0MO SAPIENS (HUMAN) . //P29966 
F -MAMMA 1002032//! ! ! ! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//3. 1 e-21 : 8 
6:6S//H0MO SAPIENS (HUMAN). //P39 188 

F-MAMMA 100203 3//! HI ALU SUBFAMILY J IARNING ENTRY ! ! ! !//8. Se-20:6 
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7:58//H0MO SAPIENS (HUMAN). //P391 88 

F-MAMMA 1002041 //MALE SPECIFIC SPERM PROTEIN MST84DC. //I. 0: 17: 52//D 
ROSOPHILA MELANOGASTER (FRUIT FLY) . //Q01644 

F-MAMMA 1002042//!!!! ALU SUBFAMILY SC IARNING ENTRY !!• <//0. 19:45: 
46//H0M0 SAPIENS (HUMAN) . //P39I92 

F-MAMMA 1 00204 7/ AY ROS I NE AMINOTRANSFERASE (EC 2.6.1.5) (L-TYROSIN 
E : 2-0X0CLUTARATE AMINOTRANSFERASE) (TAT). //0. 001 7:50: 46//RATTUS NO 
RVECICUS (RAT).//P04694 

F-MAMMA I 00 2056//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//3. 2e-37: 
70:77//H0MO SAPIENS (HUMAN). //P39 194 

F-MAMMA1002058//!!!! ALU SUBFAMILY J IARNING ENTRY • ! ! !//1 . 1 8-08 : 2 
6:76//H0MO SAPIENS (HUMAN) .//P39I88 

F-MAMMA! 00206B//L I NE-1 REVERSE TRANSCRIPTASE H0M0L0G.//2. 0«-U :78: 
46//H0MO SAPIENS (HUMAN) . //P08547 

F-MAMMA1002078//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L). //0. 96: 
26:46//C0TURNIX COTURNIX JAPONICA (JAPANESE QUAIL) .//P50682 
F-MAMMA1 002082//SUPPRESSOR PROTEIN SRP40. //O. 23: 95: 32//SACCHAROMYC 
ES CEREVISIAE (BAKER* S YEAST) . //P32583 

F-MAMMAt 002084//HYPOTHET I CAL 7.5 KO PROTEIN. //1 . 0: 40 : 3S//VACCINI A 
VIRUS (STRAIN COPENHAGEN) .//P205 20 
F-MAMMA 1 002093 

F -MAMMA 10021 08/ /HY POTHET I CAL 35. 5 KD PROTEIN IN TRANSPOSON TN4556. 
//O. 00079: 143:33//STREPT0MYCES FRADIAE.//P20186 

F-MAMMA 1 002 118//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L).//1 .0:4 
3:34//METRIDIUM SENILE (BROIN SEA ANEMONE) (FRILLED SEA ANEMONE)./ 
/047493 

F-MAMMA 1002 125//!!!! ALU SUBFAMILY SC IARNING ENTRY !!!!//!. 9t-1 4: 

60:6B//HOMO SAPIENS (HUMAN) . //P391 92 

F-MAMMAI002132 

F-MAMMA 1002 140//! ! ! ! ALU SUBFAMILY J IARNING ENTRY ! • ! !//1. 4«-24:6 
9 6S//H0M0 SAPIENS (HUMAN) . //P39188 

F-MAMMA 1002 1 43//SE RUM PROTEIN ISE5S.//2. Ie-I6 : 166: 43//H0MO SAPIENS 
(HUMAN) . //Q00587 

F-MAMMA 1 002 145//36. 4 KD PROLINE-RICH PROTEIN. //O. 0001 4 84:2 9//LYCO 
PERSICON ESCULENTUM (TOMATO) . //Q004 51 
F-MAMMA I 002 153 
F-MAMMA10021SS 

F -MAMMA 1 002 1 56//METALLOPR0TE INASE INHIBITOR PRECURSOR. //0. 90:58. 34 

//STREPTOMYCES N I GRESCENS . //PO 1 077 

F-MAMMA10O21S8 

F-MAMMA 1 002 170//40S RIBOSOHAL PROTEIN S2 (S4) (LLREP3 PROTEIN).// 
6.0e-66:I57:70//HOMO SAPIENS (HUMAN) . //PI 5880 

F-MAMMA1002174//!!!! ALU SUBFAMILY J IARNING ENTRY M ! »//6. Se-2S: 5 
6:64//H0M0 SAPIENS (HUMAN) . //P391 88 

F-MAMMAI002198//THIOREDOXIN PEROXIDASE I (TH I OREOOX IN-DEPENDENT PE 
ROXIDE REDUCTASE 1) (THIOL -SPECIFIC ANTIOXIDANT PROTEIN) (TSA) (PR 
P) (NATURAL KILLER CELL ENHANCING FACTOR 8) (NKEF-B) . //9. Oa-09: 28 
IOO//HOMO SAPIENS (HUMAN) . //P321 19 

F-MANMA 1002209/ / T RAN SCR I PT I ON INITIATION FACTOR TFI ID 135 KO SUBUN 
IT (TAFII-13S) (TAFII135) (TAFI 1-130) (TAFI 1 130). //0. 0023: 132: 33// 
HOMO SAPIENS (HUMAN) . //OO0268 

F-MAMMA 1 00221 5// PROCOLLAGEN ALPHA 1(1) CHAIN PRECURSOR. //0. 00032 : 6 
6:35//HOMO SAPIENS (HUMAN) . //P02452 

F-MANMA 10022 19// INTRACELLULAR PROTEIN TRANSPORT PROTEIN USOI.//O.0 
079:224:24//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAST). //P25386 
F-MAMMA1 002230 

F-MAMMA 1 0022 36//TRANSLAT ION INITIATION FACTOR EIF-2B GAMMA SUBUN IT 
(E IF-2B GDP-GTP EXCHANGE FACTOR) . // 1 . 4«- 1 1 8 : 1 5 1 : 94//RATTUS NORVEG 
ICUS (RAT). //P7 0541 

F-NAMMAI002243//1 I SKOTT-ALDR ICH SYNDROME PROTEIN HOMOLOG (IASP) . // 
0.028:1 12 :33//MUS NUSCULUS (MOUSE). //P 703 IS 

F-MAMMA1002250//T-CELL RECEPTOR BETA CHAIN PRECURSOR (ANA 11). //0. 
001 2:80: 32//ORYCTOLACUS CUNICULUS (RABBIT) . //P06333 
F-MAMMA 1002267//ATP SYNTHASE A CHAIN (EC 3.6.1.34) (PROTEIN 6).// 
0.17: 139: 28//TRYPAN0S0MA BRUCE I BRUCE I. //P2 44 99 

F-MAMMA 1 002268//60S RIBOSOMAL PROTEIN L22. //0. 00026 : 1 63 : 30//DROSOP 
HI LA MELANOGASTER (FRUIT FLY) . //PS0887 

F-MAMMA1002269//HISTIDINE-RICH. METAL BINDING POLYPEPTIDE. ?/0. 35: 1 
4:57//HELlCOBACTER PYLORI (CAMPYLOBACTER PYL0RD.//Q48251 
F-MAMMA 1002282//! ! ! ! ALU SUBFAMILY SC IARNING ENTRY !!!!//«. le-05: 
32 :65//HOMO SAPIENS (HUMAN) . //P391 92 

F-MAMMA1002292//TR0POMY0SIN 2.//1.4e-05: 100:30//SACCHARONYCES CERE 
VISIAE (BAKER'S YEAST) . //P404I4 

F-MAMMAI002293//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//6. 8«-25: I 
27:44//H0MO SAPIENS (HUMAN) .//P39IB8 

F-MAMMA 1 002294// ALPHA TRANS- I NOUC I NG PROTEIN (ALPHA-T IF) . //0. 000 1 
1:I38:38//B0VIN£ HERPESVIRUS TYPE I (STRAIN P8-2).//P30020 
F-MAMMA 1 0O2297//A-AGGLUT I N I N ATTACHMENT SUBUN IT PRECURSOR. //0. 15:1 
44:30//SACCHAROMYCES CEREVISIAE (BAKER* S YEAST) . //P32323 
F-MAMMAI0O2298//PR0LINE-RICH PROTEIN NP-3 (FRAGMENT) .//l. Oe-QS: 40: 
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S0//MUS HUSCULUS (BOUSE) . //POS 1 43 

FHIAHMAt002299//NADH-UBIQUINONE OX I DO REDUCTASE CHAIN 41 (EC 1.6.5. 
3).//0.84:65:32//STRUTHIO CAICLUS (OSTRICH) . //OI 1 405 
F-MAMHA1002308//!!!! ALU SU8FAH1LY J WARMING ENTRY !! !!//4. 3»-29:6 
1:73//H0H0 SAPIENS (HUMAN). //P39188 

F -MAMMA 10021 1 0//SPERM M I TOCHONOR I At CAPSULE SELENOPROTEIN (NCS).// 
0.00016:70:38//NUS HUSCULUS (HOUSE). //PI S26S 

F-MAHMA1 002311//!!!! ALU SUBFANtLY SB IARNINC ENTRY • ! ! !//9. 4e-09: 
84:S4//H0M0 SAPIENS (HUNAN) . //P39 1 89 

F-MAMHA1002312//HYPOTHETICAL 10.8 KD PROTEIN IN GP30-RIII INTERGEN ' 
IC REGION (URF T).//0. 48:48: 33//BACTERIOPHAGE T4.//P33084 
F-MAHMAI002317 

F-NANHAI 00231 9//RETR0V I RUS- RELATED POL POLYPROTEIN (CONTAINS: REVE 
RSE TRANSCRIPTASE (EC 2.7.T49): ENDONUCLEASEJ.//0. 01 1 : 128:27//NUS 
HUSCULUS (MOUSE). //P1 1389 
F-MAMMA1Q02322//!!!! ALU SUBFAMILY SX IARNINC ENTRY ! ! M//5. 2e-20: 
92:S7//HOMO SAPIENS (HUMAN).//P39I9S 

F-NAMMA1002329//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6D.//O.OS 
1:33:36//XENOPUS LAEVIS (AFRICAN CUIEO FROG) . //P03931 
F-MAMMA10O2332//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //6. S«-20: 1 1 
fi:51//HOMO SAPIENS (HUMAN) . //P08S47 

F -MAMMA 100233 3// COL LAGEN ALPHA 1(1) CHAIN (FRAGMENTS) .//0. 0017:21 
4: 31 //BOS TAURUS (BOVINE) . //PO 2 45 3 

F -MAMMA 1 002339//COPPER-METALLOTHI ONE I N (CU-MT) ,//0. 59: 42 : 38//HELI X 

POMATIA (ROMAN SNAIL) (EDIBLE SNAIL) . //P5S947 
F-MAMMA 1 002347// ! ! ! ! ALU SUBFAMILY J WARNING ENTRY ! » ! !//0. 43 : 26:6 
I //HOMO SAPIENS (HUMAN) . //P391 88 

F-MAMHA1 002351 //HYPOTHETICAL PROTEIN MJ0304. //2. 3e-07 : 1 39: 2S//METH 
ANOCOCCUS JANNASCHt I.//Q57752 
F-MAMMA10O23S2 

F -MAMMA 100235 3//!!!! ALU SUBFAMILY J IARNINC ENTRY !M !//0. 00028: 3 
180//HOMO SAPIENS (HUMAN). //P39 188 

F-MAMMAI0023SS//!M( ALU SUBFAMILY SP f ARMING ENTRY ! ! ! !//4. 2e-28: 
67:73//HOMO SAPIENS (HUMAN) . //P39I 93 

F-MAMMA1002356//R£LAXIN.//0.95:31:35//SOUALUS ACANTHI AS (SPINY DOG 
FISH). //P1 1953 

F -MAMMA 1 002359//CHLOROPLAST SOS RIBOSOMAL PROTEIN L33.//0. 93:44:36 
//GUILLAROIA THETA (CRYPTOMONAS PHI) . //078487 

F-MAMMA1002360//UTE L2 MU CORE PROTEIN PRECURSOR (PROTEIN X).//0. 
94:30:43//BOVINE ADENOVIRUS TYPE 2 (MASTADENOV I RUS BOS2) . //Q96626 
F-MAMMA1 002 36 1//HH ALU SUBFAMILY J IARNINC ENTRY ! ! ! !//*. 0e-08:4 
5:68//HOMO SAPIENS (HUMAN) . //P39I88 

F-MAHMA10023S2//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) .//O. 58: 
23:26/AUMBRICUS TERRESTRIS (COMMON EARTHWORM) . //Q34942 
F-MANMA1002380//SALIVARY GLUE PROTEIN SGS-3 PRECURSOR. //0. 23: 100: 2 
7//DROSOPHILA SIMULANS (FRUIT FLY) . //PI 3729 
F-MAMMA 1002 384 

F-MAMMA100238S//HYPOTHETICAL 40.9 KD PROTEIN IN ORC2-TIP1 INTERGEN 
IC REGION. //3. 8e-14: 125: 37//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P3824l 

F-MAMMA1002392//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) .//I . 0: 1 
7:S8//BRANCHI0STOMA LANCEOLATUM (COMMON LANCELET) (AMPH I OXUS) . //02 
1003 

F-MAMMA1 00241 1//30S RIBOSOMAL PROTEIN S17.//0. 8S: 49: 32//SYNECHOCYS 
TIS SP. (STRAIN PCC 6803).//P7331 1 

F-MAMMA 1 00241 3//NADH-U8I QUI NONE OX I DO REDUCTASE CHAIN 1 (EC 1.6. S. 
3) (FRAGMENT) . //0. 97:41 :39//DROS0PHILA AFFINIS (FRUIT FLY). //PSI 92 
6 

F-MAMMA! 0024 17//RFB J PROTEIN. //0. 99: 31 : 3S//SHIGELLA FLEXNER I . //P37 
786 

F-MAMMA 1002 427//!!!! ALU SUBFAMILY SQ IARNINC ENTRY ! !! !//1.6e-33: 
13S:59//HQMO SAPIENS (HUMAN) .//PS 9 194 

F-MAMMA 1 002428//HYPOTHET I CAL PROTEIN CI 8. //0. 97: 34:44//SllNEPOX VI 
RUS (STRAIN KASZA) (SPV) . //P32217 

F-MAMMA 10024 34//!!!! ALU SUBFAMILY SB WARNING ENTRY ! ! ! !//3. I e-36 : 
56:78//HOMO SAPIENS (HUMAN). //P3 9 189 
F-MAMMA 1002446 

F-MAMMA 1002454//EARLY NODULIN 20 PRECURSOR (N-20) . //0. 77 : 57: 4S//ME 
DICACO T RUN CA TULA (BARREL MEDIC) . //P93329 

F -MAMMA 1 00 246 1 / /VASOD I LA T OR - S T I MULATEO PHOSPHOPROTEIN (VASP).//1.3 
e-05:193:32//CANIS FAMILIAR IS (DOC) . //P505SI 

F-MAMMA1002470//HYPOTHET I CAL 60.7 KD PROTEIN IN ERC7-NMD2 INTERGEN 
IC REGION. //I . Oe-75: 231 : 60//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P38795 

F-MAMMA 100247 S//POSS I BLE CLOSAL TRANSCRIPTION ACTIVATOR SMF2L4 (SN 
F2-BETA) (8RG-1 PROTEIN) (MITOTIC GROWTH AND TRANSCRIPTION ACT I VAT 
OR) (BRAHMA PROTEIN HOMOLOG 1) . //O. 01 3: 99: 30//HOMO SAPIENS (HUMAN 
). //PS 1532 

F-MAMMA 1 002480/ /NONSTRUCTURAL PROTEIN 5B. //I. 0 : 23 : 43//HUMAN CORONA 
VIRUS (STRAIN 229E) . //PI 9741 



F-MAMMA1002485//STANNIOCALCIN PRECURSOR. //2. 1 e-23: 88: 46//HOHO SAPI 
ENS (HUMAN) . //P52823 

F -MAMMA 1002 494//M0LT- INHIBITING HORMONE (MIH).//1. 0: 32:37//PROCAMB 
ARUS CLARK 1 1 (RED SWAMP CRAYF I SH) . //P55B48 

F-MAMMA 100 2 4 98// S. 7 KD PROTEIN (ORF 5).//1.0:26:42//BARLEY YELLOW 
DWARF VIRUS (ISOLATE PAV) (BYOV) . //P0951 7 

F-MAMMA 1 00252 4//HYPOTHET I CAL 117.8 KD PROTEIN IN STE2-FRS2 INTERGE 
NIC REGION.//5.0e-2S:222:3S//SACCHAROMYCES CEREVISIAE (BAKER'S YEA 
ST).//P43S71 

F-MAMMAI0O2530//CYTOSOLIC PHOSPHOL I PASE A2 (EC 3.1.1.4) (CPLA2) (P 
HOSPHAT I DYLCHOL I NE 2-ACYLHYDROLASE) / LYSQPHOSPHOL I PASE (EC 3.1.1. 
5).//4.Se-12:88:44//HOMO SAPIENS (HUMAN) . //P477 12 
F-MAMMA 1002545//!!! ! ALU SUBFAMILY SX WARNING ENTRY ! ! M//4. 3e-29: 
97:71//HOMO SAPIENS (HUMAN) . //P39195 

F-MAMMA1 0025S4//DNA-0 I RECTED RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7.7.6) (RPBI) (FRAGMENT) . //0. 46 : 54 : 40//CR ICETULUS GR1SEUS (CHIN 
ESE HAMSTER). //P1 1414 

F-MAMMA 1 00 2 5 56//ME TALLOTH I ONE I N 20-1 ISOFORMS A AND B (MT-20-IA AN 
D MT-20- IB). //0. 99:21 :47//MYTILUS EDULIS (BLUE MUSSEL). //P80251 
F-MAMMA1002S66//TRANSCRIPTI0N FACTOR P65 (NUCLEAR FACTOR NF-KAPPA- 
B P65 SUBUNIT).//0.70:130:30//MUS HUSCULUS (MOUSE) . //Q04207 
F-MAMMA 1 002571//0NA-0 I RECTED RNA POLYMERASE II LARGEST SUBUNIT (EC 

2.7.7.6) (FRAGMENT).//0.54:45:51//DICTYOSTELIUM 0ISC01DEUH (SLIME 

MOLO).//P35084 

F-IIAMHA10O2573//PARATHYMOSIN.//l.5e-07:69:46//HOMO SAPIENS (HUMAN 
).//P20962 

F-HAMHA10O258S//HVOSIN LlCHT CHAIN I, SLOW-TWITCH MUSCLE B/VENTRIC 
ULAR I SOFORM (FRAGMENT) . //0. 38: 36 : 36//MUS HUSCULUS (MOUSE) . //P09S4 
2 

F-MAMMA1 002590//! !! ! ALU SUBFAMILY SX WARNING ENTRY !!! !//0. 99:22: 
77//HOMO SAPIENS (HUMAN) .//P39 195 

F-MAMMA1002S97//!!! ! ALU SUBFAMILY SQ WARNING ENTRY ! ! • !//2. I t-1 8: 
44:70//H0MO SAPIENS (HUMAN) . //P39 1 94 

F-MAMMA1002S98//60S RIBOSOMAL PROTEIN L7.//1 . 8e-l6 :40: 100//HOMO SA 
PI ENS (HUMAN) . //PI 81 24 
F-MAMMA 1002603 

F-MAMHA10O2612//30S RIBOSOMAL PROTEIN S16 (FRAGMENT) . //1 . 0: 29: 37// 
THERMUS AQUATICUS.//007348 

F -MAMMA 1 0026 17// ACIDIC PROLINE -RICH PROTEIN PRECURSOR (CLONE PRP2 
5) (FRAGMENT) . //0. 00041 : 81 : 34//RATTUS NORVEGICUS (RAT) . //PI 01 64 
F-MAMMA 1 00261 8//ESCARGOT/SNA I L PROTEIN HOMOLOG (FRAGMENT) . //0. 11:1 
8 : 50//PSYCHOOA C I NEREA. //Q02027 

F-MAMMA 1 00261 9//PR06ABLE UBIQUITIN CARBOXYL- TERMINAL HYDROLASE K02 
C4.3 (EC 3. 1.2. 15) (UBIQUITIN THI OLE STE RASE) (UBIQUI TIN-SPECIFIC P 
ROCESSING PROTEASE) (DEUBIQUITINATING ENZYME). //I. 8e-13: 1 10: 40//CA 
ENORHABDITIS ELEGANS.//Q09931 

F-MAMMA1 002622//!!'! ALU SUBFAMILY J WARNING ENTRY ! ! ! !//8. 4«-0S: 5 
3S8//H0M0 SAPIENS (HUMAN) . //P3 91 88 

F-MAMMA 1 0026 2 3// PEPT IDYL -GLYCINE ALPHA-AM I OAT I NG MONOOXYGENASE PRE 
CURSOR (EC 1.14.17.3) (PAH) . //2. Se-07: 37: 78//HOMO SAPIENS (HUMAN) . 
//PI 9021 
F-MAMMA 1002625 

F-MAMMA1002629//!!!! ALU SUBFAMILY J WARNING ENTRY ! M !//4.4e-»9:4 
9.73//HOMO SAPIENS (HUMAN) . //P 391 88 

F-MAMMA 1 0026 36//COLLAGEN ALPHA 2 (VI) CHAIN (FRAGMENT) .// 1 . 7 e~07 18 
9:32//H0M0 SAPIENS (HUMAN). //PI 21 10 

F-MAMHA1002637/AINESIN LIGHT CHAIN (KLC) . //7. 7«-54 : 227: S2//RATTUS 

NORVEGICUS (RAT).//P3728S 
F-MAMMA 1 002 646//NEUR0F I LAMENT TRIPLET H PROTEIN (200 KD NEUROF I LAN 
ENT PROTEIN) (NF-H) . //0. 034 : 1 99 : 25//MU5 HUSCULUS (HOUSE) .//PI 9246 
F -MAMMA 1 002650//TRANSCR I PT I ON REGULATOR PROTEIN' BACH 2 (BTB AND CMC 

HOMOLOG 2). //I. 7e-07 : 104: 32//MUS HUSCULUS (HOUSE) . //P97303 
F-MAMMA I 002655//SMALL PROLINE-RICH PROTEIN II (SPR-II) (CLONE 174 
N).//1.0:2S:44//H0M0 SAPIENS (HUMAN) . //P22532 
F-MAMMA 1 002662 

F-MAMMA1002665//!!!! ALU SUBFAMILY SQ WARNING ENTRY • ! ! !//2. 3e-07: 
54:57//H0M0 SAPIENS (HUMAN). //P391 94 

F-MAMMA! 00267 1 //ACETYL-COENZYME A SYNTHETASE (EC 6.2.1.1) (ACETAT 
E— COA LI CASE) (ACYL- ACTIVATING ENZYHE) .//1 . 4«-l0: 1 44 : 31//ESCHERI 
CHIA COLI.//P27550 

F-HAMMA1002673//BREVICAN CORE PROTEIN PRECURSOR. //O. 76:64: 39//BOS 
TAURUS (BOV I NE) . //Q28062 

F-MAMMA 1 002 684 //HYPOTHET I CAL 11.8 KD PROTEIN IN GPS5-NRDG INTERGEN 

IC REGION.//0.094:77:27//BACTERIOPHAG£ T4.//P07079 

F-MAMMA 1 00268 5//C0LLAGEN ALPHA 1(1) CHAIN (FRAGMENTS). //O. 001 7: 17 

7:34//RATTUS NORVEGICUS (RAT). //P02454 

F-MAMMA 1002698 

F-MAMMA I 002699//HY PC THETt CAL 45.1 KD PROTEIN IN RP5S-ZMS 1 INTERGEN 
IC REG10N.//I.2e-28:I27:47//SACCHAR0HYCES CEREVISIAE (BAKER" S YEAS 
T).//P47160 
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F-MAMMAI002701//!!!! ALU SUBFAMILY J WARNING ENTRY !!■!//!. 0:14:9* 
//HOMO SAPIENS (HUNAN) . //P 3 9 1 88 

F-MAMMAI 002708//!!!! ALU SUBFAMILY SP WARNING ENTRY ! ! ! !//7. 9e-27: 
52:6S//HOMO SAPIENS (HUNAN) . //P391 93 

F-NAMMA1002711//M!! ALU SUBFAMILY J fARNINC ENTRY !!!!//!. 7e-Z4:S 
4:75//H0MO SAPIENS (HUMAN) . //P39188 
F-MAMMA 1002721 

F-MAMMA1002727//S0X-13 PROTEIN (FRAGMENT). //0. 70: 36: 38//MUS MUSCUL 
US (MOUSE). //004891 

F-MAMMA100272B//HTPOTHET I CAL 6.0 KO PROTEIN. //1. 0:25: 44//THERM0PR0 
TEUS TENAX VIRUS I (STRAIN KRAI) (TTVD.//P1930S 

F-MAMMA 1 002 744//HT POTHET I CAL 13.4 KD PROTEIN IN ACTS-YOU INTERGEN 
IC REGI0N.//1.0:S2:34//SACCHAROMYCES CEREVIS1AE (BAKER' S YEAST).// 
P38834 

F-NAMMA1 002746//HY POTHET I CAL 5.6 KO PROTEIN (ORF A-45). //I. 0:22:40 
//SULFOLOBUS VIRUS -LIKE PARTICLE SSV1 .//P20I98 
F-MAMMA 1002748 

F-MAMMA1002754//! ! ! ! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//5. 1 e-21 : 5 
6 64//H0NO SAPIENS (HUMAN) . //P391 88 

F-MANMAI002758//MALE SPECIFIC SPERM PROTEIN NST8400. //O. 37: 14:64// 
OROSOPHILA MELANOGASTER (FRUIT FLY) . //Q0 1645 

F-MAMMA1 002764//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//4. 7e-32 : 
79:60//HOMO SAPIENS (HUMAN) . //P391 94 

F-MAMMA10O2765//PAMTHYNOSIN.//0.79:63:28//BOS TAURUS (BOVINE). //P 
08814 

F-MAMMA 1 002769//GAR2 PROTE IN. //0. 00037 : 1 92 : 27//SCH I ZOSACCHAROMYCES 

POMBE (FISSION YEAST). //P4 189 1 
F-MAMMA1002775//HYPOTHETICAL 36.7 KD PROTEIN C2F7. 14C IN CHROMOSOM 
E I . //5. 4e-54 : 240: 49//SCHI ZOSACCHAROMYCES POMBE (FISSION YEAST).// 
Q09704 

F-MAMMA1 002780 

F-MAMMA 1002782//MARCAT0X IN (MGTX) .//1 . 0: 31 : 38//CENTRUR0I0ES MARGAR 
ITATUS (SCORPI0N).//P40755 

F-MAMMA1 002796// ICE NUCLEATION PROTE IN. //0. 001 8: 100: 41//PSEU00M0NA 
S FLUORESCENS.//P0981S 

F-MAMMA1002807//M!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//9. 3e-23: I 
0O:S9//H0MO SAPIENS (HUMAN). //P391 88 

F-MAMMAI002820//NEUROTOIIN IV (LOO IV).//I.O: 18:50//LEIURUS QUINQU 
ESTRIATUS QUINQUESTRIATUS (EGYPTIAN SCORPION) . //PO 1489 
F-MAMMA1002830//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//4. 7e-24: 
55:74//HOMO SAPIENS (HUMAN) . //P391 95 

F-MAMMA10O2833//!! !! ALU SUBFAMILY SB IARNING ENTRY f !!«//!. 6e-3l : 
95:73//HOMO SAPIENS (HUMAN). //P3 9 189 

F-NAMMA 1 00283 5//HY POTHET I CAL 42.1 KD PROTEIN FI3G3.3 IN CHROMOSOME 

I. //1. 0:54: 3 7//CAEN0RHAB0 1 T I S ELECANS . //Q1 941 7 
F-HAMMA1002838//!!!! ALU SUBFAMILY SP IARNING ENTRY ! ! ! !//2. 5«-27 : 
99:70//H0MO SAPIENS (HUMAN) . //P391 93 

F-MAMMA 1 002842//! ! ! ! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//2. 3e-1 3: 
65:63//H0M0 SAPIENS (HUMAN). //P3919S 

F-MAMMA 1 002843//METALL0TH I ONE I N- 1 1 (MT- II). //O. 97/: 1 9 : 47//MUS MUSCU 
LUS (MOUSE). //P02798 

F -MAMMA 1 002844/ /HYPOTHET I CAL 24.1 KD PROTEIN IN LEF4-P33 INTERGEN I 
C REGION. //4.9e-08: 11 9:36// AUTOCRAPHA CAL IFORN ICA NUCLEAR POLYHEDR 
OS IS VIRUS (ACMNPV).//P41479 

F-MAMMA 1002 8S6//A TP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) .//O. 98: 
37:37//PAM TROGLODYTES (CHIMPANZEE) .//Q3 5647 

F-MAMMAt 002868// ! ! ! ! ALU SUBFAMILY J IARNING ENTRY » ! ! !//3. 8e-l0: 5 
1 : 62//K0M0 SAPIENS (HUMAN) . //P391 88 

F-MAMMA 1002 86 9//P INCH PROTEIN (PARTICULARY INTERESTING NEff CYS-HIS 

PROTEIN). //I. 8e-95: 194: 78//HOMO SAPIENS (HUMAN) . //P48059 
F-MAMMA 1 00287 1 //G- PROTE I N COUPLED RECEPTOR HOMOLOG R33.//1. 0:51 :35 
//RAT CYTOMEGALOVIRUS (STRAIN MAASTRICHT) .//0 1 2000 
F-NAMMA 1 002680 

F-MAMMA 1002881 //GLIOMA PATHOGENESIS- RELATED PROTEIN (RTVP-1 PROTE I 
N).//3.3t-22:180:35//HOMO SAPIENS (HUMAN) . //P 48 060 
F-MAMMA1002886//MYOSIN HEAVY CHAIN IB (MYOSIN HEAVY CHAIN IL).//0. 
000 1 1 : 1 48 : 3 9/ /ACANTHAMOEBA CASTELLAN 1 1 (AMOEBA) . //PI 9 706 
F-MAMMA1002887 

F-MAMHAI002890//A- AGGLUTININ ATTACHMENT SUB UN IT PRECURSOR. //0. 030 : 
142:25//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). //P32323 
F-MAMMA I 002892 

F-MAHIA 1002 89 S//HY POTHET I CAL PROTEIN UL61. //O. 00099: 143:3 S//HUMAN 
CYTOMEGALOVIRUS (STRAIN AO! 69) . //PI 6818 

F-MAMMA 1002908//T-CELL RECEPTOR BETA CHAIN PRECURSOR (ANA 11).//0. 
I2:44:43//ORYCTOLACUS CUNICULUS (RABBIT) . //P06333 
F-MAMMA 1 002909//! ! ! ! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//0.O00l 1 : 2 
8 75//H0MO SAPIENS (HUMAN) . //P39I88 

F-MAMMA 1 002 93 0//BOMBYI IN A-7 PRECURSOR (BBX-A7) (4K-PR0TH0RACIC0TR 
OP I C HORMONE) (4K-PTTH) . //O. 99 : 45: 46//B0M8YX MORI (SILK MOTH). //P2 
6730 



F-MAMMA1002937//ZINC FINGER PROTEIN 42 (MYELOID ZINC FINGER 1) (HZ 

F-1).//6.5t-24:»47:34//HOMO SAPIENS (HUMAN) . //P28698 

F-MAMMA1002938//CERULOPLASMIN PRECURSOR (EC 1.16.3.1) (FERROXIDAS 

E).//4.7«-l1:44:68//MUS MUSCULUS (MOUSE) . //Ml 147 

F-MAMMA 1002941 //PROTE IN QJOO. //O. 0076: 21 : 61//MUS MUSCULUS (MOUSE). 

//002722 

F-MAMMA1002947//HYPOTHETICAL 35.5 KD PROTEIN IN TRANSPOSON TN4S56. 
//1 . 9e-08 : 1 52 : 3 8//ST REPTOMYCE S FRAD I AE. //P201 86 
F-MAMMA 1002964 

F-MAMMA1O02970//!!!! ALU SUBFAMILY S8 IARNING ENTRY !!! !//0. 0057:5 
S:43//H0M0 SAPIENS (HUMAN) . //P 39 189 

F-MAMMA1O02972//BRA IN-SPECIFIC HOMEOBOX/POU DOMAIN PROTEIN 3A (BR 
N-3A) (OCT-Tt) (HOMEOBOX/POU DOMAIN PROTEIN RDC-D.//0. 84:53 :41//H 
OMO SAPIENS (HUMAN) . //QOI 851 

F-MAMMA1002973//!!!! ALU SUBFAMILY SC IARNING ENTRY ! ! ! !//4. 6t-t I : 
54:68//H0M0 SAPIENS (HUMAN) . //P391 92 
F-MAMMA1 002982 

F-MAMMA 1002987//HYPOTHET I CAL 11.9 KD PROTEIN IN RPC8-MFA2 INTERGEN 
IC REGION. //O.l^ 47 :29//SACOttROMYCES CEREVISIAE (BAKER'S YEAST)./ 
/P53906 

F-MAMMA1O030O3//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//8. 6e-09 : 
30:73//HOMO SAPIENS (HUMAN) . //P391 95 

F-MAMMA 1 003004// ! ! ! ! ALU SUBFAMILY SX IARNING ENTRY ! M !//0. 0071 : 4 
1:58//HOMO SAPIENS (HUMAN) . //P39I95 

F-MAMMA 1 00300 7//SPERN PROTAMINE PI . //0. 0076: SI : 37//TACHYGLOSSUS AC 
ULEATUS ACULEATUS (AUSTRALIAN ECHIDNA) . //P3531 1 

F-MAMMA 1003011 //HI STONE MACR0-H2A. 1 . //1 . 8c-60: 1 75: 70//RATTUS NORVE 
CICUS (RAT).//Q02874 

F-MAMMA1003O13//ACTIN BINDING PROTEIN. //O. 097:83: 31// SACCHAROMYCES 

EXIGUUS (YEAST). //P 384 79 
F-MAMMA 1 00301 S 

F-MAMMAI 00301 9//NY0TUBUUUMN.//O. 022: 56 :37//HOMO SAPIENS (HUMAN)./ 
/Q13496 

F-MAMMA 1 00 3026//HY POTHE T I CAL 29.3 KO PROTEIN (ORF92) . //O. 001 4: 208: 
27//ORGYIA PSEUOOTSUGATA MULT I CAPS ID POLYIDROSIS VIRUS (OPMNPV)./ 
/O 10341 

F-MAMMA 1 00303 1 //PROBABLE E4 PROTEIN (El E4) .//0. 14:49: 32//HUMAN PA 
P1LL0MAVIRUS TYPE 6B.//P064S9 

F-MAMMA 1 00303S//HYPOTHET1 CAL 24.4 KD PROTEIN IN LPD 3' REGION (ORF 
4) . //5. 1 «- 1 2 : 1 1 2 : 34//ZYMOMONAS MOB I L I S. //066 1 1 4 

F-MAMMA 1003039//!!!! ALU SUBFAMILY J IARNING ENTRY ! ■ ! !//2. 4e-07 : 6 
B:54//H0M0 SAPIENS (HUMAN) . //P391 88 

F-MAMMA 1 003040//!!!! ALU SUBFAMILY S81 WARNING ENTRY !!!!//2.8«-3 
9:90:S7//HOMO SAPIENS (HUMAN). //P39 190 
F-MAMMA 1003044 

F -MAMMA) 003047//SPERN HI STONE P2 PRECURSOR (PROTAMINE 2). //0. 18:2 
S:44//B0S TAURUS (BOVINE) . //PI 9782 

F-MAMMA 1003049//PROBABLE E4 PROTE I N. //O. 50 : 67 : 29//HUMAN PAPILLOMAV 
IRUS TYPE 6C.//P20969 

F-MAMMA 1003055/ /WEAK TOXIN CM-2. //O. 99: 23: 30//NAJA HAJE HAJE (EGYP 
TIAN C08RA).//P01415 

F-MAMMA 1003056//EXPORTED PROTEIN 7 (FRAGMENT) .//!. 0: 52: 32//STREPT0 
COCCUS PNEUMONIAE. //P3S597 

F-MAMMA 1003057//MD6 PROTEIN. //1 . 5i -85: 168: 95//MUS MUSCULUS (MOUSE 
).//060S84 

F-MAMMA 1003066//REGB PROTE IN. //1. 0:62:27//PSEUDOMONAS AERUGINOSA. / 
/Q03381 

F-MAMMA1 003089//!!!! ALU SUBFAMILY SB1 WARNINC ENTRY !•!•//$. lt-1 
5:44:77//K0M0 SAPIENS (HUMAN) . //P391 90 

F-MAMMA 1 003099//ENDOTKEL I AL ACT I N-B I NO t NG PROTEIN (ABP-280) (NONMU 
SCLE F I LAM IN) (F I LAM IN 1) . //4. 8e-20: 80: 62//HOMO SAPIENS (HUMAN).// 
P21333 

F-MAMMA 1 0031 04//PH0T0S Y STEM I REACTION CENTRE SU8UNIT VI 1 1. //O. 98: 
22:40//SYNECHOC0CCUS ELONGATUS NAEGELI.//P2S900 
F -MAMMA 1 0031 1 3 //PROCOLLAGEN ALPHA 2(1) CHAIN PRECURSOR (FRAGMENTS 
) . //O. 67 : 35 : 45//GALLUS CALLUS (CHICKEN) . //P02467 

F-MAMMA1003I27//HY0SIN I ALPHA (MM I -ALPHA). //5. 2«-34: 141 :56//MUS H 
USCULUS (MOUSE). //P46735 

F-MAMMA 1 003 1 3 5//HY POTHET I CAL 182.0 KD PROTEIN IN NMDS-H0M6 INTERGE 
NIC R£CION.//3.6e-05:91:34//SACCHAROMYC£S CEREVISIAE (BAKER'S TEAS 
T).//P47I70 
F-MAMMA1003140 

F-MAMMA1003146//MALE SPECIFIC SPERN PROTEIN MST87F. //I. 0 : 33 : 36//DR 
OSOPHIU MELANOGASTER (FRUIT FLY).//P08175 

F-MAMMA 1 003 1 50//HYPOTHET I CAL 84.3 KD PROTEIN ZK945. 10 IN CHROMOSOM 

E ll.//4.4e-IO:2S4:30//CAENORHA8DITIS ELECANS. //QO 96 2 5 

F-MAMMA) 0031 66//BRA IN PROTEIN HS. //4. 0«-42: 182:48//H0M0 SAPIENS (H 

UMAN).//043236 

F-NT 2 RM 100000 1 //HYPOTHETICAL 8.7 KD PROTEIN IN RPL22-RPL23 INTERGE 
NIC REGION (0RF70).//0. IS: 38: 34//ASTASIA LONGA (EUCLENOPHYCEAN ALG 
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A).//P34779 
F-NT2RM1000O18 

F-NT2RM1000O32//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (ASL) . //O. 51 : 
I7 41//CTPHINUS CARP 10 (COMMON CARP) . //P24948 

F-NT2RM 1 00003 S//3 -HVDROX Y - 3-METHY LC LUTAR YL -COENZYME A REDUCTASE (E 
C 1.1.1. 34) (HMC-COA REDUCTASE) . //O. 0001 1:114: 27//BLATTELLA GERMAN 
ICA (GERMAN COCKROACH) . //P549S0 

F-NT2RM1000O37//HETALLOTHIONEIN-I I (MT-I D.//O.OZS: 19:47//SCYLLA S 
ERRATA (MUD CRAB) . //P028Q6 

F-NT2RH100OO39//VITELLINE MEMBRANE VM34CA PROTEIN PRECURSOR. //O. 00 
083:64:33//DROSOPHILA HE LAN OCAS TER (FRUIT FLY) .//Q06521 
F-NT2RH100OO55//HISTIDINE-RICH GLYCOPROTEIN PRECURSOR. //1 . 1 0-07 : 3 
4:S5//PLASNODIUM LOPHURAE.//P04929 

F-NT2RM1 000O59//MYOCYTE-SPEC I F I C ENHANCER FACTOR 2B (SERUM RESPONS 
E FACTOR-LIKE PROTEIN 2) (XMEF2) (RSRFR2) . //O. 18:83 :36//HOMO SAP1E 
NS (HUMAN). //QO 2080 

F-NT2RM100OOS2//PROLINE-RICH PEPTIDE P-B.//0. 54:34 :44//HOM0 SAPIEN 
S (HUMAN).//P02BI4 

F-NT2RM1OODO80//HYPOTHET1 CAL 35.7 KD PROTEIN SLR1 12B.//2. U-20: M 

9:40//SYNECHOCYSTIS SP. (STRAIN PCC 6803) . //P72655 

F-NT2RN I 000086// SAL I VARY PROLINE-RICH PROTEIN PO (ALLELE K) [CONTA 

INS: PEPTIDE P-D] (FRAGMENT). //O. 20:56: 3S//HOM0 SAPIENS (HUMAN).// 

P10IS2 

F-NT2RMI 000092//COLLAGEN- L I KE PROTE I N. //0. 00 1 7 : 44 : 4S//HERPESV I RUS 
SAIMIRI (SUBGROUP C / STRAIN 488) . //P22S76 

F-NT2RMI 000 1 1 8//CALC I NEUR I N B SUBUNIT (PROTEIN PHOSPHATASE 2B REGU 
LATORY SUBUNIT) (CALCINEURIN REGULATORY SU8UNI T) . //5. 7e-07: 109:28/ 
/NEUROSPORA CRASSA. //PB7072 

F-NT2RM1 000 1 1 9//TRANSCR I PT I ONAL REGULATOR IE63 (VMI63) (ICP27).// 
0.0050:13S:32//HERPES SIMPLEX VIRUS (TYPE 2 / STRAIN HCS2) . //P2827 
6 

F-NT2RM1000127//EXTENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN).// 
0.032: 68 :32//S0RGHUM VULGARE (SORGHUM) . //P 241 52 

F-NT2RM1 000 1 3 1 //METALLOTH I ONE I N- 1 1 1 (NT- III) (GROWTH INHIBI TORY FA 
CTOR) (GIF).//0.82:33:39//BOS TAURUS (BOVINE). //P37359 
F-NT2RM1 0001 32//NADH-UBI QUI NONE OX I DO REDUCTASE 13 KD-A SUBUNIT PRE 
CURSOR (EC 1.6.5.3) (EC 1.6.99.3) (COMPLEX I-13KD-A) (C I - 1 3KD-A) . / 
/2.7e-59:124:91//H0MO SAPIENS (HUMAN). //07S380 

F-NT2RM1000153//CYTOSOLIC PURINE 5' -NUCLEOTIDASE (EC 3. 1. 3. 5) . //2. 
5a-08 : 1 48 : 29//HOMO SAP I ENS (HUMAN) . //P49902 

F-NT2WI1 000 1 86/ /CALC I NEUR I N B SUBUNIT (PROTEIN PHOSPHATASE 28 REGU 
LATORY SUBUNIT) (CALCINEURIN REGULATORY SUBUNI T) .//I . 9«-07: 109:27/ 
/NEUROSPORA CRASSA. //P87072 

F-NT2RM1 000 1 87/ /PUTAT I VE PRE-NRNA SPLICING FACTOR ATP-DEPENDENT RN 
A KELICASE SPACI0F6. 02c! //1 . 0«-1 2 : 94: 4S//SCHIZ0SACCHAROMYCES POMBE 

(FISSION YEAST). //042643 
F-NT2RM1000199//CUTICLE COLLAGEN 12 PRECURSOR. //0. 46: 130: 33//CAENO 
RHA60ITIS ELEGANS.//P20630 

F-NT2RM1000242//PUTATIVE ATP SYNTHASE J CHAIN. MITOCHONDRIAL (EC 
3.6. 1.34) V/0. 85:38 :36//SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST). 
//013931 

F-NT2RM1 000244//HYPOTHET I CAL 131.5 KO PROTEIN C02F12.7 IN CHROMOSO 
ME X.//0.0O5S:98:36//CAEN0RHABDlTIS ELEGANS. //Ql 1 102 
F-NT2RM1O0O2S2//TRICHOHYALIN.//2.9«-O6:8B:36//0VIS ARIES (SHEEP)./ 
/P22793 

F-NT2 RM1 0002 S6//GLUC0SAM I NE — F RUCTOSE-6 - PHOSPHATE AMINOTRANSFERASE 

[iSOMERIZ IMG] (EC 2.6.1.16) (HEXOSE PHOSPHATE AMINOTRANSFERASE) ( 
D-FRUCTOSE-6- PHOSPHATE AMI DOT RANSFE RASE) (CFAT).//2. 9«-S4: 153:67/ 
/MUS MUSCULUS (MOUSE) . //P478S6 

F-NT2RM1O0O2S7//MAGO NASH I PROTEIN.//S. 9e-64: 1 35: 89//DROSOPHI LA HE 
LANOGASTER (FRUIT FLY) . //P49028 
F-NT2RM1 000260 

F-NT2RM1 00027 1 //GALACTOK I NASE (EC 2. 7. 1. 6).//0. 99:41 :39//BACILLUS 
SUBTIL I S.//P39574 

F-NT2RM1O0O272//HYP0THETICAL 55. 5 KD PROTEIN ZK1128.2 IN CHROMOSOM 
E Ill.//B.8e-2S:I31:4S//CAEN0RHABDITIS ELEGANS. //Q09357 
F-NT2RM100O280//VACUOLAR ATP SYNTHASE SUBUNIT D (EC 3.6.1.34) (V-A 
TPASE D SUBUNIT) (V- ATPASE 28 KD ACCESSORY PROTEIN) .// 2. 5»-63: 12 
l:94//B0S TAURUS (BOVINE). //P39942 

F -N T 2 RM 100 03 00// TREACLE PROTEIN (TREACHER COLLINS SYNDROME PROTE I 

N).//0.St:l4S:26//HOM0 SAPIENS (HUNAN) . //Ql 3428 

F-NT2RMI00O314 

F-NT2RM1 00031 8//50S R 1 BOSOMAL PROTEIN L23.//0. 83:2B:3S//AQUIFEX AE 

0LICUS.//066433 

F-NT2RM1 000341 

F-NT2RMI 0003S4//HYPOTHET I CAL 5.8 KD PROTEIN IN PUHA 5' REGION (ORFS 
S) . //O. 95:43: 37//RHODOBACTER CAPSUUTUS (RHOOOPSEUOOMONAS CAPSULAT 
A).//P26159 

F-NT2RMI 00O355//SPERM-SPEC I F IC PROTEIN PMI-1 .//0.00I6:73:43//MYTIL 
US EDULIS (BLUE MUSSEL) . //Q046 21 
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F-NT2RN1 000365/ /HTPOTHET I CAL PROTEIN KIAA0140. //3. Se-lO: 83:49//H0M 

0 SAPIENS (HUMAN). //Ql 4 153 

F-NT2RN1 00037 7//DUAL SPECIFICITY PROTEIN PHOSPHATASE 9 (EC 3.1.3.4 
8) (EC 3.1.3.16) (M 1 TOCEN- ACT I VATEO PROTEIN KINASE PHOSPHATASE 4) 
(HAP KINASE PHOSPHATASE 4) (MKP-4) .//4. 9«-)8: 1 1 3: 38//HOMO SAPIENS 
(HUMAN) . //Q999S6 

F-NT2RH1 O00388//HYPOTHET I CAL 27.7 KD PROTEIN IN CPT1 -SPC98 INTERGE 
NIC REGION. //O. 00023:67: 3 1//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P539I5 

F-NT2RM1000394//HISTONE H3.3 (H3.B) (H3. 3Q). //4. 7e-S2: 71 :91//H0MO 
SAPIENS (HUMAN). NUS MUSCULUS (MOUSE). RATTUS NORVEGICUS (RAT). OR 
YCTOLAGUS CUNICULUS (RABBIT). CALLUS CALLUS (CHICKEN). SPISULA SOL 

1 DISS IMA (ATLANTIC SURF-CLAM). OROSOPHILA NE LANOGASTER (FRUIT FLY 
). AND DROSOPHILA HYOEI (FRUIT FLY) . //P06351 

F-NT2RH1000399//ENDOTHELIN-2 PRECURSOR (ET-2) (FRAGMENT). //O. 92 2 
4:4S//CANIS FAN I L I AR I S (DOG) . //PI 2064 

F-NT2RM1 000421 //CUT I CLE COLLAGEN 2C (FRAGMENT). //0. 12:93: 3 3//HAEM0 
NCHUS C0NT0RTUS.//P16252 

F-NT2RM1000430//PISTIL-SPECIFIC EXTENSIN-LIKE PROTEIN PRECURSOR (P 
ELP) . //O. 13:86: 31 //N I COT I ANA TABACUM (COMMON TOBACCO) . //Q032 1 1 
F-NT2RM1 000499//HYP0THET I CAL PROTEIN KIAA0041 (FRAGMENT) .//2. 9e-1 
7:7S:49//HOMO SAPIENS (HUMAN). //Ql 5057 

F-NT2RHI 000539//HYPOTHET ICAL 10.4 KD PROTEIN IN FTR1-SPT15 INTERGE 
NIC R£GION.//2.9e-l6:82:Sl//SACCHARONYCES CEREVISIAE (BAKER 5 YEAS 
T).//P40089 

F-NT2RM1 OQ0S53//GLYCOL I P I D TRANSFER PROTEIN (CLTP).//6. 4«-06: 103:3 
3//SUS SCROFA (PIG). //PI 7403 

F-NT2RM1000555//UNR PROTEIN. //8. 7e-77: 105: 9S//RATTUS NORVEGICUS (R 
AT). //PI 8395 

F-NT2RMIOOOS63//DNA-BINDINC PS2/P100 COMPLEX. 100 KD SUBUNIT (FRAG 
HENTS).//0. 15:20: S0//H0M0 SAPIENS (HUMAN) . //P30808 
F -NT2RM1 0006 2 3/ /CLARA CELL PHOSPHOLIPID-BINOINC PROTEIN PRECURSOR 
(CCPBP) (CLARA CELLS 10 KO SECRETORY PROTEIN) (CCIO) . //O. 17: 70: 34/ 
/HOMO SAPIENS (HUMAN) . //P 1 1 684 

F-NT2RM1 000648//GLYCOSYLTRANSFERASE ALC2 (EC 2. 4. I. -) . //2. Oe-22 13 
3:42//SACCHAROMVCES CEREVISIAE (BAKER* S YEAST) . //P43636 
F-NT2RM1000661//NETALLOTHIONEIN-III (MT-I 1 1) (CROITK INHIBITORY FA 
CTOR) (GIF) (G I FB).//0. 0060: 24 :33//HOMO SAPIENS (HUNAN) . //P2 571 3 
F-NT2RMI000666//COLO SHOCK PROTEIN SC0F.//9. 1«-07:67:41//STREPTOMY 
CES COELICOL0R.//P48859 

F-NT 2 RM 1 00066 9/ /CHLOROPL AST 50S R I BOSOMAL PROTEIN L31.//0. 071 :69.3 
1//P0RPHYRA PURPUREA. //PS 1 290 

F-NT2RM1000672//SIGNAL RECOGNITION PARTICLE SEC6S SUBUNIT (F RAGMEN 
T).//0.27:42:42//KLUVVEROMYCES LACTIS (YEAST) 7/013475 
F-NT2RMI 00061 I //RETINOBLASTOMA BINDING PROTEIN 2 (RBBP-2) . //4. 3e-4 
2:241 :42//HOM0 SAPIENS (HUMAN) . //P 2 9375 

F-NT2RM1000699//N2. N2-DIMETHYLGUAH0SINE TRNA METHYLTRANSFERASE PRE 
CURSOR (EC 2.1.I.32).//0.94:48:37//SACCHAROMYCES CEREVISIAE (BAKER 

S YEAST) . //PI 5565 
F-NT2RMIO0O702//GUANINE NUCLEOT I DE-BINDING PROTEIN BETA SUBUNIT I. 
//0. 0013:1 39: 25//DR0SOPHI LA MELANOGASTER (FRUIT FLY) . //P26308 
F-NT2RMI000725//BASIC PROLINE-RICH PEPTIOE P-E ( IB- 9). //I. 0:15:60/ 
/HOMO SAPIENS (HUMAN) . //P0281 1 

F-NT2RM1 000741 //STATHM IN (CLONE X020) (FRAGMENT) . //1 . 0 : 53: 32//XENO 
PUS LAEVIS (AFRICAN CLAWED FROG) . //QO9O05 

F-NT2RMI000742//HYP0THETICAL 24.1 KD PROTEIN IN DHFR 3' REGION (ORF 
2).//1.0:54:42//HERPESVIRUS SAIMIRI (STRAIN 464-77). //P25049 
F-NT2RM1 000746//HYP0THET I CAL 16.8 KD PROTEIN C29E6. 04 IN CHROMOSOM 
E I.//0. 1 1 : 87: 21 //SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST) . //Q098 
58 

F-NT2RM1000770//DXS6673E PR0TEIN.//2. Oe-38: I90:48//HOMO SAPIENS (H 
UMAN).//Q14202 

F-NT2RM1 000772//VEGETAT I BLE INCOMPATIBILITY PROTEIN HET-E-1.//4. 3 
a- 1 2 : 1 4 1 : 30//P0DOSP0RA ANSER I NA. //QO08O8 

F-NT2RM10OO780//MALE SPECIFIC SPERM PROTEIN MST87F. //O. 98: 34: 38//0 
ROSOPHILA MELANOGASTER (FRUIT FLY) . //P081 75 
F-NT2RM1 000781 

F-NT2RM1000800//24.1 KO PROTEIN IN VMA12-APN1 INTERGENIC REGION.// 
7.9«-1l:13S:34//SACCHAROMYCES CEREVISIAE (BAKER* S YEAST) . //P 2 8 707 
F-NT2RM1 000 802// ALPHA- AMYLASE INHIBITOR PAIN I (PIG PANCREATIC ALP 
HA- AMYLASE INHIBITOR OF MICROBES I ) . //O. 43:62: 35//STREPT0MYCES OL I 
VACEOVIRIDIS (STREPTOMYCES CORCHORUSI I) .//P09921 
F-NT2RM1 00081 1 

F-NT2RMI000826//UNR PROTE IN. //I . I e-1 10: 144: 83//RATTUS NORVEGICUS 
(RAT). //PI 8395 

F-NT 2RM1 00082 9//ATP SYNTHASE PROTEIN 6 (EC 3.6.1.34) (A6L).//1.0:3 
8:34//DR0S0PHILA SINULANS (FRUIT FLY).//P50270 

F-NT2RMIO00833//PROTEIN TRANSPORT PROTEIN SEC61 ALPHA SUBUNIT. //I. 
4e-62:I4S:64//CANIS FAMILIAR IS (DOG). //P38377 

F-NT2RMI 000850//TEST I S-SPEC IF IC PROTEIN KINASE 1 (EC t. 7. !.-).//«. 
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1e-08: 136 : 33//HATTUS NORVEGICUS (RAT) . //Q63572 

F-NT2RM10Q08S2//ATP-DEPENDENT RNA HELICASE R0K1 . //1 . 6e-34 : 21 2 : 43// 

SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P4S8 18 

F-NT2RM1 0Q0857//HI STONE HI. US. 1 . //O. 76: 31 : 48//TRYPANOSOMA CRUZ I . // 

P40273 

F-NT2RM1000867//MICROSOMAL SIGNAL PEPTIDASE 10.8 KD SUBUNIT (EC 3. 
4.-.-).//0.0082:76:25//SACCHAROMYCES CEREVISIAE (BAKER" S YEAST).// 
P46965 

F-NT2RM1000874//DNA-BINDINC P52/P100 COMPLEX. 100 KD SUBUNIT (FRAG 
MENTS).//0.3B:12:S8//HOMO SAPIENS (HUMAN) . //P30808 
F-NT2RM10QOB82//CVTOCHROME BS.//9. Oe-I 3: 92 : 38//SACCHAHOMYCES CEREV 
ISIAE (BAKER* S YEAST) . //P403 1 2 

F-NT2RM100O883//ONA-BINOING P52/P1QO COMPLEX, 100 KO SUBUNIT (FRAG 
NENTS).//0. 79:22: 59//HOMO SAPIENS (HUMAN) . //P3Q80B 
F-NT2RM100O885//HYPOTHETICAL 5.8 KO PROTEIN. //O. 7S: 18: 38//CL0VER Y 
ELLOf MOSAIC VIRUS (CYMV). //P1648S 

F-NT2RM1000894//DNA-DIRECTED RNA POLYMERASE I 13S KD POLYPEPTIDE 
(EC 2.7.7.6) (RNA POLYMERASE I SUBUNIT 2) (RPAI3S) (RNA POLYMERASE 
I 127 KD SUBUNIT).//6.2«-70:lS3:88//RATTUS NORVEGICUS (RAT).//0S4 
888 

F-NT2RNI00O89B//ACTIN. CYTOPLASMIC (ACT IN. MICRONUCLEAR) . //4. 3e- 1 
2:1S9:28//OXYTRICHA FALLAX. //P02S83 

F-NT2RMI 00O9O5//GLUTATHIOME S-TRANSFERASE 1-1 (EC 2. S.I. 18) (OAS 
S-THETA).//0.98:39:35//LUCILIA CUPRINA (GREENBOTTLE FLY) (AUSTRAL I 
AN SHEEP BL0MFLY).//P42860 

F-NT2RNI 000924//HYPOTHET I CAL 39.7 KO PROTEIN C34E10.2 IN CHROMOSOM 
E IN.//1.3e-ll:l69:28//CAEN0RHABDmS ELEGANS. //P46S77 
F-NT2RM1000927//CUTICLE COLLAGEN I.//0. 00048: 141:3 1//CAENORHABDIT I 
S ELEGANS. //P08 124 

F-NT2RM1000962//HYPOTHETICAL 35. 8 KD PROTEIN C4F8. 04 IN CHROMOSOME 
I.//7. Ie-I3:l69:31//SCHIZ0SACCHAR0MYCES P0M8E (FISSION YEAST). //O 
14180 

F-NT2RM1000978//HYPOTHETICAL 20.2 KD PROTEIN IN MNN4-PTK1 INTERCEN 
IC REGION. //O. 81 : 82 : 34//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST)./ 
/P3604S 

F-NT2RMIO01OO3//ALPHA-2 CATENIN (ALPHA N-CATENIN) (NEURAL ALPHA-CA 
TENIN).//l.6e-21:2ll:31//CALLUS GALLUS (CH I CXEN) . //P30997 
F-NT2RMI 001 008//HYPOTHET I CAL 72. S KD PROTEIN C2F7. 10 IN CHROMOSOME 
l.//3.2e-15:M9:36//SCHIZOSACCHAROMYCES P0M8E (FISSION YEAST). //Q 
09701 

F-NT2RMI001043//ENO0THELIN-1 (ET-I) (FRAGMENT) . //O. 78:32: 34//MACAC 
A FASCICULAR IS (CRAB EATING MACAQUE) (CYNOMOLGUS MONKEY) . //Q28469 
F-NT2RM10O1044 

F-NT2RNlG01059//LORICRIN.//8.6e-O8:108:39//HOMO SAPIENS (HUMAN).// 
P23490 

F-NT2RM1 001 066//METALLOTHIONE IN-LIKE PROTEIN TYPE 2. //O. 99: 24:50// 
LYCOPERSICON ESCULENTUM (TOMATO). //Q4 35 13 

F-NT2RM 1 001 072// 1 -PHOSPHATIDYL I NOS I TOL-4. 5-BI SPHOSPHATE PHOSPHOOIE 
STERASE GAMMA I (EC 3.1.4.11) (PLC-GAMMA-1) (PHOSPHOLI PASE C-GAMM 
A-1) (PLC-M) (PLC- 1 48). //4. 7e-1 5: 148 :33//HOMO SAPIENS (HUMAN) . //P 
19174 

F-NT2RMI 001 074//HYPOTHET ICAL PROTEIN F-215.//B. S«-05: 126: 30//HUMAN 
ADENOVIRUS TYPE 2.//P03291 
F-NT2RMI001082//MM ALU SUBFAMILY SX WARNING ENTRY ! ! M//6. 5e-1 9: 
75:54//H0M0 SAPIENS (HUMAN) . //P391 95 

F-NT2RM1001085//MALE SPECIFIC SPERM PROTEIN MST84DB. //0. 49: 29:41// 
DROSOPHILA MELANOGASTER (FRUIT FLY) . //Q0I643 

F-NT2RM1001092//ZINC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPFI). 
//2.8e-42:200:38//HOMO SAPIENS (HUMAN) . //P51 522 

F-NT2RM1001 102//HYPOTHETICAL 62.8 KD PROTEIN IN TAFI45-Y0R1 INTERG 
ENIC REGION. //I . 7e-18: 161 : 36// SACCHAROMYCES CEREVISIAE (BAKER'S YE 
AST).//P53331 

F-NT2RM1001 105//HYPOTHETICAL 35.5 KD PROTEIN IN TRANSPOSON TN4556. 
//4.0e-05:l57:3S//STREPT0MYC£S FRADIAE. //P20I86 

F-NT2RMI001II2//NONHISTONE CHROMOSOMAL PROTEIN HMG-I7.//0. 18: 20: 55 

//BOS TAURUS (BOVINE).//P02313 

F-NT2RMI001I15 

F-NT2RM1001I39//GLYCINE-RICH CELL IALL STRUCTURAL PROTEIN 1.8 PREC 
URSOR (GRP l.8).//2.0e-2S:156:46//PHASEOLUS VULGARIS (KIDNEY BEAN) 

(FRENCH BEAN). //PI 0496 
F-NT2RM2000006//MITOCHONDRIAL RIBOSOMAL PROTEIN SI 2. //O. 76:45: 35// 
LEISHMAN1A TARENTOLAE (SAUROLE ISHMANI A TARENTOLAE) . //Q34940 
F-NT2RM200OO I 3//DNA-D I RECTED RNA POLYMERASE III 128 KD POLYPEPTIDE 

(EC 2.7.7.6) (RNA POLYMERASE III SUBUNIT 2).//3. 9o-87:238:65//ORO 
SOPH I LA MELANOGASTER (FRUIT FLY). //P25167 

F-NT2RM2000030//TOXINS I AND 2.//0. 98:21 :42//TRIMERESURUS VAGLERI 
(■ACLER'S PIT VIPER) (TROPIDOLAEMUS IAGLERI) . //P24335 
F-NT2RM2OO0032//! ! ! ! ALU SUBFAMILY J WARNING ENTRY !!! !//0. 00059: S 
3:49//HOMO SAPIENS (HUMAN). //P39 188 

F-NT2RM2000042//SMALL PROLINE-RICH PROTEIN II (SPR-II) (CLONE 174 



N).//1.0:68:26//HOMO SAPIENS (HUMAN) .//P22532 

F-NT2RM2000092//HYPOTHETICAL 67.5 KD PROTEIN IN PRPS4-STE20 INTERG 
ENIC REGION. //7.0e-Il: 80: 40//SACCHAR0MYCES CEREVISIAE (BAKER'S YEA 
ST) . //P38748 

F-NT2RM200O093//OVARY MATURATING PARS IN (OMP).//1.0:26:38//LOCUSTA 

MIGRATOR I A (MIGRATORY LOCUST) . //P8004 5 
F-NT2RM20001 01 //HYPOTHETICAL 39.3 KD PROTEIN C02B8.6 IN CHROMOSOME 

X.//3.3e-O9:56:35//CA£N0RHA8OlTIS ELEGANS. //Q1 1096 
F-NT2RM20001 2 4// CAMP -DE PENDENT PROTEIN KINASE. ALPHA-CATALYTIC SUB 
UNIT (EC 2.7.1.37) (PKA C-ALPHA).//3. I e-35: 77: 96//MUS MUSCULUS (MO 
USE).//P05132 

F-NT2RM200019!//3'.5'-CYCLIC-NUCLEOTlDE PHOSPHODIESTERASE REGA (EC 
3.1.4.17) (POEASE REGA). //3. 3e-05: 181 :27//DICTY0STELIUM DISCOIDEU 
M (SLIME MOLO).//Q23917 

F-NT2RM2000192//REPLICATION PROTEIN El (FRAGMENTS).//0.019:148:25/ 
/COTTONTAIL RABBIT (SHOPE) PAPILLOMAVIRUS (STRAIN iASHINCTON B) (C 
RPV).//P51894 

F-NT2RM2000239//PRpLINE-RICH PROTEIN MP-3 (FRAGMENT) . //O. 00032 : 11 
1 : 32//MUS MUSCULUS (MOUSE) . //P05 1 43 

F-nnnnnnnnnnnn//METALLOTH I ONE IN-LIKE PROTEIN TYPE 2. //0. 046: 59: 33/ 
/LYCOPERSICON ESCULENTUM (TOMATO) .//Q435I2 

F-NT2RM20OO250//GALECTIN-3 (GALACTOSE- SPECIFIC LECTIN 3) (MAC-2 AN 
TIGEN) (ICE-BINDING PROTEIN) (35 KD LECTIN) (CARBOHYDRATE BINDING 
PROTEIN 35) (CBP 35) (LAM IN IN-BINDING PROTEIN) (LECTIN L-29).//O.0 
54:46: 34//RATTUS NORVEGICUS (RAT) . //P08699 

F-NT2RM20002S9//TRANS-ACT ING TRANSCRIPTIONAL PROTEIN ICPO (PI 35 PR 
OTEIN) (IER 2.9/ER2.6).//0.27:112:33//BOVINE HERPESVIRUS TYPE 1 (S 
TRAIN JURA). //P29 128 

F-NT2RM20OO260//PROLINE-RICH PROTEIN MP-3 (FRAGMENT). //4. 7«-22: 19 
1 : 35//MUS MUSCULUS (MOUSE) . //P051 43 

F-NT 2 RM2 0002 8 7/ /HYPOTHET I CAL 11.8 KO PROTEIN CIB3.02C IN CHROMOSOM 
E I.//S.06-I9:83:53//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST). //O 
13868 

F-Nf2RM2000322//DIAMIN0PIMELATE DECARBOXYLASE (EC 4.1.1.20) (DAP D 
ECARBOXYLASE).//0.47:117:29//HELICOBACTER PYLORI (CAMPYLOBACTER PY 
L0RD.//P56I29 

F-NT2RM2000359//SPORE GERMINATION PROTEIN 270-1 1.//0. 12:83 :36//DIC 
TYOSTELIUM DISCOIOEUM (SLIME MOLO) . //P22698 

F-NT2RM20O0363//BREAKPOINT CLUSTER REGION PROTEIN. //I. 3e-1 6: 203: 30 
//HOMO SAPIENS (HUMAN) . //Pi 1 274 

F-NT2RM2000368//DEK PROTEIN. //0. 00027: 100: 32//HOMO SAPIENS (HUMAN 

).//P35659 

F-NT2RM2000371//POLYRIB0NUCLEOTIOE NUCLEOTIDYLTRANSFERASE (EC 2.7. 
7.8) (POLYNUCLEOTIDE PHOSPHOR YLASE) (PNPASE) .//6. 8e-36: 170:47//ESC 
HERICHIA COLI.//P05055 

F-NT2RM2000374//NODAL PRECURSOR. //I . 1 8-32:64: 95//MUS MUSCULUS (MOU 
SE).//P43021 

F-NT 2 RM2 000 3 9 5// IMMEDIATE-EARLY PROTEIN IE180. //O. 31 : 41 : 43//PSEUD0 
RABIES VIRUS (STRAIN I NO I ANA-FUNK HAUSER / BECKER) (PRV) . //P1 1675 
F-NT2RM20Q0402//END0S0MAL P24A PROTEIN PRECURSOR (70 KD END0MEM8RA 
NE PROTEIN) (PHEROMONE ALPHA-FACTOR TRANSPORTER) (ACIDIC 24 KD LAT 
E ENDOCYT I C INTERMEDIATE COMPONENT) .//I. 2«- 30: 228: 32//SACCHAROMYCE 
S CEREVISIAE (BAKER'S YEAST). //P32802 

F-NT 2 RM2 0 00407//TRANSMEMB RANE PROTEIN SEX PRECURSOR. //0. 032: 105:30 
//HOMO SAPIENS (HUMAN) . //P5 1 80S 

F-NT2RM2000420//METALL0THI ONE I N (MT) . //O. 88: 42: 38//PLEUR0NECTES PL 
ATESSA (PLAICE).//P07216 

F-NT2RM2000422//SOO1UM- AND CHLORIDE-DEPENDENT TRANSPORTER NTT73./ 
/2.0e-117:237:87//RATTUS NORVEGICUS (RAT).//008469 
F-NT2RM20004S2//HYPOTHETICAL 63.6 KD PROTEIN IN YPTS2-GCN3 INTERGE 
NIC REGION.//!. 1«-08: 1 57: 28// SACCHAROMYCES CEREVISIAE (BAKER'S YEA 
ST).//P36113 

F-NT2RM2000469//70 KD ANTIGEN.//O.OSO:207:23//SHIGELLA FLEXNERI .// 
PI 8010 

F-NT2RM200049O//BASIC PROLINE-RICH PEPTIDE P-E (IB- 9) . //O. 022: 25:4 
4//H0M0 SAPIENS (HUMAN) . //P0281 1 

F-NT2RM2000S02//MALE SPECIFIC SPERM PROTEIN MST8400.//0. 0037. 17:58 
//OROSOPHILA MELANOGASTER (FRUIT FLY).//Q0I645 

F-NT2RM2000504//HYPOTHET I CAL 99. 0 KD PROTEIN SPBCI 19. I7.//1 . 7e-22: 
I95:27//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST) . //042908 
F-NT2RM2000S22/ /RAS-RELATED PROTEIN RABA (FRAGMENT). //3. 6«-05: 67: 2 
9//D I C TYOSTELIUM OISCOIDEUM (SLIME MOLD) . //P3414I 
F-NT2RM20O054O/ /HYPOTHET I CAL 83.8 KD PROTEIN C27F2. 7 IN CHROMOSOME 

UI.//8.4e-33:2l4:38//CAEN0RHABDITIS ELEGANS. //Q 1 8262 
F-NT2RM2Q005S6//HYPOTHETICAL PROTEIN KIAA0288 (HA61 16). //I. 7«-09: 1 
33:36//H0MO SAPIENS (HUMAN) . //P 56 524 

F-NT2RM2000566//INTEGRIN ALPHA-6 PRECURSOR (VLA-6) (C049F) . //2. 2«- 
60:244:51//H0MO SAPIENS (HUMAN) .//P2 3 22 9 

F-NT2RM2000567//PROLINE-RICH PROTEIN MP-3 (FRAGMENT) . //2. 3 e-09: 19 
2:34//MUS MUSCULUS (MOUSE) .//POS 143 
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F-NT2RM2000S69//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//9. Oe-08: 4 
3:72//H0M0 SAPIENS (HUMAN). //P39 188 

F-NT2RM2000S77//ISOLEUCYL-TRNA SYNTHETASE (EC S.I. 1.5) (ISOLEUCIN 
E — TRNA LiGASE) (ILERS) .//9. le-54: 22S:45//SYNECH0CYSTIS SP. (STRAI 
N PCC €803) . //P73505 

F-NT2RM2000S81//SPLICEOSOME ASSOCIATED PROTEIN 49 (SAP 49) (SF38S 
3).//0.079:111:34//HOMO SAPIENS (HUMAN) . //Q1S427 
F-NT2RM2000588//HYPOTHET I CAL PROTEIN KIAA0288 (HA6Y 1 fi) . //Z. 3e-09: 1 
93:32//HOMO SAPIENS (HUMAN) . //PS6524 

F-NT2RM20Q0594//BASIC PROLINE-RICH PEPTIDE P-E (lB-9).//0. 18:33:42 
//HOMO SAPIENS (HUMAN). //P028I I 

F-NT2RM200QS99//DNA (CYTOSINE-S) -NETHYLTRANSFERASE (EC 2.1.1.37) 
(DNA NETHTL TRANSFERASE) (DNA METASE) (MCMT) (N. MMUI) . //I . S«-09: 68: 
45//MUS MUSCULUS (MOUSE). //PI 3864 

F-NT2RM2000609//GRANULIN 2.//0.83:42:3S//CYPRINUS CARP 10 (COMMON C 
ARP).//P8I0I4 

F-NT2RM20C0612//ZINC FINGER PROTEIN GCSl . //7. 2e-05: 1 55: 29//SACCHAR 
OMYCES CEREVISIAE (BAKER* S YEAST). //P35 197 

F-NT2RMZ000623//A-AGCLUTININ ATTACHMENT SUBUNIT PRECURSOR.//!. 8e-0 
9:196:33//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P32323 
F-NT2RM2000624//SAL I VARY GLUE PROTE I N SGS-3 PRECURSOR. //O. 070 : 1 1 3 : 
27//DROSOPH1LA ERECTA (FRUIT FLY). //PI 3730 

F-NT2RM200063S//SPERM PROTAMINE P1.//0. 54:47: 38//ANTECHINUS STUART 
II.//P42129 

F-NT2RM200063S//OUTER MEMBRANE PROTEIN H. 8 PRECURSOR. //0. 096: 62: 35 
//NEISSERIA GONORRHOEAE. //P1 1910 

F-NT2RM2000639//HYPOTHET I CAL PROTEIN MJ0243. //O. 99: 32 : 34//METHAM0C 
OCCUS JANNASCHII.//Q57694 

F-NT2RM2000649//NEURONAL CALCIUM SENSOR 1 (NCS-I) . //0. 00049: 70: 35/ 
/RATTUS NORVEGICUS (RAT), AND CALLUS CALLUS (CHICKEN) . //P3661 0 
F-NT2RM2000669//50S RIBOSOMAL PROTEIN L34.//I. 0:34:44//BACILLUS SU 
BTILIS.//P05647 

F-NT2RM2000691//ACT IN-LIKE PROTEIN 3 (ACT IN-2). //7. 0«-l 16: 243:87// 
HOMO SAPIENS (HUMAN). AND BOS TAURUS (BOVINE) . //P32391 
F-NT2RM2000714//RAS SUPPRESSOR PROTEIN 1 (RSU-1) (RSP-1 PROTEIN) 
(RSP-D.//3. 8o-21: 174: 35//HOMO SAPIENS (HUMAN). //Ql 5404 
F-NT2RM20007 1 8//HVP0TKET I CAL 52.9 KD SERINE -RICH PROTEIN C1IG7.01 
IN CHROMOSOME I.//0. 0022: 1 74: 29//SCHI ZOSACCHAROMYCES POMBE (FISSIO 
N YEAST). //O 1369 5 

F-NT2RM200073S//ZINC FINGER PROTEIN 43 (ZINC PROTEIN HTF6).//1.6e- 
I 02 : 246 : 74//H0M0 SAP I ENS (HUMAN) . //P28 1 60 

F-NT2RM2000740//HVPOTHETICAL 131.1 KD HELICASE IN A LG 7 -EN PI INTERC 
ENIC RECION.//8.5e-5l:212:49//SACCHAROMYCES CEREVISIAE (BAKER'S YE 
AST).//P38144 

F-NT2RN200079S//! ! J ! ALU SUBFAMILY S8 IARNING ENTRY ! t ! !//9. Oe-41 : 
I2S:53//H0M0 SAPIENS (HUMAN). //P391 89 

F-NT2RM2000821//COATOMER SETA SUBUNIT (BETA-COAT PROTEIN) (BETA-CO 
P).//1.1«-T28:29l:89//RATTUS NORVEGICUS (RAT) . //P23514 
F-NT2RM2000837//CYCL IN-DEPENDENT KINASE INHIBITOR 1C (CYCLIN-OEPEN 
DENT KINASE INHIBITOR P57) (P57KIP2) .//3. 9e-05: 1 13: 36//HOMO SAP I EN 
S (HUMAN). //P499 18 

F-NT2RM2000951 //HYPOTHETICAL 60.3 KO PROTEIN R08D7. 7 IN CHROMOSOME 

1 1 1 .//2. 5o-49:273: 39//CAENORHABOITI S ELEGANS. //P30646 
F-NT2RM2000952//NEUROF I LAMENT TRIPLET H PROTEIN (200 KD NEUROF I LAM 
ENT PROTEIN) (NF-H) (FRAGMENT) . //O. 037: 234: 23//RATTU5 NORVEGICUS 
(RAT). //PI 6884 

F-NT2RM2000984//HYPOTHET ICAL 54.7 KO PROTEIN F37A4. 1 IN CHROMOSOME 

III. //6. 3t-44: 216: 43//CAENORHABD I T I S ELEGANS. //P41 879 
F-NT2RM200I 004//SYNAPS I NS IA AND IB.//0. 15:178: 32//RATTUS NORVEGIC 
US (RAT).//P0995I 

F-NT2RM2001 035//CCR4-ASS0C I ATED FACTOR 1 (CAF1) . //1 . 4«-87 : 1 88 : 90// 
MUS MUSCULUS (MOUSE) . //Q60809 

F-NT2RM200I065//ATP SYNTHASE A CHAIN (EC 3.6.1.34) (PROTEIN 6).// 
0. S3: 1 22: 31 //TRYPANOSOMA BRUCE I BRUCE I . //P24499 

F-NT2RM2O01 100//HYP0THETICAL 39.7 KD PROTEIN C34E10.2 IN CHROMOSOM 
E lll.//3.4«-13:171:30//CAENORHABOITIS ELEGANS. //P46 57 7 
F-NT2RM2001 105//SPORE COAT PROTEIN SP96. //7. 8t-06: 141 : 34//0ICTY0ST 
ELIUM DISCOIDEUM (SLIME MOLD). //PI 4328 

F-NT2RN200 11 31 //PROBABLE EUKARYOTIC INITIATION FACTOR C17C9.03.// 
2. 3e-18:249: 31//SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST). //Q 1 04 7 5 
F-NT2RM200 11 41 //HYPOTHETICAL 115.4 KO PROTEIN ZK757. 3 IN CHROMOSOM 
E lll.//0.050:134:26//CA£NORHABDITIS ELEGANS. //P34661 
F-NT2RM2001152 

F-NT2RM2001 1 77//C0LLACEN ALPHA 1 (XIV) CHAIN PRECURSOR (UNDUL IN).// 
0.86:42:40//CALLUS CALLUS (CHICKEN) . //P32018 

F-NT2RM2001194//SMOOTHELIN.//4.7e-0S:77:32//HOMO SAPIENS (HUMAN)./ 
/P538I4 

F-NT2RM2001196//PROLINE-RICH PROTEIN MP-3 (FRAGMENT).//!. 7 »-1 8: 21 
8:35//MUS MUSCULUS (M0USE>.//P05I43 

F-NT2RM2001 201 //CYSTEINE STRING PROTEIN (CCCS1) . //O. 041 : 22: 59//T0R 



PEDO CALIFORNICA (PACIFIC ELECTRIC RAY).//PS6101 
F-NT2RM2001221//KALIRIN (PAM COOH- TERMINAL INTERACTOR PROTEIN 10) 
(P-CIP10).//1.3»-13:183:32//RATTUS NORVEGICUS (RAT) . //P97924 
F-NT2RM20O1 238//GLUTAMINASE. KIDNEY ISOFORM PRECURSOR (EC 3.5.1.2) 
(GLS) (L -GLUT AM IKE AMI00HY0R0LAS£).//6. 56-121 : 218: 98//RATTUS NORV 
EGICUS (RAT). //PI 3264 

F-NT2RM2001 243//HYPOTHETICAL 200.0 KO PROTEIN IN G2F3-IMEZ INTERGE 
NIC REG I ON. //O. 000 19:177:2 7//SACCHAR0MYCES CEREVISIAE (BAKER S YEA 
ST).//P42945 

F-NT2RM20O1247//LEGUMIN B (FRAGMENT). //O. 22:54: 35//PISUM SATIVUM 
(GARDEN PEA). //PI 4594 

F-NT2RM2001256//PROTEIN TSG24 (ME I OTIC CHECK POINT REGULATOR) . //I . 
8e-l09:207:98//MUS MUSCULUS (MOUSE) . //P53995 

F-NT2RM200I 291 //SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//0.016:22:40//HOMO SAPIENS (HUMAN) .//P2 2 53 1 

F-NT2RM2001306//REF(2)P PROTE IN. //O. 61 : 51 : 33//DROSOPHILA MELANOGAS 
TER (FRUIT FLY). //PI 41 99 

F-NT2RN20O13I2//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! » »//7. 2e-l 1 : 

33:72//HOMO SAPIENS (HUMAN) . //P3 91 95 

F-NT2RM20013I9 

F-NT2RM20D1324//ZYXIN.//5. U-22: 91 : 38//GALLUS CALLUS (CHICKEN) . //Q 
04S84 

F-NT2RM200I 345//VEGETAT IBLE INCOMPATIBILITY PROTEIN HET-E-1. //7. 4 
0-10: 159: 27//POOOSPORA ANSER I NA. //Q00808 

F-NT2RM2001 360// ACCESSORY GLAND PEPTIDE PRECURSOR (PARAGON I AL PEPT 
IDE B).//1.0:27:4B//DROSOPHILA NELAMOGASTER (FRUIT FLY) . //P05623 
F-NT2RM2OO1370//NAPE PROTE IN. //O. 98: 44: 31//PARAC0CCUS OENlTRtFICAN 
S (SUBSP. THIOSPHAERA PANTOTROPHA) . //Q56348 

F-NT2RM200U93//VITELLOGENIN PRECURSOR (VTG) [CONTAINS: LIPOVITELL 
IN LV-1N: LIPOVITELLIN LV-1C: LIPOVITELLIN LV-2] . //O. 0024: 1 63: 31// 
ICHTHYOMYZON UNICUSPUS (SILVER LAMPREY) . //Q91 062 
F-NT2RM2001420 

F-NT2RM200I424//HETER0CENOUS NUCLEAR RIBONUCLEOPROTEIN U (HNRNP U 
).//2.4e-41:140:S9//HOMO SAPIENS (HUMAN) . //Q00839 
F-NT2RM2001499//HIGH-AFFINITY CAT IONIC AMINO ACID TRANSPORTER- 1 (C 
AT- I) (CAT) ) (SYSTEM Yt BASIC AMINO ACID TRANSPORTER) (ECOTROPIC R 
ETROVIRAL LEUKEMIA RECEPTOR HOMOLOG) (ERR) (ECOTROPIC RETROVIRUS R 
ECEPTOR HOMOLOG) . //3. 7e-7 1:201: 68//H0M0 SAP I ENS (HUMAN) . //P30825 
F-NT 2RM200 1 504//CUT I CLE COLLAGEN 2. //0. 028:41 :39//CAEN0RHAB0lTIS E 
LEGANS.//P17656 

F-NT2RM2001524//HYPOTKETICAL 61.3 KD PROTEIN F2SBS.S IN CHROMOSOME 

III. //6. 7e-47 : 1 90 : 42//CAENORHABO I T I S ELEGANS. //Q0931 6 
F -NT 2 RMZ 001 544// TELOMERE -B I NO INC PROTEIN 51 KD SUBUNI T. //O. 0027 : 1 3 
6:33//EUPLOTES CRASSUS. //Q06184 

F-NT2RM2001S47//HYPOTHETICAL 48.6 KD PROTEIN IN BET I -PAN 1 INTERCEN 
IC RECION.//8.5e-18:91:S0//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T) . //P40564 

F-NT2RM2001S7S//S2 KO RO PROTEIN (SJOGREN SYNDROME TYPE A ANTIGEN 
(SS-A)) (RO(SS-A)).//3.9e-35:212:41//HOMO SAPIENS (HUMAN). //PI 947 4 
F-NT2RM2001582//RESA PROTEIN.//0.O033:72:27//BACILLUS SUBTIL I S.//P 
35160 

F-NT2RM2001588//EXTENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN).// 
1.0«-06:1I5:32//2EA MAYS (MAIZE). //PI 49 18 

F-NT2RM2001S92//KERATIN, ULTRA HIGH- SULFUR MATRIX PROTEIN (UHS HER 
ATIN).//O.033:156:23//HOMO SAPIENS (HUMAN) . //P26371 
F-NT2RM2001605//RETIN08LASTOMA BINDING PROTEIN 2 (RB8P-2) . //I . le-1 
16:249:82//HOMO SAPIENS (HUMAN). //P29 375 

F-NT2RM2001613//PROTEIN TRANSPORT PROTEIN 5EC6I ALPHA SUBUNIT. //I. 
2e-97 : 192: 1 00// RATTUS NORVEG I CUS (RAT) . //P38378 

F-NT2RM2O01632//A-AGGLUTININ ATTACHMENT SUBUNIT PRECURSOR. //O. 0006 
8:145:28//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) . //P32 323 
F-NT2RM200I635//NUCLEAR ENVELOPE PORE MEMBRANE PROTEIN POM 121 (PO 
RE MEMBRANE PROTEIN OF 121 KD) (PI45).//1. 1e-39:235:47//RATTUS NOR 
VECICUS (RAT).//P52S9I 

F-NT2RM2001 637//HYP0THET ICAL BHLF1 PROTE IN. //O. 075: 1 97 : 29//EPSTE I 
N-BARR VIRUS (STRAIN 895-8) (HUMAN HERPESVIRUS 4).//P03l8l 
F-NT2RM20OI641//NADH-CYTOCHROME B5 REDUCTASE (EC 1.6.2.2) (B5R) . // 
0.01 3:29: 68//HOMO SAPIENS (HUMAN) . //P00387 

F-NT2RM2001648//PR0TEIN TRANSPORT PROTEIN SEC61 ALPHA SUBUNI T.//3. 
2e-6S:!32:lOO//CANlS FAMILIAR IS (DOG) . //P38377 

F-NT2RM20016S2//PROTEIN TRANSPORT PROTEIN SEC7.//l.6e-32:26l : 32//S 
ACCHAR OMYCES CEREVISIAE (BAKER'S YEAST). //P1 1075 
F-NT2RM2001659//CARBOXYPEPTIDASE A INHIBITOR.//0. 83:30:46//ASCARIS 

SUUM (PIG ROUNDIORN) (ASCARIS LUMBRIC0IDES).//P19399 
F-NT2RM2001664//IKI3 PROTE IM.//I. 3«-3l :265: 34//SACCHAR0MYCES CEREV 
1SIAE (BAKER' S YEAST) . //Q06706 

F-NT2RM2001668//TONB PROTEIN.//0. 32: 39:4l//XANTHOMONAS CAMPESTRlS 
(PV. CAMPESTRIS).//03426I 

F-NT 2RM2001670//Z INC FINCER PROTEIN 1 74. //3. 6«-21 : I 72:39//HOM0 SAP 
I ENS (HUMAN). //Q 1 5697 
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F-NT2RM20O1671//HYPOTHETICAL 118.6 KD PROTEIN C29E6.03C IN CHROMOS 
QUE ). //I. 88-10:229: 2 4// S CHI ZOSACCHAROMYCES POMBE (FISSION TEAST). 
//Q098S7 

F-NT2RM2001675//DIHYDROOIPICOLINATE SYNTHASE (EC 4.2. 1.52) (DHDPS 

).//). 0: 184: 21//NETHAN0C0CCUS JANNASCHI I . //Q57695 

F-NT2RM2001 681 //PROTEIN 01 SULFIDE I SOMERASE PRECURSOR (PC I) (EC 5. 

3.4. D.//0. 0039: 199: 22//DROSOPHILA MELANOCASTER (FRUIT FLY).//PS41 

99 

F-NT2 RM2 00 1 688//HYPOTHET I CAL 28.1 KD PROTEIN IN SIPU-PBPC INTERGEN 
IC RECION.//2.6«-Z1:l62:33//BACILLUS SUBTIL I S.//P42966 
F-NT2RN20O1695//M !! ALU SUBFAMILY SQ RARNINC ENTRY !!! !//4. 96-41 : 
60: 81 //HOBO SAPIENS (HUMAN). //P391 94 

F-NT2RM2001696//HYPOTHET1CAL 24.1 KD PROTEIN IN LEF4-P33 INTERGEN I 
C REGION. //9. 8e-16: 126: 38//AUTQCRAPHA CALIFORNICA NUCLEAR POLYHEDR 
OS IS VIRUS (ACMNPV).//P4M79 

F-NT2RM2001698//PENAEIOIN-3B PRECURSOR (P3-B) . //O. 36 : 52 : 34//PENAEU 
S VANNAMEI (PENOEID SHRIMP) (EUROPEAN WHITE SHR IMP). //P8 1059 
F-NT2RM20OI 699//TRANSCR I PT I ON INITIATION FACTOR TFMO 30 KD SUB UN I 
T (TAFIt-30) (TAFI I 30) V/Q. 001 2 : 79 : 40//H0M0 SAPIENS (HUMAN) . //Q 1 29 
62 

F-NT2RM2001700//ACYL-COA DEHYDROGENASE, VERY- LONG-CHAIN SPECIFIC 
(EC 1 . 3. 99. -) (VLCAO) (FRAGMENT) . //1 . 0«-30: 1 40 : S3//MUS MUSCULUS (H . 
OUSE).//P50544 

F-NT2RM20OI706//!!!! ALU SUBFAMILY SX WARNING ENTRY ! ! ! !//l. Se-33: 
9S:75//HOMO SAPIENS (HUMAN). //P39t 95 

F-NT2RM20O1 7 1 6//HYP0THET I CAL 118.4 KD PROTEIN IN BAT 2 -DAL 5 INTERGE 
NIC REGION PRECURSOR. //O. 010:116: 30//SACCHAROMYCES CEREVISIAE (BAK 
ERS YEAST). //P47 179 

F-NT2RM200 1 7 1 8//METHVL- ACCEPT I NG CHEMOTAXIS PROTEIN TLPB.//0.0002 
9:77:37//BACILLUS SUBTILIS.//P39217 

F-NT2RM2001723//POSTERIOR PITUITARY PEPTIDE. //O. 94:26: 53//BOS TAUR 
US (B0VINE).//P01154 

F-NT2RM2001727//E7 PROTE IN. //O. 91:46 :34//HUMAM PAPILLOMAVIRUS TYPE 
23.//P50781 

F-NT2RM2001730//PROBABLE UBIQUITIN CARBOX T L-TERM I NAL HYOROUSE K02 
C4. 3 (EC 3.1.2.15) (UBIQUITIN THIOLESTERASE) (UBIQUITIN-SPECIFIC P 
ROCESSIMG PROTEASE) (DEUBIQUI TlNATING ENZYME) . //A. 9e-07: 1 39: 29//CA 
ENORHABDITIS ELEGANS. //Q09931 

F-NT2RM2Q0 1 743/ /PROENKEPHAL I N A PRECURSOR. //O. 75:65: 35//CAV I A PORC 
ELLUS (GUINEA PIG) . //P47969 

F-NT2RM200I 7S3//HYPOTHET ICAL PROTEIN KIAA0210. //I. Se-14: 1 19: 36//HO 
NO SAPIENS (HUMAN). //Q9 26 09 

F-NT2RM2001760//PROTEIN TRANSPORT PROTEIN SEC61 ALPHA SUBUN1T.//8. 
3e-58:119:99//CAMIS FAMILI AR1S (DOG) . //P38377 

F-NT2RM2001 768//HYPOTHET I CAL PROTEIN UL25.//0.45:77: 32//HUMAN CYTO 
MEGALOV I RUS (STRAIN AD) 69) . //PI 6761 

F-NT2RM20O1771//ZINC FINGER PROTEIN 1 35. //4. 6e-80: 224:60//HOMO SAP 
I ENS (HUMAN). //PS2742 

F-NT2RM20O1 782//MANN0SE-1 -PHOSPHATE GUAMYLTRANSFERASE (EC 2.7.7.1 
3) (ATP-MANNOSE- 1 - PHOSPHATE GUANYLYLTRANSFERASE) (NDP-HEXOSE PYRO 
PHOSPHORYLASE) . //7. Ot-06 : 6 1 : 45//SACCHAROMYCES CEREV ISIAE (BAKER' S 
YEAST) . //P41 940 

F-NT2RM2001 784//HYP0THET I CAL PROTEIN UL61.//0.00070:145:33//HUMAN 
CYTOMEGALOVIRUS (STRAIN AD 1 69). //PI 68 18 

F-NT 2 RM200 1 785//L I NOLEOYL- COA DESATURASE (EC 1. 14. 99. 25) (DELTA (6 
)-OESATURASE).//l.5e-08:l27:32//SYNECHOCYSTIS SP. (STRAIN PCC 660 
3).//Q08871 

F-NT2RM20OI797//2INC FINGER PROTEIN 13S.//1.6«-73:267:49//HOMO SAP 
I ENS (HUMAN). //P52742 

F-NT2RM20O18O0//HYP0TKETICAL HELICASE MG0I8/MG017/MGO16 HOMOLOG. // 
3.9«-l2:171:33//NYCOPLASMA PNEUMONIAE. //P7 5093 

F-NT2RM20O1803//IKI3 PR0TCIN.//1.6«-38:283:36//SACCHAROMYCES CEREV 
ISIAE (BAKER* S YEAST) . //Q06706 

F-NT2RM20O1805//COLD SHOCK-LIKE PROTEIN CSPH. //O. 51 :46: 32//SALMONE 
LLA TYPHIMURIUM.//033793 

F-NT 2 RN 200 1813/ /HY POTHET I CAL 40.4 KD TRP-ASP REPEATS CONTAINING PR 
OTEIN C14B1.4 IN CHROMOSOME 1 1 1.//5. 0e-05:82:32//CAEN0RHABDITI S EL 
EGANS.//Q17963 

F-NT2RM200 1 823/ /CHROMODOMA I N-HEL I CASE -DMA -B I NO I NG PROTEIN 2 (CHD- 
2).//3.6e-49:233:4S//HOMO SAPIENS (HUMAN) .//O 14647 
F-NT2RM200 1 839/ /RET I CULOCALB I N 1 PRECURSOR. //5. 2e-65: 222: 56//HOMO 
SAPIENS (HUMAN). //O 15293 

F-NT2RM200I840//!!!! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//9. 6e-33: 
102:68//H0M0 SAPIENS (HUMAN) . //P391 94 

F-NT2RM2001855//BASP1 PROTEIN.//0. 054: 120:30//HOMO SAPIENS (HUMAN 
).//P80723 

F-NT2RM2001867//HYPOTHETICAL S6.6 KO PROTEIN IN URE2-SSU72 INTERGE 
NIC REGION. //4.1«-19: 88: 36//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P53867 

F-NT2RM200I879//HYPOTHETICAL 47.3 KD PROTEIN C22G7.07C IN CHROMOSO 
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ME 1.//5. 98-15: 76: 38//SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST).// 
Q09800 

F-NT2RM200 1 886//HYP0THET I CAL 126.9 KD PROTEIN C22C7. 04 IN CHROMOSO 
ME I. //I. 4e-4l : 249 :38//SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST)./ 
/Q09798 

F-NT2RM200 I 896//HY POTHET I CAL 83.2 KD PROTEIN IN KAR4-PBN1 INTERGEN 
IC RECI0N.//2. le-59:197:56//SACCHAR0MYCES CEREVISIAE (BAKER' S YEAS 
T).//P25582 

F-NT 2RM2001 90 3//HY POTHET I CAL PROTEIN MJ0263. //O. 070 : 1 32 : 3 1 //HE THAN 
OCOCCUS JANNASCHI I. //00591 7 

F-NT2RM2QOI930//THROMBOSPONDIN 2 PRECURSOR. //7. 1e-05: 53:4 7//KUS MU 
SCULUS (MOUSE). //QO 3 3 50 

F-NT2RM20O1935//PUTATIVE CUTICLE COLLAGEN FSSC10. 3. //0. 00046: 116:3 
5//CAEN0RHABD I T I S ELEGANS. //Q2 1 1 84 

F-NT2RM2001936//32.3 KD PROTEIN IN CWP1-MBR1 INTERGEN I C REGION.// 
4.5«-27:2lG:34//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P28320 
F-NT2RM200195O//HIRUOIN HV1 (BUFRUDIN) .//O. 59: 43: 34//HI RUDINARIA M 
ANILLENSIS (BUFFALO LEECH) . //P81 492 

F-NT2RM20O1982//GUANINE NUCLEOT I DE-BINDING PROTEIN G(l)/G(S)/G(0) 
GAMMA-8 SUBLIMIT (G GAMMA-C) . //O. 72: 35: 42//B0S TAURUS (BOV INE) . //PS 
0154 

F-NT2RN2001983//PROLINE-RICH PEPTIOE P-B.//0. 00035: 23: 52//H0M0 SAP 
I ENS (HUMAN). //P028 14 

F-NT2RM200I989//NUCLEOLAR PROTEIN N0P4 (NUCLEOUR PROTEIN NOP77) . / 
/8.6e-24:l97:37//SACCHAR0NYCES CEREVISIAE (BAKER'S YEAST). //P37838 
F-NT2RM2001997 

F-NT2RM200 1998// IMMEDIATE-EARLY PROTEIN IE180.//0. 076 : 92 : 27//PSEU0 
ORABIES VIRUS (STRAIN I NO I ANA-FUNK HAUSER / BECKER) (PRV) . //P1 1675 
F-NT2RM2002004//SLFI PROTEIN. //3. 5*-06: 235: 27//SACCHAROMYCES CEREV 
ISIAE (BAKER' S YEAST) . //Q1 2034 

F-NT 2RM200 2014/ /HY POTHET I CAL PROTEIN HI0S6B. //2. le-t 7 : 235: 29//HAEM 
OPHILUS I NFLUENZAE. //P7 1 353 

F-NT2RM2002030//GLUCOSAMINE — FRUCTOSE-6- PHOSPHATE AMINOTRANSFERASE 

[ISOMER I ZING] (EC 2.6.1.16) (HEXOSE PHOSPHATE AMINOTRANSFERASE) ( 
D-FRUCTOSE-6- PHOSPHATE AM I DOTRANSFERASE) (GFAT).//9. 5e-IOS:27l : 76 
//MUS MUSCULUS (MOUSE) . //P47856 

F-NT2RM2002O49//SMALL PROLINE- RICH PROTEIN 2-1 . //O. 099: 41 : 41 //HOMO 

SAPIENS (HUMAN). //P3 53 26 
F-NT2RM2002055//VACU0LAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS 1 3. 
//0.012:217:24//SACCHAROMYCES CEREVISIAE (BAKER' S YEAST) . //Q07878 
F-NT2RM2002088//PUTATIVE HETEROGENEOUS NUCLEAR R I BONUCLEOPROTE I N X 

(HNRNP X) (CBP).//1. 1e-09: 65: 53//MUS MUSCULUS (MOUSE) . //Q6 1 990 
F-NT2RM2002091 //HYPOTHETICAL 57.5 KD PROTEIN IN VMA7-RPS2SA INTERG 
ENIC RECION.//0.072:74:37//SACCHAROMYCES CEREVISIAE (BAKER' S YEAS 
T).//P53214 

F-NT2RM2OO2100//ATP-DE PENDENT RNA HELICASE R0K1.//4. 5e-50:289:4l// 
SACCHAROMYCES CEREV I S I AE (BAKER* S YEAST) . //P4581 8 
F-NT2RM2002109//NT-3 GROWTH FACTOR RECEPTOR PRECURSOR (EC 2.7.1.11 
2) (TRKC TYROSINE KINASE) (GP145-TRKC) (TRK-C) . //1 . 4e-14: 203: 32//R 
ATTUS NORVEGICUS (RAT) . //Q03351 

F-NT2RM2002128//SKIN SECRETORY PROTEIN XP2 PRECURSOR (APEG PROTE I 
N).//0. 0O25: 139: 31//XEN0PUS LAEVIS (AFRICAN CUWED FROG) . //PI 7437 . 
F-NT2RH2002 1 4 2//GASTRULAT I ON SPECIFIC PROTEIN G12.//9. 2«-20:42: 73/ 
/BRACHYDANIO RERIO (ZEBRAFISH) (ZEBRA DAN 10) . //P47805 
F-NT2RM2002145//GLUTENIN, HIGH MOLECUUR WEIGHT SUBUNIT 12 PRECURS 
OR.//0.0085:200:26//TRITICUM AESTIVUM (WHEAT) . //P08488 
F-NT2RM20O2178//COLLAGEN ALPHA I (XI I) CHAIN (FRAGMENTS) . //S. 8*-0S: 
56:39//BOS TAURUS (B0VINE).//P25508 

F-NT2RM2002580//CCAAT-8INOING TRANSCRIPTION FACTOR SUBUNIT A (CBF- 
A) (NF-Y PROTEIN CHAIN B) (NF-YB) (CAAT-BOX DNA BINDING PROTEIN SU 
BUN IT B).//2.9e-)4:96:37//PETROMYZON MARINUS (SEA LAMPREY). //P252I 
0 

F-NT2RM4000024//DNA-DI RECTED RNA POLYMERASE III 128 KD POLYPEPTIDE 
(EC 2.7.7.6) (RNA POLYMERASE III SUBUNIT 2) .//8. 6e-9S: 271 :67//DRO 
SOPH I LA MELANOGASTER (FRUIT FLY).//P25I67 

F -NT 2 RM4000027// INTERFERON -ACT! VAT ABLE PROTEIN 202 (IFI-202) . //O. 9 
9:72: 31 //MUS MUSCULUS (MOUSE) . //PI 5091 

F T NT2RM4000030//LAS1 PROTE IN. //1 . 4e-U: 1 84: 32//SACCHAROMYCES CEREV 
ISIAE (BAKERS YEAST). //P36 146 

F-NT2RM4000O46//COLLACEN ALPHA 1(111) CHAIN (FRAGMENT) . //0. 99: 1 20 : 

28//RATTUS NORVEGICUS (RAT). //PI 3 941 

F-NT2RM40O0O61 

F-NT2RM4000085//ATP-DE PENDENT RNA HELICASE A (NUCLEAR DNA HELICASE 
II) (NDH II) (DEAD BOX PROTEIN 9) (MHEL-5) . //B. 5e-40: 263 : 38//MUS 
MUSCULUS (MOUSE) . //0701 33 

F-NT2RM4000086//HYPOTHET I CAL PROTEIN HI 1497.//1.0: 27:37//HAENOPHIL 
US INFLUENZAE. //P44221 

F-NT2RM4000104//ZINC FINGER PROTEIN 1 34. //I . Oe-26: 64: 56//HOMO SAP I 
ENS (HUMAN) . //P52741 

F-NT2RM4000139//PREPROTEIN TRANSLOCASE SECE SUBUNIT. //O. 99:38:42// 
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THERMOTOCA MARITIMA. //P35874 

F-NT2RM40001 55//THREONYL-TRNA SYNTHETASE. CYTOPLASMIC (EC 6.1.1.3) 

(THREONINE--TRNA LIGASE) (THRRS) . //6. 3a-34: 181 : 40//H0M0 SAPIENS 
(HUNAN) . //P26639 

F -NT 2 RN4000 1 S6//E X TENS I N PRECURSOR (CELL IALL HYDROXYPROL IKE-RICH 
GLYCOPROTEIN).//4.6«-l2:M2:33//NICOTIANA TABACUM (CONMON TOBACCO 
>.//P13983 

F-NT2RM4000167//KINESIN-LIKE PROTEIN K IF4. //3. 4e- 1 23: 269 : 91//NUS N 
USCULUS (MOUSE). //P33 174 

F-NT2RM4000169//N PROTEIN, SEROTYPE 2.2 PRECURSOR. //9. 7a- 10: 229: 26 
/ /STREPTOCOCCUS PYOGENES. //P504S9 

F-NT2RM4O0Q191//P68-LIKE PROTEIN. //2. 1 1 : 104: 40//SACCHAROMYCES C 
EREVISIAE (BAKER* S YEAST) . //P247B3 

F-NT2RM4000197//CUTICLE PROTEIN CP463 (CPCP463) . //O. 84: 29 : 37//CANC 
ER PACURUS (ROCK CRAB). //P8I 587 

F-NT2RM4000199//SALIVARY PROLINE-RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIOE P-D] (FRACMENT). // 1. 8e-06: 187: 34//HOMO SAPIENS (HUHA 
N).//PI0I62 

F-NT2RM4000200//HVPOTHETICAL 9.4 KO PROTEIN IN FLAL 3' REGION (ORF 
3) . //O. 52 : 42 : 40//BAC I LLUS L I CHEN I FORM I S. //P22754 
F-NT2RM40OO202//COLLAGEN ALPHA I (VI 1 1) CHAIN PRECURSOR (ENOOTHELIA 
L COLLAGEN) . //0. 00044 : 1 68 : 32//0RYCT0LACUS CUN I CUIUS (RABB IT). //PI4 
282 

F-NT2RM40002IO//EXTENSIN PRECURSOR. //O. 27:129: 27//0AUCUS CAROTA (C 
ARROT).//P06599 

F-NT2RM40002I5//MAKI6 PR0TEIN.//2. Oe-65: 234: 52//SACCHAROMYCES CERE 
VISIAE (BAKER'S YEAST). //PI 0962 

F-NT2RM40O0229//GAR2 PROTEIN. //O. 13: 21 7: 26//SCHI ZOSACCHARONYCES PO 
NBE (FISSION YEAST). //P4 1 891 

F-NT2 RM400023 3//TRANSMEMBRANE PROTEIN SEX PRECURSOR. //0. 047: 108: 30 
//HOMO SAPIENS (HUMAN) . //P5 1805 

F-NT2RM4000244//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) . //O. 67: 
59: 27//BALAENOPTERA PHYSALUS (FINBACK IHALE) (COMMON RORQUAL) . //P2 
4947 

FHHT2RM4000251 //PROLINE-RICH PROTEIN MP-3 (FRAGMENT) .//0. 0059: 108: 
35//NUS NUSCULUS (MOUSE) . //POSI43 

F-NT2RM4000265//! H ! ALU SUBFANILY J 1ARNING ENTRY !»!>//». 1e-38: 7 
0:70//HOMO SAPIENS (HUMAN). //P39 188 

F-NT2RM4000290//TRANS0UC I N-L I KE ENHANCER PROTEIN 3 (ESC3).//1.6e-l 
1S:209:94//H0MO SAPIENS (HUMAN) . //Q04726 

F-NT2RM4000324//PRESPORE PROTEIN DP87 PRECURSOR. //O. 14: 136: 30//DIC 
HOSTEL I UN DISCOIOEUM (SLIME MOLD) . //Q04 503 

F-NT2RM4000327//HYPOTHETICAL 8.9 KD PROTEIN IN IE0-IE1 INTERGENIC 
REGION. //O. 91: 73: 28//AUT0GRAPHA CALIFORNIA NUCLEAR POLYHEOROSIS V 
IRUS (ACMNPV).//P41703 

F-NT2RM4000344//YMEI PROTEIN HOMOLOG (EC 3. 4. 24. -).//9. 4e-78:241 :5 
5//CAEN0RHABO1TIS ELEGANS. //P54813 

F-NT2RM4000349//CYSTEINE STRING PROTEIN (CCCS1 ) . //O. 055 : 22 : S9//T0R 
PEOO CALIFORNIA (PACIFIC ELECTRIC RAY).//PS6101 
F-NT2RM4000354//LETHAL(2)DENTICLELESS PROTEIN (DTL83 PROTE I N) . //4. 
6e-26:208:3S//0ROS0PHILA MELANOGASTER (FRUIT FLY).//Q24371 
F-NT2RM4000356//COAT PROTEIN. //O. 1 1 : 105: 36//SATELL I TE TOBACCO MOSA 
IC VIRUS <STMV).//P17574 

F-NT2RM4000366// IMMED I ATE-EARLY PROTE IN. 7/1 . 2e-05: 215: 24//HERPESV I 
RUS SAIMIRI (STRAIN 1t).//QOI042 

F-NT2RM4000368//HYPOTKET I CAL 7.3 KD PROTEIN IN RPBA-GP46 INTERGENI 
C REGI0N.//0.54:46:36//BACTER10PHAGE RB69.//064300 
F-NT2RM4000386//RHSC PROTEIN PRECURSOR. //0. 0096: 162: 29//ESCHER I CHI 
A COL I. //PI 691 8 

F-NT2RM400O39S//HYPOTHET!CAL 52.9 KO PROTEIN IN SAP1S5-YMR31 INTER 
GENIC REGION. //4.5e-66: 256: 53//SACCHAROMYCES CEREVISIAE (BAKER' S Y 
EAST).//P43616 

F-NT2RM400041 4//HYP0THET ICAL 6.0 KO PROTEIN IN THII2 5' REGION. //O. 
13:33:48//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //PS 3 8 20 
F-NT2RM4000421//MRNA TRANSPORT REGULATOR NTRIO. //5. Oe-1 3 : 1 71 :29//S 
ACCHAROMYCES CEREV I S I AE (BAKER' S YEAST) . //Q991 89 
F-NT2RM4000425//!!!! ALU SUBFAMILY SP IARNING ENTRY ! ! ! !//2. 1«-25: 
46:80//H0M0 SAPIENS (HUMAN). //P39 193 

F-NT2RM4000433//CUTICLE COLLAGEN 3A3.//2. 5»-Q6:77: 38//HAEMONCHUS C 
ONTORTUS.//P162S3 

F-NT2RM40004S7//HVPOTHET I CAL lit. 9 KO PROTEIN C22H10.03C IN CHROMO 
SOME l.//4.3«-09:215:22//SCHIZ0SACCHAROMYC£S PONSE (FISSION YEAST 
).//Q10297 

F-NT2RM4000471//TRNA SPLICING PROTEIN SPL1.//6. 7e-73: 163:6S//CAN0I 
DA ALBICANS (YEAST). //P8 7 165 

F-NT2RM4000486//C0LLAGEN ALPHA 2(VI) CHAIN PRECURSOR. //0. 001 2 : 121 : 
34//GALLUS CALLUS (CHICKEN) . //Pt 5988 

F-NT2RM4000496//DNA-DIRECTED RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7.7.6) (RNA POLYNERASE II SUBUNIT 1) . //S. 9e-09: 175: 35//SCHI20SA 
CCHAROMYCES POMBE (FISSION YEAST). //P3 6 5 94 



F -NT 2 RIM 0005 II //SAL I VARY GLUE PROTEIN SGS-3 PRECURSOR. //0. 020 : 1 22 
31//OROS0PH1LA SIMULANS (FRUIT FLY). //PI 3729 

F-NT2RM4000SI4//ATP SYNTHASE A CHAIR (EC 3.6.1.34) (PROTEIN 6).// 
0.46:66:32//ARTENIA SANF R ANC I SCANA (BRINE SHRIMP) (ARTEMIA FRANCIS ' 
CANA).//Q37708 

F-NT2RM400051 5//CAR2 PROTE IN. //3. 2e-05 : 1 98: 27//SCHI ZOSACCHARONYCES 

POMBE (FISSION YEAS T).//P4 1891 
F-MT2RM4000520//HYPOTHETICAL 7. S KO PROTEIN (ORF 63) . //O. Oil : 55 38 
//SPINACIA OLERACEA (SPINACH). //P08974 

F-NT2RM4000531//ZINC FINGER PROTEIN 169 (FRAGMENT) .// 3. 6 8-44 : 244: 4 
2//H0M0 SAPIENS (HUNAN). //Q1 4929 

F-NT2RM4000532//PUTATIVE MEMBRANE PROTEIN 53.//I. 0:47: 34//HERPESVI 
RUS SAIMIRI (STRAIN M).//Q01049 

F-NT2RM4000534//HYPOTHET I CAL 5.9 KO PROTEIN IN NR8A-PUTA INTERGENI 
C REGION.//0.75:26:46//ESCH£RICHIA C0LI.//PS6614 
F-NT2RM400058S//GAG POLYPROTEIN [CONTAINS: CORE PROTEIN PI 6: CORE 
PROTEIN P26].//0.019:B6:34//HUMAN IMMUNODEFICIENCY VIRUS TYPE 2 (I 
SOLATE SBLISY) (HIV-2).//P12450 

F-NT2RM400059O//RING CANAL PROTEIN (KELCH PROTEIN) .//S. 0«-23: 224: 2 
9//DR0S0PHILA MELANOGASTER (FRUIT FLY).//Q046S2 

F-NT2RM4000595//HYPOTHET I CAL 54.9 KO PROTEIN C02F5. 7 IN CHROMOSOME 

1 1 1.//3. 8«-62 : 226 : 50//CAEN0RHAB0 1 T I S ELEGANS. //P34264 
F-NT2RM4000603//SRC SUBSTRATE CORTACT IN (AMPLAXIN) (EMS1 ONCOGENE 
).//0.O77:l32:22//HOHO SAPIENS (HUMAN) .//Q 142 47 

F-NT2RM40006 II //HYPOTHETICAL 40.4 KD TRP-ASP REPEATS CONTAINING PR 
OTEIN C14B1.4 IN CHROMOSOME 1 1 1. //I. 9e-06:82: 32//CAENORHABDIT I S EL 
EGANS.//Q17963 

F-NT2RM40006 I 6//ACETYL -COENZYME A SYNTHETASE (EC 6.2.1.1) (ACE TAT 
E--COA LI CASE) (ACYL- ACTIVATING ENZYME). //S. 3e-79: 21 3: 62//ESCHER I 
CHI A COLI.//P27550 

F-NT2RM4000674//HYPOTHETICAL SYMPORTER SLLI374.//1. 3e-1 I : 147:32//S 

YNECHOCYSTIS SP. (STRAIN PCC 6803).//P74168 

F-NT2RM4000689 

F-NT2RM4000698//CHORION CLASS HIGH-CYSTEINE HCA PROTEIN 12 P RECURS 
OR (HC-A. 12) .//0. 26:45: 33//B0M8VX MORI (SILK MOTH). //PO 56 87 
F-NT2RM4000700//THIOPHENE AND FURAN OXIDATION PROTEIN TKOF.//0.9S. 
165:25//BORRELIA BURGDORFERI (LYME DISEASE SPIROCHETE). //P53 364 
F-NT2RM4000712//PROBABLE UBIQUITIN CARBOIYL- TERMINAL HYDROLASE RIO 
Ell. 3 (EC 3.1.2. IS) (UBIQUITIN THIOLESTERASE) (U8I QUI TIN-SPECIFIC 
PROCESSING PROTEASE) (DEUBIQUITINATING ENZYME). //2. 2e-62: 152:63//C 
AENORHABD I T I S ELEGANS. //P34 547 

F-NT2RM4000717//SALIVARY CLUE PROTEIN SGS-3 PRECURSOR. //O. 80: 54. 40 
//DROSOPHIU SIMULANS (FRUIT FLY). //PI 372 9 

F-NT2RM40007 3 3//0CTAPEPT IDE-REPEAT PROTEIN T2.//1. S«-08: 139:28//NU 
S NUSCULUS (MOUSE). //Q06666 

F-NT 2RM40007 34/ /GASTRULA ZINC FINGER PROTEIN XLCGF26. 1 (FRAGMENT). 
//7.2»-20:205:28//XENOPUS LAEVIS (AFRICAN CLANED FROG). //PI 871 5 
F-NT2RM400074I//SPERM PROTAMINE P! . //O. 89: 52: 38//I SOODON MACROURUS 

(SHORT -NOSED BAND I COOT) . //P42 1 36 
F-NT2RM40007S1//ZINC FINGER PROTEIN 26 (ZFP-26) (MKR3 PROTEIN) (FR 
AGMENT) . //5. 2e-77 : 246 : S2//MUS NUSCULUS (MOUSE) . //PI 0076 
F-NT2RM4000764//KERATIN, CLYCINE/TYROS IKE-RICH OF HAIR. //O. 062: 33 : 
42//0VJS ARIES (SHEEP) . //Q029S8 
F-NT2RM4Q00778 

F-NT 2 RM4000 7 7 9//SULF ATED SURFACE GLYCOPROTEIN 185 (SSG 185). //O; 01 
4:53:45//V0LV0X CARTER I . //P2 1 997 

F-NT2RM4000787//BONE NORPHOCENETIC PROTEIN 1 PRECURSOR (EC 3.4.24. 
-) (BNP-I ).//0. 00011: 73 :39//MUS NUSCULUS (NOUSE).//P98063 
F-NT2RM4000790//SPORE COAT PROTEIN SP96.//0. 00083: IS7:29//DICTY0ST 
EL I UN DISCOIOEUM (SLIME MOLD). //PI 4328 

F-NT2RM4000795//CHOLINESTERASE PRECURSOR (EC 3.1.1.8) (ACYLCHOL I NE 
ACYLHYDROUSE) (CHOLINE ESTERASE II) (BUTTRYLCHOL IKE ESTERASE) (P 
SEUOOCH0LINESTERASE).//7.4«-41:271 :36//HONO SAPIENS (HUMAN) . //P062 
76 

F-NT2RM40O0796//5-METHYLCYT0S INE-SPECIFIC RESTRICTION ENZYME B (EC 

3.1.21.-). //O. 28:82: 30//ESCHER I CH I A COL I . //PI 5005 
F-NT2RM4000798//PROTE1N TRANSPORT PROTEIN SEC7. //4. 7«-38: 165:48//S 
ACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //PI 1075 
F-NT2RM4000813//METALLOTHIONEIN-IB.//0.0025:2S:44//OVIS ARIES (SHE 
EP).//P09577 
F-NT2RM4000820 

F-NT2RM4000833//HYPOTHETICAL PROTEIN NJI I36.//6. 5«-42: 206: 41//NETH 
ANOCOCCUS J ANNAS CHI I . //Q58536 

F-NT2RM4000848//BRA IN-SPECIFIC H0ME080X/P0U DOMAIN PROTEIN 3A (BR 
N-3A) (BRN-3. 0) . //O. 00060 : 1 59 : 33//MUS NUSCULUS (MOUSE) . //PI 7208 
F-NT2RM40O0852//SMALL PROLINE-RICH PROTEIN 2B (SPR-2B) . //O. 0076 : 1 
3:69//HOMO SAPIENS (HUMAN) . //P3 532 5 

F-NT2RM4000855//! ! ! ! ALU SUBFAMILY SQ NARKING ENTRY ♦ ! ! !//0. 0060: 6 
8:44//HOM0 SAPIENS (HUMAN) . //P39 194 

F-NT2RM4000887//RTS1 PROTEIN (SCSI PROTEIN) . //O. 23: 153: 24//SACCHAR 
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OHYCES CEREVISIAE (BAKER' S YEAST) . //P36903 

F-NT2RM400089S//HYPOTHET ICAL 53. 5 K0 PROTEIN IN PH02-POL3 INTERGEN 
IC REGION. //3.3e-09: 80: 46//SACCHAH0NTCES CEREVISIAE (BAKER'S YEAS 
T).//P4312J 

F-NT2RM40009S0//HYP0THET I CAL PROTEIN MJ0S72. //O. Of 0 : 68 : 29//METHAN0 
COCCUS JAKNASCHI I . //QS7992 

F-NT2RM400097I//KINESIN LIGHT CHAIN (KLO.//0. 79:201 :24//L0LIC0 PE 
ALE 1 1 (LONGF I N SQUID). //P4SS25 

F-NT2RM4000979//MY0SIN REGULATORY LIGHT CHAIN 2. NONSARCOMERIC (NY 
OS IN RLC).//1.2e-07:25:96//HOMO SAPIENS (HUNAN) .//PI 91 OS 
F-NT2RM4000996//ZINC FINGER PROTEIN 37 (ZFP-37) (HALE GEM CELL SP 
ECIFIC ZINC FINGER PROTEIN). //1 . 4e-56: 2S3: 46//NUS NUSCULUS (HOUSE 
).//P17l41 
F-NT2RM4001002 

F-NT2RN40010I6//GAG POLYPftOTEIN [CONTAINS: CORE PROTEIN PIS: INNER 
COAT PROTEIN PI 2; CORE SHELL PROTEIN P30).//0.25: 101 :31//FBR NURI 
NE OSTEOSARCOMA VIRUS. //P29I7S 

F-NT2RM4001032//CUTICLE COLLAGEN 2.//2. 6e-07: I30:39//CAENORHABOITI 
S ELEGANS. //PI 76S6 

F-NT2RM4001047//MO25 PROTEIN. //5. 6e- 1 07 : 252 : 80//MUS NUSCULUS (NOUS' 
E).//Q0S138 

F-NT2RN400I0S4//PROTEIN TRANSPORT PROTEIN SEC6I ALPHA SUBUNIT.//9. 
0e-t09:2Q9:94//CANIS FAMILIAR IS (DOG) . //P38377 

F-NT2RM4001 084//HYPOTHET I CAL TRANSCRIPTIONAL REGULATOR IN UIUR-IAO 
A INTERGEN I C REGION. //O. 57: 95: 30//ESCHER I CH I A COL I . //P39376 
F-NT2RM4001 092//HYPOTHET I CAL 127.4 KD PROTEIN F07F6. 4 IN CKROMOSOM 
E lll.//2.St-47:231:47//CAENORHABDITIS ELEGANS. //Q09531 
F-NT2RM4001 1 1 6//HYP0THET I CAL 216.3 KD PROTEIN R06F6.8 IN CHROMOSOM 
E ll.//1.3«-08:243:23//CAEN0RHA8OmS ELEGANS. //QO 94 1 7 
F-NT2RM4001 1 40//HOMEOBOX PROTE I N MSH-O. //7. I e- 1 3 : 1 03 : 3 8//BRACHYDAN 
10 RERIO (ZEBRAFISH) (ZEBRA DANI0).//QOI704 

F-NT2RM4001 1 SI //SYNAPS I NS I A AND IB (BRAIN PROTEIN 4. 1).//0. 26:96: 
34//H0M0 SAPIENS (HUMAN). //PI 7600 

F-NT2RM400 11 S5//AD RENAL MEDULLA SO KD PROTEIN. //3. 6e- 1 03: 201 : 91//B 
OS TAURUS (B0VINE).//Q27969 

F-NT2RM4001 160//GLUTATHIOME S- TRANSFERASE (EC 2. S. 1.18) (CLASS-PH 
I ) (FRAGMENTS) .//1. 0:33: 36//BRASS I CA OLERACEA (CAUL I FLOWER) . //P484 
38 

F-NT2RM4001 1 87//PREPR0TE I N TRANS LOCASE SECA SUBUN I T. //O. 44: 1 SB: 27/ 
/MYCOPLASMA GEN I TALIUM. //P4731 8 

F-NT2RM4001I9I//LONC NEUROTOXIN 2 (TOXIN C) . //O. 99 : 44 : 43//ASTROT1 A 

STOKES I (STOKES'S SEA SNAKE) (OISTEIRA STOKES I ).//P0 1381 
F-NT2RM4C01200//ZINC FINGER PROTEIN 1 3S. //2. 2«-82 : 245: 59//HOMO SAP 
I ENS (HUMAN). //P52742 

F-NT 2RM400 1 203//HYPOTHET I CAL 57.5 KD PROTEIN IN VMA7-RPS2SA INTERG 
ENIC REGION.//0.02B:94:40//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P53214 

F -N T 2 RM400 1 204//SPL I CEOSOME ASSOCIATED PROTEIN 62 (SAP 62) (SF3A6 

6) .//0.0O96:182:34//HOMO SAPIENS (HUMAN). //Q 15428 
F-NT2RM4001217//RINC CANAL PROTEIN (KELCH PROTEIN) ,//2. le-21 : 221 : 2 
9//DR0S0PH I LA MELANOCASTER (FRU I T FLY) . //Q04652 

FHIT2RM4001 2S6//C8P3 PROTE IN PRECURSOR. //O. 30: 55: 3 2//SACCHAR0MYCES 

CEREVISIAE (BAKER'S YEAST) . //P 21 560 
F-NT2RM4001 258//HYPOTHET I CAL 35.5 KO PROTEIN IN TRANSPOSON TN45S6. 
//0. 00031 : 132: 39//STREPTOMYCES FRAOIAE. //P201 86 
F-NT2RM4001309//SALIVARY PROLIKE-RICH PROTEIN PRECURSOR (CLONE CP 

7) [CONTAINS: BASIC PEPTIDE P-F] (FRAGMENT) . //0. 048 : 1 32 : 28//HOMO S 
API ENS (HUMAN) . //P0281 2 

F-NT2RM400 1 31 3//PH0SPHAT IDYL INOSITOL 3-KINASE VPS34-LIKE (EC 2.7. 
1.137) (PI 3-KINASE) (PTD INS- 3-KINASE) (PI3K). //2. 6e-37: I24:65//DIC 
TYOSTELIUM 01 SCO IDE UN (SLIME MOLD) . //PS4676 

F-NT2RM4001316//ACYL-COA DEHYDROGENASE. MEDIUM-CHAIN SPECIFIC PREC 
JRSOR (EC 1.3.99.3) (MCAD).//! . 7e-10: I85:30//RATTUS NORVEGICUS (RA 
T).//P08503 

F-NT2RM4001320//PUTATIVE RHO/RAC GUANINE NUCLEOTIDE EXCHANGE FACTO 
R (RHO/RAC CEF) (FACIOGENITAL DYSPLASIA PROTEIN HOMOLOG) . //I . S«-0 
8: 1 97 : 26//MUS NUSCULUS (MOUSE) . //PS2734 

F-NT2RM4001340//UTR4 PROTEIN (UNKNOWN TRANSCRIPT 4 PROTE IN) . //7. 7 
«-14:82:36//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) . //P3 26 26 
F-NT2RM4001344//HYPOTHET ICAL GTP-BINDING PROTEIN IN P0P2-K0L1 INTE 
RGENIC REGION.//3.3«-16: 128: 35//SACCHAR0MYCES CEREVISIAE (BAKER'S 
YEAST). //P53742 

F-NTZRM4001347//HYPOTHET ICAL 76.9 KD PROTEIN IN RPM2-TU81 INTERGEN 
IC RECION.//0.0S7:111:33//SACCHARONYCES CEREVISIAE (BAKER'S YEAST 
).//Q04511 
F-NT2RM4001371 

F-NT2RM4001382//H I ST I DIKE -RICH GLYCOPROTEIN PRECURSOR. //1 . 0s-08: 8 

2:39//PLASMODIUM L0PHURAE.//P04929 

F-NT2RM4001384 

F-NT2RM4001410//A-AGGLUTININ ATTACHMENT SUBUNIT PRECURSOR. //2. li-0 



8:185:31//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) .//P32323 
F-NT2RM400! 411 //EARLY NOOULIN 20 PRECURSOR (N-20) . //S. 3«-05: 105: 38 
//MED I CA GO T RUN CA TULA (BARREL MEDIO.//P93329 

F-NT2RM4001 4 1 2//CTPASE-ACT I VAT I NG PROTEIN (CAP) (RAS P21 PROTEIN A 
CTIVATOR) (PI20GAP) (RASGAP).//6. 26-17: 109:4 1//RATTUS NORVEGICUS 
(RAT) . //P50904 

F-NT2RM400I4I4//ZINC FINGER PROTEIN 177.//8. 3«-06: S4: 50//H0M0 SAP I 
ENS (HUMAN) . //Ol 3360 

F-NT2RM4001437//HM ALU SUBFAMILY SC WARNING ENTRY • ! ! !//2. 1 e-24: 
87:65//H0M0 SAPIENS (HUMAN) .//P3 9 1 92 

F-NT2RM4001444//PR0BABLE I SOLEUCYL-TRNA SYNTHETASE (EC 6.1.1 5) (I 
SOLEUCINE — TRNA LI CASE) (ILERS) (FRAGMENT) . //2. 6t-4S: 1 97 : 47//C I ONA 

INTESTINALIS.//Q94425 
F-NT2RM40014S4//HYPOTHETICAL PROTEIN KIAA0041 (FRAGMENT) . //O. 0060 
95:29//HOMO SAPIENS (HUMAN). //Q1 5057 

F-NT2RM400145S//PR0BABLE E5B PROTE IN. //O. 41 :44: 36//HUMAN PAPILLOMA 
VIRUS TYPE 6B.//P06461 

F-NT2RM4001483//ZINC FINGER PROTEIN 1 36. // 1. 7e- 28:85 :64//H0M0 SAP I 
ENS (HUNAN).//P52737 

F-NT2RM4001 48 9//PTB- ASSOC I A TED SPLICING FACTOR (PSF) .//O. 086: 1 11 : 3 
4//H0MO SAPIENS (HUMAN) . //P 2 3246 

F-NT2RM4001519//ACI0 UREASE ALPHA SUBUNIT (EC 3.5.1.5) (UREA ANiDO 
HYDROLASE) . //O. 82: SI : 47//LACT0BAC I LLUS FERMENTUM. //P26929 
F-NT2RM4001 522//TROPOMYOS IN. //0. 030:117: 23//SCH IZOSACCHAROMYCES PO 
NBE (FISSION YEAST). //Q02088 
F-NT2RM400I557 

F-NT2RM4001 565//HYPOTKETICAL 44.3 KD PROTEIN C1F7.07C IN CHROMOSOM 
E I. //O. 99: 42 :40//SCH IZOSACCHAROMYCES POMBE (FISSION YEAST) . //Q099 
19 

F-NT2RM4O01 S66//GLUC0AMTLASE S1/S2 PRECURSOR (EC 3.2.1.3) (GLUCAN 
1 . 4-ALPHA- GLUCOS I DASE) (1 . 4-ALPHA-D-GLUCAN GLUCOHYDROLASE) . //O. 05 
4:190:23//SACCHAR0MYCES CEREVISIAE (BAKER" S YEAST) . //P08640 
F-NT2RM4001569//GUANINE NUCLEOT IDE-BINDING PROTEIN BETA SUBUNIT-Li 
KE PROTEIN (ACTIVATED PROTEIN KINASE C RECEPTOR HOMOLOG) . //O. 72 6 
4:31//TRYPANOSOMA BRUCE I BRUCE I. //Q947 7 5 
F-NT2RM4001582 

F-NT2RM4001592//DNA REPAIR PROTEIN RAD9. //0. 00037: 1 98: 31//SACCHAR0 
HYCES CEREVISIAE (BAKER'S YEAST). //PI 4737 

F-NT 2 RM400 15 94// IMMEDIATE-EARLY PROTEIN IE180. //I. 9e-05: 147: 34//PS 
EUD0RAB1ES VIRUS (STRAIN KAPLAN) (PRV) . //P33479 

F-NT2RM4001 597//TH 101 :D I SULFIDE INTERCHANGE PROTEIN TLPA (CYTOCHRO 
ME C BIOGENESIS PROTEIN TLPA).//5.7*-0S:122:29//BRADYRHIZOBIUM JAP 
ONICUM.//P4322I 

F-NT2RM4001 60S//NUCLEAR PORE COMPLEX PROTEIN NUP155 (NUCLEOPOR I N N 
UP155) (155 KO NUCLEOPOR IN) (PI 40). //I. 7e-l28: 249:96//RATTUS NORVE 
CICUS (RAT).//P37199 

F-NT2RM4001611//SIS2 PROTEIN (HALOTOLERANCE PROTEIN HAL3).//1.S«-3 
5:128:47//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P36024 
F-NT2RM4001629//MAGUX P55 SUBFAMILY MEMBER 3 (MPP3 PROTEIN) (DISC 
S, LARGE HOMOLOG 3) . //S. 8e-42: 254: 37//HOMO SAPIENS (HUMAN) . //Ol 336 
8 

F-NT2RM4001650//HOME0BOX PROTEIN H0X-A4 (CHOX-1 . 4) . //O. 62 : 19: 57//G 
ALLUS GALLUS (CHICKEN) . //PI 7277 

F-NT2RM4001662//PR0TE1N KINASE C. ALPHA TYPE (EC 2.7.1.-) (PKC-ALP 
HA).//0.29:90:32//HOMO SAPIENS (HUMAN) . //PI 7252 

F-NT2RM400 1 666//HY POTHET I CAL 46.6 KD PROTEIN IN ALPA-GABP INTERGEN 
IC REGI0N.//1.I«-3I:137:44//ESCHERICHIA C0LI.//P37339 
F-NT2RM4001682//PR0BABLE 60S RIBOSOMAL PROTEIN L22.//0.98:55:29//C 
AENORHABDITIS ELEGANS. //P528I9 

F-NT 2RM400 1 7 1 0//HVPOTHET I CAL PROTEIN KIAA0039 (FRAGMENT). //O. 56: 1 1 
3:28//HOMO SAPIENS (HUMAN) .//Q 150 54 

F-NT2RM400I714//SEPTIN 2 HOMOLOG (FRAGMENT) .//}. 4a-l08: 255: 77//HOM 
0 SAPIENS (HUMAN). //Q1 41 41 

F-NT2RM4001 7I5//HYPOTHETICAL PROTEIN C19GI0. 16 IN CHROMOSOME I (FR 
AGMENT).//2. 1e- 36:1 48 : 38//SCH IZOSACCHAROMYCES POMBE (FISSION YEAS 
T).//Q10342 

F-NT2RM4001 731 //HYPOTHETICAL 54.9 KD PROTEIN C02F5. 7 IN CHROMOSOME 

III.//1. Ie-O5:90:33//CA£NORHABDITIS ELEGANS. //P34284 
F-NT2RM4001741//TALIN.//1.le-106:208:99//MUS NUSCULUS (HOUSE) . //P2 
6039 

F-NT2RM4001746//EBNA-1 NUCLEAR PROTEIN. //I. 6e-09: 1 55: 38//EPSTE I N-B 
ARR VIRUS (STRAIN B9S-8) (HUMAN HERPESVIRUS 4).//P0321l 
F-NT2RM4001754//COLLAGEN ALPHA 5(IV) CHAIN PRECURSOR. //O. 93 : 1 SB: 33 
//HOMO SAPIENS (HUMAN) . //P29400 

F-NT2RM4001 758//PUTATIVE SER I NE/THREON I NE-PROTE I N KINASE P78 (EC 
2.7. l.-).//5.1 e-11 3:277: 79//H0MO SAPIENS (HUMAN) . //P27448 
F-NT2RM4001776//MYOSIN I ALPHA (MHI-ALPHA). //2. 2e-73: 262: 54//MUS H 
USCULUS (MOUSE). //P46735 

F-NT2RH4001783//ZINC FINGER PROTEIN HRX (ALL-!) (FRAGMENT) . //5. 3e- 
26:169:39//MUS NUSCULUS (HOUSE). //P 55 2 00 
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F - HT 2 RII400 1 » 1 0//MALE SPECIFIC SPERM PROTEIN MST64DB. //2. 3d-0S: 68: 4 
2//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //Q01643 

F-NT2RM4001813//RH0DOCETIN ALPHA SU8UNIT. //2. 3«-0S: H S : 34//ACX I STR 
OOON RHODOSTOMA (MALAYAN PIT VIPER) (CALIOSELASMA RHODOSTOMA) . //P8 
1397 

F-NT2RM400I619//CELL SURFACE GLTCOPROTEIN EMR1 PRECURSOR (EMR1 HOR 
MORE RECEPTOR) (CELL SURFACE GLYCOPROTEIN F4/80). //1. 7«-06: 159:25/ 
/MUS MUSCULUS (MOUSE). //Q6 1 549 

F-MT2RM4001823//ZINC FINGER PROTEIN ZIC! (ZINC FINGER PROTEIN OF T 
HE CEREBELLUM I ).//?. 6e- I 8 : II 4 : 40//MUS MUSCULUS (MOUSE) . //P46684 
F-NT2RM4001828//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2). 
//4.0e-81:2S3:59//HOMO SAPIENS (HUMAN). //PS 1 52 3 

F-NT2RM4001836//SPI0R0IN 2 (DRAGLINE SILK FIBROIN 2) (FRAGMENT).// 
0.2I:176:30//NEPHILA CUV I PES (ORB SPIOER) .//P46604 
F-NT2RM400 I 84I//PR0L IKE-RICH PEPTIDE P-B.//0. 046:27:40//HOMO SAPIE 
NS (HUMAN). //PO 28 1 4 

F-NT2 RM4Q0 1 842/ /HTPOTHET I CAL 7.0 KD PROTEIN B03B8. I IN CHROMOSOME 
III. //0. 98 : 35 : 42//CAEN0RHAB0 1 T I S ELEGANS . //Qt 1 1 04 
F-NT2RM400t8S6//HYP0THETICAL 75.2 KO PROTEIN IN ACS1-CCV3 I NTERGEN 
IC REGION. //2.3e-37: 242 : 37//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P39722 

F-NT2RM400I85B//T-B0I PROTEIN VEGT (T-BOI PROTEIN BRAT) (T-BOI PRO 
TEIN ANTIPODEAN).//!, fia-23 : 78 : 64//XEN0PUS LAEVIS (AFRICAN CLAIED F 
RX).//P87377 

F-NT2RM4001 86S//NEURONAL CALCIUM SENSOR 2 (NCS-2) . //0. 01 2: 83: 28//C 
AENORHABOmS ELEGANS. //P36609 

F-NT2RM4001 876//HTP0THET I CAL 118.4 KD PROTEIN IN BAT2-0ALS INTERGE 
NIC REGION PRECURSOR. //3.89-10: 242: 32//SACCHAROMTCES CEREVISIAE (B 
AKERS YEAST). //P47I 79 

F-NT2RM4001880//EC PROTEIN HOMOLOC. //O. 22: 59: 32//ARABIDOPSIS THALI 
ANA (MOUSE-EAR CRESS) . //P 93 746 

F-NT2RM400190S//60S RIBOSOMAL PROTEIN L40 (CEP52).//0. 57:20 :60//H0 
MO SAPIENS (HUMAN), RATTUS NORVEGICUS (RAT). AND CALLUS CALLUS (CH 
ICJCEN).//P14793 
F-NT2RM4001922 

F-NTZRM4001 930//PUTAT I VE GLUCOSYl TRANSFERASE C08811.8 (EC 2.4. I. - 
) . //5. 5t-45: 1 67 : 53//CAEN0RHA8D I T I S ELEGANS. //Q09226 
F-NT2RM4001938//RT0A PROTEIN (RATIO- A). //0. 0036 : 120: 32//DICTYOSTEL 
I UN DISCOIDEUM (SLIME MOLD) .//P54681 

F-NT2RM4001940//IROQUOIS-CLA$S HOMEODOMAIN PROTEIN IRX-! (FRAGMEN 
T) . //O. 32:31: 48//H0M0 SAP I ENS (HUMAN) . //P7841 5 

F-NT2RM40019S3//! ! ! 1 ALU SUBFAMILY SC WARNING ENTRY 1 ! ! !//2. 2«-43: 
56:85//HOMO SAPIENS (HUMAN) .//P39 192 

F-NT2RM400196S//IG ALPHA- 1 CHAIN C REGION. //0. 56:73: 34//GOR I LLA GO 
RILLA GORILLA (LOWLAND C0RILLA).//P207S8 

F-NT2RM4001969//SALIVARY PROLIKE-RICH PROTEIN PRECURSOR (CLONES CP 
3. CP4 AND CPS) [CONTAINS: BASIC PEPTIDE IB-6: PEPTIDE P-H].//0.00 
16:140:27//H0M0 SAPIENS (HUMAN) . //P04280 

F-NT2RM4001979//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2) . 
//3.9e-Z1:103:S1//HOMO SAPIENS (HUMAN). //PS 1523 

F-NT2RM4001 984//HYP0THET 1 CAL PROTE I N LAMBDA-SP5. //O. 0034: SO : 40//MU 
S MUSCULUS (MOUSE) . //P 1 5974 

F-NT2RM400 1987// IRREGULAR CHIASM C- ROUGHEST PROTEIN PRECURSOR (IRR 
EC PR0TEIN).//6.9e-l7:115:31//DR0S0PHILA MELANOGASTER (FRUIT FLY). 
//Q08180 

F-NT2RM400201 3//HYP0THET ICAL 54. 5 KD TRP-ASP REPEATS CONTAINING PR 
OTEIN ZC302.Z IN CHROMOSOME V.//0.00S2:t17:28//CA£NORHABOITIS ELEG 
ANS.//Q23256 

F-MT2RM40020t8//SPORE COAT PROTEIN SP96. //4. 3e-Q6: 201:28//DICTYOST 
ELIUM OISCOIDEUM (SLIME MOLD) .//PI 4328 

F-NT2RM4002034//RHO-GAP HEMATOPOIETIC PROTEIN CI (PITS) (KIAA0131 
).//0.78:132:25//HOMO SAPIENS (HUMAN). //P98 171 

F-NT2RM4002044//V I TELLOGEN I N I PRECURSOR (MINOR VITELLOGENIN) [CON 
TAINS: LIPOVITELLIN I (LVI); PHOSVITIN (PV) ; LIPOVITELLIN II (LVI 
I): YGP42].//0.062:201:24//GALLUS CALLUS (CHICKEN) .//P8 74 98 
F-NT2RM40020S4//DUPLICATE PROCYCL I N.//0. 0079:44: 52//TRYPANOS0MA BR 
UCEI BRUCE I. //PI 4044 

F-NT2RM4002055//PUTAT I VE Z PROTEIN. //0. 82 : 39 : 30//0V I S AR IES (SHEE 
P).//P08105 

F-NT2RM4002062//ASPARTYL-TRNA SYNTHETASE (EC 6.1.1.12) (ASPARTATE 
— TRNA LI CASE) (ASPRS) . //7. Oe-37 :80: 52//THERMUS AQUATICUS (SUBSP. 
THERM0PHILUS).//P36419 

F-NT2RM40020S3//SARCOSINE OIIOASE (EC I. 5. 3. 1) .//2. 28-25:216: 31//B 
ACILLUS SP. (STRAIN KS-I 29) . //P23342 

F-NT2RM4002066//HYPOTHETICAL PROTEIN KIAA0192 (FRAGMENT) . //t . 1 t-9 
4: 260: 71 //HOMO SAPIENS (HUMAN) . //Q93074 

F-NT2RM4002067//! ! !! ALU SUBFAMILY J WARNING ENTRY H ! St-1 5:5 
1 : 70//HOMO SAPIENS (HUMAN). //P3 9 188 

F-NT2RM4002073//ELASTIN PRECURSOR (TROPOELASTIN) . //4. 9«-0S: 68: 36// 
HOMO SAPIENS (HUMAN). //PI S502 



F-NT2RM4002075//RINC CANAL PROTEIN (KELCH PROTEIN). //7. 2e-43:220:4 
1//0R0S0PHILA MELANOGASTER (FRUIT FLY) . //Q04652 

F-NT2RM4O02093//POLVPVRIMI0INE TRACT-BINDING PROTEIN (PTB) (HETERO 
GENEOUS NUCLEAR RIBONUCLEOPROTEIN I) (HNRNP I) (57 KO RNA-BINDING 
PROTEIN PPTB-l).//1.8ft-93:2SS:72//MOMO SAPIENS (HUMAN). //P 26 5 99 
F-NT2RM4002109/AINESIN-LIKE PROTEIN KIF4. //3. 7e-10l :260: 78//MUS M 
USCULUS (M0USE).//P33I74 

F-NT2RM4Q02126//HYP0THETICAL PROTEIN IN CYCB 3* REGION PRECURSOR (0 
RF2) (FRAGMENT) . //O. 91 : 49 : 32//PARACOCCUS DENITRIFICANS. //P29969 
F-NT2RM4002140//GR0UCHO PROTEIN (ENHANCER OF SPLIT M9/10).//0. 36: 1 
04:22//DROSOPHILA MELANOGASTER (FRUIT FLY). //PI 637 1 
F-NT2RM4002145//SLIT PROTEIN PRECURSOR. //8. 6e-l 3: 127:3 3//DR0S0PHIL 
A MELANOGASTER (FRUIT FLY).//P240I4 

F-NT2RM4002146//MAG0 NASH I PROTEIN. //7. 9e-69: 143: 91//DR0S0PHI LA ME 
LANOCASTER (FRUIT FLY) . //P4 9028 

F-NT2RM4002161//DUAL SPECIFICITY PROTEIN PHOSPHATASE (EC 3.1.3.48) 

(EC 3.1.3.16). //O. 0062 : 99 : 2 6//CHLAMYDOM0NAS EUGAMETOS. //Q3949I 
F-NT2RM4002174//MRP PR0TEIN.//4. Se-50: 183:5S//ESCHERICHIA COLI.//P 
21590 

F-NT2RM4002189//MUCIN 2 PRECURSOR (INTESTINAL MUCIN 2).//2. 6e-U:2 
33:29//HOMO SAPIENS (HUMAN) . //Q028 1 7 

F-NT2RM4002 I 94//TRANSMEMBRANE PROTEIN SEX PRECURSOR. //O. 92: 108: 28/ 
/HOMO SAPIENS (HUMAN). //P5 1805 

F-NT2RM400220S//EL0NGATI0N FACTOR G. MITOCHONDRIAL PRECURSOR (MEF- 
G).//5.8«-39:l22:72//RATTUS NORVEGICUS (RAT) . //Q07803 
F-NT2RM400221 3//HYP0THETICAL 88.4 KD PROTEIN B0464. 7 IN CHROMOSOME 

1 1 1.//9. 9»-27: 110:43//CAEN0RHA80ITIS ELEGANS. //QO 3 56 5 
F-NT2RM4O02226//GTPASE ACTIVATING PROTEIN ROTUND. //I . 3e-21 : 147:41/ 
/DROSOPHILA MELANOGASTER (FRUIT FLY) . //P40809 

F-NT2RM4002251 //PROTE IN EF-7 (FRAGMENT). //O. 00082: 45: 42//MUS MUSCU 
LUS (MOUSE) . //P9780S 

F-NT2RM4002256//COLD-RECULATED PROTE I N 1 (FRAGMENT) . //0. 0001 S: 1 1 4 : 
42//HOROEUM VULCARE (BARLEY) . //P23251 

F-NT2RM4O02266//CUT I CLE COLLAGEN 2 . //O. 00013: 142:3 3//CAEN0RHABD I T I 
S ELEGANS. //PI 7656 

F-NT2RM4002278//HYP0THET I CAL 22.2 KD PROTEIN IN NSR1-TIF4631 INTER 
GENIC REGION.//1.0:40:S2//SACCHAROMYCES CEREVISIAE (BAKER* S YEAST 
).//P53288 
F-NT2RM4002281 

F-NT2RM4002287//GAR2 PROTEIN. //0. 00055: 225: 23//SCHI ZOSACCHAROMVCES 

POMBE (FISSION YEAST). //P4 189 I 
F-NT2 RM4002 2 94//HYPOTHET I CAL PROTEIN KIAA0281 (HA672S) .//1. U-60: 1 
52:7S//HOMO SAPIENS (HUMAN). //Q92556 

F-NT2RM4002301//GENERAL STRESS PROTEIN CTC (FRAGMENT). //O. 56:43: 39 
//BACILLUS CALDOLYT I CUS. //P42B32 

F-NT2RM4002323//N0NHISTONE CHROMOSOMAL PROTEIN HMG-1 7. //0. 0080: 73: 
35//BOS TAURUS (BOVINE). //PO 23 13 

F-NT2RM4002339//METALLOTH I ONE IN 10-111 (MT-10-1 1 1) . //0. 67: 34:38//M 
YTILUS EDULIS (BLUE MUSSEL) . //P80248 

F-NT2RM4002344//METALLOTHIONEIN-I (MT-I) . //O. 84:41 : 31//MUS MUSCULU 
S (MOUSE). //P028O2 

F-NT2RM4002373//aUTENIN. HIGH MOLECULAR WEIGHT SUBUNIT DY10 PRECU 
RSOR. //0. 0019:1 90 : 28//TR I T I CUM AEST1VUM (WHEAT). //PI 03 8 7 
F-NT2RM4002374//5E5 ANT 1 GEN. //0. 0059: 170: 32//RATTUS NORVEGICUS (RA 
T).//Q63003 

F-MT2RM4002383//!!!! ALU SUBFAMILY SP WARNING ENTRY !! ! !//0. 13: 17: 

88//HOMO SAPIENS (HUMAN) . //P3 91 93 

F-NT2RM4002390 

F-NT2RM4002398//HNRNP ARGININE N-METHYLTRANSFERASE (EC 2.1.1.-) (0 
DPI PROTEIN). //O. 034:1 10: 27//SACCHAR0MVCES CEREVISIAE (BAKER* S YEA 
ST) . //P38074 

F-NT2RM4002409//ACETYL -COENZYME A SYNTHETASE (EC 6.2.1.1) (ACETAT 
E--COA LI CASE) (ACYL- ACTIVATING ENZYME). //4. 0e-20: 179: 31 //METHANO 
THRU SOEHNGENII.//P27095 

F-NT2RM4002438//! ! ! ! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! >//l . 7«-l 5: 
4I:9S//H0M0 SAPIENS (HUMAN). //P3 9 1 94 

F-NT2RM4002446//CRYPTD IN-RELATED PROTEIN 4C-1 PRECURSOR (CRS4C) . // 
0. 0058 : 24 : 50//MUS MUSCULUS (MOUSE) . //PI 7534 

F-NT2RM4002452//METALL0TH I ONE IN 10-11 (MT-I 0-1 1) .//O. 83:48: 37//MYT 
I LUS EOUL I S (BLUE MUSSEL) . //P80247 

F-NT2RM4002457//MH ALU SUBFAMILY SC WARNING ENTRY ! ! • !//4. 9«-07: 
S2:63//HOMO SAPIENS (HUMAN). //P39 192 

F-NT2RM4002460//C -HORDE IN (CLONE PC-919) (FRAGMENT) . //O. 92 : 43 : 30// 
HOROEUM VULGARE (BARLEY) . //PI 7992 

F-NT2RM4002479//RNA HELICASE-LIKE PROTEIN DB10.//I. 7«-28 : 200:41//N 
ICOTIANA SYLVESTRIS (WOOD TOBACCO) .//P46 94 2 

F-NT2RM4002482//HYPOTHET I CAL 65.9 KD PROTEIN YPR065W. //8. 8e-26 : 1 2 
3:49//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). //Q I 2514 
F-NT2RM4002493//LARVAL CUTICLE PROTEIN I. PRECURSOR. //O. 1 7 : 1 26 : 27// 
OROSOPHILA MIRANDA (FRUIT FLY) . //P9l 627 
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F-NT2RM4002499//m- ALU SUBFAMILY SQ ■ARMING ENTRY !!!!//•. 4t-34: 
92:80//HOMO SAPIENS (HUMAN) . //P391 94 

F-NT2RM4Q02504//MM ALU SUBFAMILY SB IARNING ENTRY M! !//3.4i-19: 
SS:83//HQMO SAPIENS (HUMAN). //P391 89 

F-NT2RM4002527//WD-40 REPEAT PROTEIN NS 1 2. //3. Os-07: I 93 : 27//ARABI0 
OPS IS THALIANA (MOUSE-EAR CRESS) .//022468 

F-NT2RM4002532//AEROLYS I N REGULATORY PROTEIN. //O. 97: 1 9: 47//AER0M0N 
AS SOBRIA.//P09165 

F-NT2RM4002S34//MITOCHONORIAL 60S R I BOSOMAL PROTEIN L32 PRECURSOR 
(YML3Z) . //0. 76 : 85 : 22//SACCHAROMYCES CEREV IS I AE (BAKER' S YEAST) . //P 
25348 

F-NT2RM4002S58//L0NG-CHAIN FATTY ACID TRANSPORT PROTEIN (FATP) . // 
4. 2a-S5 : 204 : SO//MUS MUSCULUS (MOUSE) . //Q607 1 4 

F-NT2RM400256S//CHYMOTRYPS I N/ELASTASE I SO I MH 18 > TORS 2 TO 5.//1.0: 1 
6:62//ASCARIS SUUM (PIG ROUNDWORM) (ASCARIS LUMBRICOIO£S).//P078S2 
F-NT2RM4002567//HYPOTHETICAL 74.0 KO PROTEIN IN CA J I -H0M3 INTERGEN 
IC REGI0N.//2.7e-10:184:29//SACCHAR0MYCES CEREV IS I AE (BAKER' S YEAS 
T).//P40032 

F -NT 2 RM40Q 2 571 //POLYPEPTIDE N-ACETYLGALACTOSAM I NYLTRANSFERASE (EC 
2.4.1.41) (PROTEIN- UOP ACETYLCALACTOSAM I NYLTRANSFERASE) (UDP-GALN 
AC: POLYPEPTIDE. N- ACETYLGALACTOSAM I NYLTRANSFERASE) (GALNAC-T1) . // 
2.4e-25:l24:47//H0M0 SAPIENS (HUMAN) . //Q 1 0472 

F-NT2RM40O2593//HYPOTHET I CAL 9.1 KO PROTEIN IN TETB-EXOA INTERGEN I 
C REGI0N.//0.9S:36:38//BACILLUS SUB7ILIS.//P37S09 
F-NT2RM4002S94//HSPI PROTEIN H0M0L0G.//9. 0t-68: 227:60//CAENORHABDI 
TIS ELEGANS.//P548I5 

F-NT 2RM4Q02 62 3/ / ASPAR TY L- TRNA SYNTHETASE (EC 6. 1.1.12) (ASPARTATE 
--TRNA LICASE) (ASPRS). //3. 3«-54:243:47//SYNECH0CYSTIS SP. (STRAIN 

PCC 6803).//P7385l 
F-NT2RP1 00001 8//SUPPRESS0R PROTEIN SRP40. //O. 0023 : 1 31 : 2S//SACCHAR0 
MYCES CEREVISIAE (BAKER'S YEAST). //P3 2 58 3 

F-NT2RP1000035//RING CANAL PROTEIN (KELCH PROTE I N) . // 1 . Ott-06 : 63 : 34 
//DROSOPHILA MELANOGASTER (FRUIT FLY). //Q04652 

F-NT2RP1Q00040//LETHAL NEUROTOXIN Til. //O. 69:21 :47//PH0KEUTRIA NIG 
R I VENTER (BRAZILIAN ARMED SPIDER) . //PI 7727 

F-NT2RP1 00006 3//HYP0THET I CAL 25.1 KO PROTEIN IN SMC3-MRPL8 INTERGE 
NIC REGION.//3.8«-14:l30:30//SACCHAROMYCES CEREVISIAE (BAKER'S YEA 
ST).//P40359 

F-NT2RP1000086//HYPOTHETICAL 9.4 KD PROTEIN IN RNPA-THDF INTERGEN I 
C REGION.//0.16:44:40//ESCHERICHIA C0LI.//P22B47 
F-NT2RP1000101//45.B KD PROTEIN IN SHM1 -MRPL3 7. INTERGEN I C REGION./ 
/I.9e-06:74:32//SACCHAROMVCES CEREVISIAE (BAKER* S YEAST) . //P 38344 
F-NT2RP1 00011 1//C0P1 REGULATORY PROTEIN (FUSCA PROTEIN FUSD.//2.7 
ft-l9:135:36//ARABIDOPSIS THALIANA (MOUSE-EAR CRESS) . //P432S4 
F-NT2RP10OO112//DUAL SPECIFICITY PROTEIN KINASE TTK (EC 2.7.1.-) 
(PYT) .//I. 2e-39:9l :62//HOMO SAPIENS (HUMAN) .//P33981 
F-NT2RPI000124//ATP-OEPENDENT PROTEASE LA 2 (EC 3. 4. 21. 53). //O. 07 
4:I31:24//MYX0C0CCUS XANTHUS.//P35774 

F-NT2RP1 0001 30//KEPAT0MA-DER I VED GROWTH FACTOR (HOGF) . //I . 5e-49: 1 8 
6:56//MUS MUSCULUS (MOUSE). //PS1 859 

F-NT2RP1 000 1 63//METALLOTH I ONE I N (MT) . //O. 98 : 4 1 : 34//PLEURONECTES PL 
ATESSA (PLAICE). //P0721 6 

F-NT2RP1000170//SALIVARY PROLINE-RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIDE P-0] (FRAGMENT). //O. 85: 64 :35//HOMO SAPIENS (HUMAN).// 
PI0I62 

F-NT2RP1 000 174// IMMEDIATE -EARLY PROTEIN IE180. //O. 00056 :89: 37//PSE 
UOORABIES VIRUS (STRAIN KAPLAN) (PRV) . //P33479 

F-NT2RP1000I9I//NIFU PROTEIN. //O. 53: 78:35//FRANK I A ALNI.//P46045 
F-NT2RP1000202//ANKYRIN. BRAIN VARIANT 2 (ANKYRIN B) (ANKYRIN, HON 
ERYTHROID) (FRAGMENT) . //9. U-21 : 148: 39//HOMO SAPIENS (HUMAN) .//Q01 
485 

F-NT2RP1 000243//HYPOTHET I CAL PROTEIN MJ1136.//1.4e-37:219:36//METH 
ANOCOCCUS JANNASCHI I. //QS8536 

F-NT2RP1000259//HYPOTHETICAL PROTEIN TPO3I8.//0. 18: 2S:44//TREP0NEM 
A PALLIOUM.//083338 

F-NT2RP10O0272//SPL ICING FACTOR, ARC I N I NE/SER I NE-R I CH 3 (PRE-MRNA 
SPLICING FACTOR SRP20) (XI 6 PROTEIN).//1.6e-18:133:38//KOMO SAPIEN 
S (HUMAN). AND MUS MUSCULUS (M0US£).//P23I52 
F-NT2RP 1000324 

F-NT 2RP 1 000 3 2 6//HYP0THET I CAL 29.8 KD PROTEIN ZC97. 1 IN CHROMOSOME 
1 1 1. //I. Oe-23 : 1 29 : 36//CAENORHABD I T I S ELEGANS. //P34599 
F-NT2RP1 00033 3//ANTI -SILENCING PROTEIN 1 .//2. 5e-45: 147: 57//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) .//P 3 2 447 

F-NT2RP1000348//REDUCED VIABILITY UPON STARVATION PROTEIN I61.//4. 
8«-14:J19:34//SACCHAR0MVCES CEREVISIAE (BAKER'S YEAST) . //P25343 
F-NT2RP 1 000357/ /TRYPOMAST I COTE DECAY-ACCELERATING FACTOR (T-OAF) 
(FRAGMENT) . //1 . 0 : 43 : 32//TRYPANOSOMA CRUZ I . //Q26327 
F-NT2RP10O0358//HYPOTHETICAL 84.4 KD PROTEIN IN RPC2/RET1 3'REGIO 
N.//7.9e-28:244:3S//SACCHAR0MYCES CEREVISIAE (BAKER' S YEAST). //P39 
744 



F-NT2RP1000363//SKIN SECRETORY PROTEIN XP2 PRECURSOR (APEG PROTE I 

N).//2.2«-07:l78:30//IENOPUS LAEVIS (AFRICAN CLAWED FROG). //PI 7437 

F-NT2RP1000376//ANKYRIN R (ANKYRINS 2.1 AND 2.2) (ERYTHROCYTE ANXY 

RIN).//1.5e-20:254:31//HOMO SAPIENS (HUMAN). //PI 6 157 

F-NT2RP1 000409//CYT0CHROME C3 (CYTOCHROME C7) (C551 . 5). //I. 0:34: 26 

//DESULFUROMONAS ACETOXIOANS (CHLOROPSEUOOMONAS ETHYL I CA). //PO0 137 

F-NT2RP1 00041 3//MENBRANE- ASSOCIATED PROTEIN HEM- 2 (NAP1 PROTEIN)./ 

/3.7«-131:230:97//RATTUS NORVECICUS (RAT) . //P55161 

F-NT2RP1 00041 6//SAL I VARY GLUE PROTEIN SCS-3 PRECURSOR. //0. 83: 54: 40 

//DROSOPHILA SIMULANS (FRUIT FLY). //PI 3729 

F-NT2RP10004I8//HYPOTHETICAL 9.9 KD PROTEIN IN GCVT-SPOI I IAA INTER 

GENIC REGION. //O. 24:91 : 35//BACILLUS SUBTILIS.//P49779 

F -NT2 RP 1 00043 9//HYP0THET I CAL 100.5 KD PROTEIN C1B9.04 IN CHROMOSOM 

E I.//0. I3:I72:22//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST) .//Q 10 

429 

F-NT2RP1Q00443//QUINONE OX I DO REDUCTASE (EC 1.6.5.5) (NAOPH: QUI NONE 
REDUCTASE) (ZETA- CRYSTALLIN).//! . 9b-08: 167: 24//HOMO SAPIENS (HUM 
AN).//008257 

F-NT2RP1000460//NUCLEAR MOVEMENT PROTEIN NUDC. //I . Oe-18: >49: 34//EH 
ERICELLA NIDULANS (ASPERGILLUS NIDULANS).//P17624 
F-NT2RPI000470//PUTATIVE ATP-DEPENDENT RNA HELICASE T26C10.1 IN CH 
ROMOSOME 1 1 1. //I. 3«-43 : 1 80 : 47//CAEN0RHABD I T I S ELEGANS. //P34580 
F-NT2RPI000478//TUBULIN BETA-6 CHAIN (CLASS-VI) . //l . Se-4S: 85: 63//G 
ALLUS CALLUS (CHICKEN) . //P09207 

F-NT2RP 1000481 //HYPOTHETICAL 5.8 KO PROTEIN IN PUMA 5" REGION (ORFS 
5) . //0. 083 : 21 : 47/ /RHOOOBACTE R CAPSULATUS (RHODOPSEUDOMONAS CAPSULA 
TA).//P26I59 

F-NT2RP1000493//P0SSIBLE DMA-REPAIR PROTEIN XP-E (POSSIBLE XEROOER 
MA PIGMENTOSUM GROUP E PROTEIN) (UV-OAMACED DMA-BINDING PROTEIN) 
(UV-OO8).//6.6«-11:!39:3l//CERC0PITHECUS AETHIOPS (GREEN MONKEY) 
(CRIVET).//P33194 

F-NT2RPI000S13//60S R I BOSOMAL PROTEIN L22. //O. 017:92: 30//DR0S0PH I L 
A MELANOGASTER (FRU I T FLY) . //PS0887 

F-NT2RP1000522//UBIQUITIN CARBOXYL- TERMINAL HYDROLASE DUB- I (EC 3. 
1.2.15) (UBIQUITIN THIOLESTERASE 0U8-I) (UBIQUITIN-SPECIFIC PROCES 
SING PROTEASE DUB- 1) (OEUBIQUI TINAT I NG ENZYME I) . //O. 0055: 86: 36//M 
US MUSCULUS (MOUSE) . //Q6 1 068 

F-NT2RP1000S47//C0P-C0ATED VESICLE MEMBRANE PROTEIN P24 PRECURSOR 
(FRAGMENT).//!. 2e-09: 69 :36//CR I CETULUS GRISEUS (CHINESE HAMSTER)./ 
/P49020 

F-NT2RPI000574//HOME080X PROTEIN MEIS2 (ME I SI -RELATED PROTEIN I)./ 
/6. Oc-39: 141 : 65//MUS MUSCULUS (MOUSE) . //P97367 

F-NT2RPIOO0577//PUTATIVE ATP-DEPENDENT RNA HELICASE YOL03I1.//0. 00 
016:48:4S//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //Q 12 389 
F-NT2RP1000581//VON IILLEBRAND FACTOR PRECURSOR. //O. 0001 7:61: 50//H 
OMO SAPIENS (HUMAN). //P042 75 

F-NT2RP10006O9//LINOLE0YL-COA DESATURASE (EC 1.14.99.25) (DELTA (6 
)-O£SATURASE).//4.4e-07:128:3l//SYKECH0CYSTIS SP. (STRAIN PCC 680 
3).//Q08871 

F-NT2RP1 000629//CLATHR I N COAT ASSEMBLY PROTEIN AP47 (CLATHRIN COAT 
ASSOCIATED PROTEIN AP47) (GOLGI AOAPTOR AP-1 4T KD PROTEIN) (HA I 

47 KD SUBUNIT) (CLATHRIN ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 
1 MEDIUM CHAIN).//4.2«-70:167:85//MUS MUSCULUS (MOUSE) . //P35585 

F-NT2RPI 000630//HYPOTHET I CAL 118.4 KD PROTEIN IN BAT2-0ALS INTERGE 

NtC.RECION PRECURSOR. //0. 001 1: 238: 21 //SACCHAROMYCES CEREVISIAE (BA 

KER'S YEAST). //P47 179 

F-NT2RP1000677//COLLAGEN ALPHA 1 (XVI) CHAIN PRECURSOR. //O. 99: 71 : 33 
//HOMO SAPIENS (HUMAN) . //Q07092 

F-NT2RP 1 000688//! ! ! ! ALU SUBFAMILY SP IARNING ENTRY ! ! ! »//0. 0024: 1 
9:94//HOM0 SAPIENS (HUMAN) . //P391 93 

F-NT2RP1000695//HYPOTHETICAL 83.6 KD PROTEIN C27F2. 7 IN CHROMOSOME 

1 1 1 . //I. 2«-30 : 1 85: 37//CAENORHABDI T I S ELEGANS. //Q1 8262 
F-NT2RP1 000701 //PHOSPHOL I PASE A-2-ACTIVATINC PROTEIN (PLAP).//3.2 
e-6S:128:93//RATTUS NORVECICUS (RAT).//P54319 

F-NT2RP 1000721 //TRANSCRIPT I ON INITIATION FACTOR TFIID 135 KD SUBUN 
IT (TAFI 1-135) (TAFII135) (TAFI 1-130) (TAFI 1 130) J ft. 3e-06: 139:34/ 
/HOMO SAPIENS (HUMAN). //OO0268 

F-NT2RP1000730//MY0SIN LIGHT CHAIN 1. SLOW- TWITCH MUSCLE B/VENTRIC 
ULAR ISOFORM (FRAGMENT) . //O. 89 : 40 : 40//MUS MUSCULUS (MOUSE) . //P09S4 
2 

F-NT2RPI000733//WETALLOTH I ONE IN-LIKE PROTEIN CRSS.//0. 024: 24. 45//S 
ACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P4 1902 
F-NT2RP1000738//SALIVARY ACIDIC PROLINE-RICH PHOSPHOPROTEIN Ml PR 
ECURSOR (PRP-I / PRP-3) (PRP-2 / PRP-4) (PIF-F / PIF-S) (PROTEIN A 
/ PROTEIN C) (CONTAINS: PEPTIDE P-C]. //0.04O:82: 36//HOMO SAPIENS 
(HUMAN). //P028 10 

F -NT 2 RP 1 000 746//HY POTHE T I CAL 27.1 KD PROTEIN UFD4-CAP1 INTERGEN I C 
REGION.//2.0e-30:170:37//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). 
//P33201 

F-NT2RP1 000767//PSEUOOM0NAPEPS IN PRECURSOR (EC 3.4.23.37) (PEPSTAT 
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IN- INSENSITIVE CARBOXYL PROTE INASE) . //O. 99: 75: 34//PSEUDOM0NAS SP. 
(STRAIN 10D.//P42790 

F-NT2RP1000782//CELL SURFACE GLYCOPROTEIN AT 5 (T-CELL ACUTE LYMPHO 
BLAST I C LEUKEMIA ASSOCIATED ANTIGEN 1) (TALLA-1) (MEMBRANE C01PONE 
NT. I CHROMOSONE. SURFACE MARKER 1) . ill. 3e-23: 1 59: 35//HOMO SAPIENS 
(HUMAN). //P4 1732 

F-NT2RP1000796//CORNIFIN (SMALL PROLINE- RICH PROTEIN I) (SPR-I) (S 
MALL PROLINE-RICH SQUAMOUS CELL MARKER) (SPRP).//0. 0001 8:79: 32//SU 
S SCROFA (PIG). //P3S323 

F-NT2RP1000825//GTPASE-ACT I VAT I NC PROTEIN RHOGAP (RHO-RELATED SMAL 
L GTPASE PROTEIN ACTIVATOR) (CDC42 GTPASE-ACT I VAT I NG PROTEIN) (PS 
0-RHOGAP) • m. I «-37 : 89 : 64//H0M0 SAPI ENS (HUMAN) . //Q079S0 
F-NT2RP1000833//SMALL PROLINE RICH PROTEIN II (SPR-I I) (CLONE 930 
).//0.32:29:48//HOMO SAPIENS (HUMAN) . //P2253 1 

F-NT2RP1000834//2-ARVLPR0PIONYL-COA EPIMERASE (EC 5. -.-.-). //6. 4e- 
67:202:68//RATTUS NORVECICUS (RAT).//P70473 

F-NT2 R P 1 0008 3S//HYP0THET I CAL 7.3 KO PROTEIN IN TOO KD PROTEIN RECI 
ON.//l.0:3S:54//HUMAN ADENOVIRUS TYPE 41.//P2369I 
F-NT2RPI000846//SNALL PROLINE-RICH PROTEIN 2-1 . //O. 01 3: 3S : 48//HONO 

SAPIENS (HUNAN). //P 3 53 2 6 
F-NT2RP1000851//PERIOD CLOCK PROTEIN (FRAGMENT) .//O. 082:28: S7//DR0 
SOPH I LA SALTANS (FRUIT FLY) .//Q04S36 

F-NT 2RP 1 0008 56//PUTELET -ENDOTHELIAL TETRASPAN ANTIGEN 3 (PETA-3) 
(GP27) (MEMBRANE GLYCOPROTEIN SFA-1) (CD1SI ANT I GEN) . HI. 5e-26 : 1 9 
0:30//MUS MUSCULUS (MOUSE) . //O 3 5546 

F-NT2RP1000860//POTENTIAL TRANSCRIPTIONAL ADAPTOR. //O. 1 3 : 86 : 36//SA 
CCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //Q0233S 

F-NT2RP I 000902//HYPOTHET I CAL 127.4 KD PROTEIN F07F8.4 IN CHROMOSOM 
E lll.//7.6«-11:200:3S//CAENORHABDITIS ELEGANS. //Q09S31 
F-MT2RP 1 0009 1 S//HYPOTHET I CAL CTP-BINDING PROTEIN IN PMI40-PAC2 INT 
ERGENIC REGION.//!. 4e-06:88: 3 5// SACCHAROMYCES CEREVISIAE (BAKER* S 
YEAST). //P400I0 

F-NT2RP 100091 (//SUPPRESSOR PROTEIN SRP40. //O. 40: 90: 3S//SACCHAR0MYC 
ES CEREVISIAE (BAKER* S YEAST) .//P3 2 583 

F-NT2RPI000943//MUCIN 2 PRECURSOR (INTESTINAL MUCIN 2). //O. 099:75: 
34//HOHO SAPIENS (HUMAN) . //Q028 17 

F-NT2RP I 000944//HYPOTHET I CAL 29.3 KD PROTEIN (0RF92).//7. 5*-06: 65: 
41 //ORGY I A PSEUDOTSUGATA MULT I CAPS ID POLYHEDROSIS VIRUS (OPMNPV)./ 
/OI0341 

F-NT2RPI000947//UB I QUI TIN-CONJUGATING ENZYME E2-17 KD 2 (EC 6.3.2. , 
19) (UBIQUITIN- PROTEIN LIGASE) (UB (QUIT IN CARRIER PROTEIN) (E2(1 
7)KB 2).//3.6e-l2:27:77//HOMO SAPIENS (HUMAN), MUS MUSCULUS (NOUS 
E), RATTUS NORVECICUS (RAD, AND XENOPUS LAEV1S (AFRICAN C LAVED FR 
OG). //PS I 66 J 

F-NT2RP10009S4//RING CANAL PROTEIN (KELCH PR0TEINK//2. 8«-l5: 169:2 
8//DR0S0PH I U MELANOGASTER (FRU I T FLY) . //Q046S2 

F-NT2RP1 000958//HYPOTHET I CAL CTP-BINDING PROTEIN IN PMI40-PAC2 INT 
ERGENIC RECION.//4.2«-16:l62:32//SACCHAROMYCES CEREVISIAE (BAKER* S 
YEAST) . //P4001 0 

F-NT2RP1000959//CORNIFIN A (SMALL PROLINE-RICH PROTEIN I A) (SPR-I 
A) (SPRK).//0.003l:34:44//HOMO SAPIENS (HUMAN). //P3 53 21 
F-NT2RP1Q00966//NUCLEOLIN (PROTEIN C23) .//I . 5e-52: IIO:9S//HOMO SAP 
I ENS (HUMAN). //PI 9338 

F-NT2RP1 000980//L I GHT -HARVEST I NG PROTEIN B-101S, ALPHA CHAIN PRECU 
RSOR (ANTENNA P I GMENT PROTE I N. ALPHA CHAIN) .//0. 87: 37: 4S//RH0D0PSE 
UDOMONAS V1RI0IS.//P04123 
F-NT2RP1 000988 

F-NT2RP1 001 Oil //PROTE IN PI9.//0. 96 : 30 : 50//BACTER I OPHACE PRD1.//P17 
638 

F-NT2RPI0O1013//DNA-BINDING PROTEIN 65 (PROTEIN GP65). //I. 0:20:45/ 

/BACTERIOPHAGE T4. //Pi 60 12 

F-NT2RPI001014 

F-NT2RP1001033/AUBULIN GAMMA CHAIN. //2. St-16: 1 12: 42//SCHIZ0SACCHA 
ROMYCES POMBE (FISSION YEAST) .//P2 52 95 

F-NT2RPIO01073//HYPOTHETICAL 10.4 KD PROTEIN IN FTR1-SPT15 INTERGE 
NIC REGION.//7.6e-l6:82:5l//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P40089 

F-NT2RP1001079//SARCOSINE OXIOASE (EC I- 5. 3. 1).//4.8e-15:95:40//AR 
THROBACTER SP. (STRAIN TEI826).//P40873 

F-NT2RP1001080//PR08A8LE ATP-OE PENDENT RNA HELICASE D8P9. //2. 4e-2 
9:126:46//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) .// 00621 8 
F-NT2RP100I t 13//SMALL PROLINE-RICH PROTEIN 2-1.//0.49:38:39//HOMO 
SAPIENS (HUMAN) . //P35326 

F-NT2RP100II73//RHOMBOTIN-1 (CYSTEINE RICH PROTEIN TTG-1) (T-CELL 
TRANSLOCATION PROTEIN 1) (LIM-ONLY PROTEIN I) . //O. 99: 54 : 37//HOMO S 
API ENS (HUMAN). //P25800 

F-NT2RP1001 177//HI STONE MACR0-H2A. 1 . //1 . 6e-29: 85: 76//RATTUS NORVEG 

ICUS (RAT).//Q02874 

F-NT2RP1001I85 

F-NT2RPI0OI199//NEUROT0XIN l.//1.0:23:47//CENTRUROIDES SCULPTURATU 
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S (BARK SCORPION). //PO H9I 

F-NT2RP 1 00 I 247//TRANSF0RMI NG GROWTH FACTOR BETA 4 PRECURSOR (TGF-B 
ETA 4) (ENDOMETRIAL BLEEDING-ASSOCIATED FACTOR). //3. 3e-0B: 28: 69//H 
OMO SAPIENS (HUMAN). //0OO292 

F-NT2RP1001248//TAT PROTEIN (TRANSACT I VAT INC REGULATORY PROTEIN)./ 
/O. 33 : 49: 2 8/ /HUMAN IMMUNODEFICIENCY VIRUS TYPE 1 (NOK ISOLATE) (HI 
V- 1). //PI 8804 

F-NT2RP1001 2 5 3//GLUC0S AM I NE-6 - PHOSPHATE ISOMERASE (EC 5.J.1.10) (C 
LUCOSAMINE-6- PHOSPHATE DEAMINASE) (GNPOA) (OSCILLIN) (KIAA0060)./ 
/3.8e-46:n5:8l//HOMO SAPIENS (HUMAN) . //P46926 

F-NT2RP100I286//CALECTIN-3 (CAUCTOSE- SPECIFIC LECTIN 3) (MAC-2 AN 
TIGEN) (IGE-BINOING PROTEIN) (35 KO LECTIN) (CARBOHYDRATE BINDING 
PROTEIN 35) (C8P 35) (LAMIN IN-BINDING PROTEIN) (LECTIN L-29) (L-34 
GALACTOS IDE -BINDING LECTIN). //0. 16:48: 37//MUS MUSCULUS (MOUSE).// 
PIStIO 

F-NT 2 RP 1 00 1 2 94//N I CROTUBULE -ASSOC I ATED PROTEIN YTMI.//6. 1e-05:92:3 
4//SACCHAR0MVCES CEREVISIAE (BAKER' S YEAST). //Ql 2024 
F-NT2RP1001 3 02//N I CROTUBULE-AS SOC I ATED PROTEIN YTM1 . //1 . 2«-05: 92 : 3 
3/ /SACCHA ROMYCES CEREVISIAE (BAKER'S YEAST) . //Ql 2024 
F-NT2RP1001310//PROBABLE E4 PROTEIN.//0. 99: 109:26//HUMAN PAPILLOMA 
VIRUS TYPE 5.//P06924 

F-NT2RP1 001 31 1 //SODIUM/HYDROGEN EXCHANGER 5 (NA(f)/H(+) EXCHANGER 
5) (NHE-S) (FRAGMENT). //O. 99: 94: 31 //HOMO SAPIENS (HUMAN) . //Ql 4940 
F-NT2RPI001313//CYTOCHRONE BS. //9. Oe-I 3 : 92 : 38//SACCHAR0MYCES CEREV 
ISIAE (BAKER'S YEAST) . //P403 12 

F-NT2RP1001361//NADH-UBIQUINONE OX I DOREDUCTASE SUBUNIT BI4.S8 (EC 
1.6.5.3) (EC 1.6.99.3) (COMPLEX I-B14.5B) (CI-814. 5B).//1. 2e-47: 1 1 
7:74//B0S TAURUS (BOVINE) .//Q02827 

F-NT2RP100I385//CELL DIVISION PROTEIN FTSN. //O. 64: I07:28//ESCHERIC 
HIA C0LI.//P29I3I 

F-NT2RPIOO1395//PROC0LUGEN ALPHA 2(1) CHAIN PRECURSOR (FRAGMENTS 
) . //O. 25 : 35 : 45//GALLUS CALLUS (CHI CKEN) . //P02467 
F-NT2RP1001410//PUTATIVE CTP-BINDINC PROTEIN N08E3. 3. //2. 2e-4l : 1 2 
9:67//CAENORHABDITIS ELEGANS. //P91 91 7 

F-NT2RP1001424//UREASE ACCESSORY PROTEIN UREF (FRAGMENT) . //O. 87:2 
4:45//ESCHERICHIA COLI.//Q03286 

F-NT2RPI00I432//CYSTEINE PROTEINASE INHIBITOR B (CYSTATIN B) (SCB 
).//1.0:3S:42//HELIANTKUS ANNUUS (COMMON SUNFLOWER). //Ql 0993 
F-NT2RP 1 00 1 449//KERAT I N, ULTRA HIGH-SULFUR MATRIX PROTEIN (UHS KER 
ATIN).//0.053:37:37//OVIS ARIES (SHEEP). //P263 72 
F-NT2RPI0O14S7//HVPOTHETICAL 57.0 KD TRP-ASP REPEATS CONTAINING PR 
DTE IN IN CPR4-SSK22 INTERCENIC REGION. //2. 9e-16: 159: 30//SACCHAROMY 
CES CEREVISIAE (BAKER'S YEAST) .//P2 5382 

F-NT2RPI001 466//HYP0THET I CAL PROTEIN MJ0284. //5. 3e-l 5: 1 62: 3S//METH 
ANOCOCCUS JAMNASCHII.//Q57732 

F-NT2RPT001475//HYPOTHETICAL 195.1 KD PROTEIN IN DNA43-UBI 1 INTERG 
ENIC REGION.//0.69:I19:27//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T) . //P40457 

F-NT2RPI001482//PR0TEAS0ME COMPONENT C9 (EC 3.4.99.46) (MACR0PA1N 
SUBUN IT C9) (MULT I CATAL YT I C ENDOPEPT I DASE COMPLEX SUBUN IT C9) . // 1 . 
0:58:32//HOMO SAPIENS (HUMAN) . //P25789 

F-NT2RPI001494//MALE STERILITY PROTEIN 2. //2. 4e-l2: 84 : 42//ARA8ID0P 
SIS THALIANA (MOUSE-EAR CRESS) . //Q 08 891 

F-NT2RPI 00 1S43//MYO- I NOS I TOL-1 -PHOSPHATE SYNTHASE (EC 5.5.1.4) (IP 
S) . //6. 3«-37 . 94: 52//SPIRODELA POLYRRHI ZA. //P42803 
F-NT2RP100I546//LEUXOCYTE SURFACE ANTIGEN CD53 (CELL SURFACE CLYCO 
PROTEIN CD53).//9.3«-11:98:29//HOMO SAPIENS (HUMAN). //PI 9397 
F-NT2RP1001569//SIGNAL RECOGNITION PARTICLE RECEPTOR BETA SUBUN IT 
(SR-BETA) . Ut. 2 e-64 159: 84//MUS MUSCULUS (MOUSE) . //P47758 
F-NT2RP1 0016 I6//HYP0THETICAL 13.5 KD PROTEIN C4SG9. 7 IN CHROMOSOME 

I II.//9. 2«-0S:49:42//CAENORHABDITIS ELEGANS. //Q09S06 
F-NT2RP1001665//REGB PROTEIN. //O. 99:29: 37//PSEUDOMONAS AERUGINOSA. 
//Q03381 

F-NT2RP200000I//SMALL PROLINE-RICH PROTEIN 2-1. //O. 64: 36: 41 //HOMO 
SAPIENS (HUMAN). //P35326 

F-NT2RP2000O06//DNAJ PROTEIN KOMOLOG 1 (HDJ-1) (HEAT SHOCK PROTEIN 
40) (HSP40).//1.7e-19:74:52//H0M0 SAPIENS (HUMAN) . //P2S68S 

F-NT2RP2000007//TROPOMYOSIN. FIBROBLAST AND EPITHELIAL MUSCLE- TYPE 
(TM36) (THE I) (TN1J.//0. 93 : 1 26 : 23//HOMO SAPIENS (HUMAN) . //P06468 

F-NT2RP2000008//ZINC FINGER PROTEIN 33A (ZINC FINGER PROTEIN K0X3 

I) (KIAA0065) (HA0946) (FRAGMENT) . //4. 2e- 3 5 : 1 56 : 54/ /HOMO SAPIENS 

(HUMAN) . //Q06730 

F-NT2RP20O0O27//NADH-UBIQUINONE OX I DOREDUCTASE CHAIN 5 (EC 1.6.5. 
3) (FRAGMENT) . //O. 95:41: 39//MACACA FASCICULAR I S (CRAB EAT I NC MACAQ 
UE) (CYNOMOLGUS MONKEY). //P 5066 5 

F-NT2RP2000032//BAX PROTEIN. CYTOPLASMIC ISOFORM GAMMA. //I . 0: 35' 34 
//HOMO SAPIENS (HUMAN) . //Q0781 5 

F-NT2RP2000040//BASIC PROLINE-RICH PEPTIDE IB-1 . //0. 0024: 58 : 36//HO 
MO SAPIENS (HUMAN). //P04281 

F-NT2RP2000045//DNAJ PROTEIN. //I . 1 «-l 2:42 : 66//THERMUS AQUATICUS (S 
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UUP. THERMOPHILUS).//Q56237 

F-NT2RP2000054//GONADOLIBERIN III PRECURSOR (GOMADOTROP I N- RE LEAS I H 
C HORMONE III) (CNRH- Ml) (LH-RH Ml) (LULIBERIN 1 1 O.//0. 20:4$: 35 
//ONCORHYNCHUS NASOU (CHERRY SALMON) (HASU SALMON) . //P3097 3 
F-NT2RP200O056//PROTEIN-TYROSINE PHOSPHATASE EPSiLON PRECURSOR (EC 

3.1.3.48) (R-PTP- EPSILON) .//I. 3fl-IB:4S: 100//MUS MUSCULUS (MOUSE 
).//P49446 

F-NT2RP2000O67//HOME08OX PROTEIN H0X-A5 (SI 2-B) (FRAGMENT) . //O. 71 : 
44:40//SALM0 SAUR (ATLANTIC SALMON) . //P09637 

F-NT2RP2000070//INSULIN.//0.94:30:43//HYSTRIX CR I STAT A (CRESTED PO 
RCUPINE).//P0132I 

F-NT2RP2000076//ETS-LIKE PROTEIN POINTEO PI (D-ETS-2).//0.O013:76: 
40//OR0SOPHILA HELANOGASTER (FRUIT FLY) . //PS102Z 
F-NT2RP2000077//U1 SMALL NUCLEAR R I BONUCLEOPROTE I N C (UJ-O.//0.Z 
4:49:40//HOMO SAPIENS (HUMAN) . //P09234 

F-NT2RP20O0079//PLATELET FACTOR 4 (PF-4).//0. IS:S2: 30//SUS SCROFA 
(PIO.//P30034 

F-NT2RP2000088//HYPOTHETICAL 13.6 KD PROTEIN IN SPT4-R0MI INTERGEN 
IC REGION. //!.•: 36: 44//SACCHAR0NYCES CEREVISIAE (BAKER' S YEAST).// 
P53245 

F-NT2RP200009! //HYPOTHETICAL PROTEIN HI0I49 PRECURSOR. //O. 22: 38:47 
//HAEMOPHILUS INFLUENZAE. //P439S3 

F-NT2RP2O0O097//VIRUS ATTACHMENT PROTEIN (061R) . //O. 75: 33: 36//AFRI 
CAN SIINE FEVER VIRUS (STRAIN BAT IV) (ASFV).//P32SIO 
F-NT2RP20OO098 

F-NT2RP2000108//M!! ALU SUBFAMILY SX NARNING ENTRY ! ! ! !//2. 4e-09: 
50:70//HONO SAPIENS (HUMAN). //P39I9S 

F-NT2RP2000I 14//WISX0TT-ALDRICH SYNDROME PROTEIN (MASP) .//0. 024:5. 
2:44//H0M0 SAPIENS (HUMAN).//P42766 

F-NT2RP2000120//5.8 KO PROTEIN IN HNC OPERON (ORF 4). //0. 67:37: 32/ 
/DESULFOVIBRIO VULGARIS (STRAIN HILDEN80ROUGH).//P33391 
F-NT2RP2000t26//CHROMOOOMAIN-HELICASE-DNA-BINDING PROTEIN 1 (CHD- , 
1).//1.5e-23:94:47//H0NO SAPIENS (HUMAN) . //01 4646 
F-NT2RP20OO133//SPLICEOSOME ASSOCIATED PROTEIN 49 (SAP 49) (SF3B5 
3).//S.6e-10:82:39//HDM0 SAPIENS (HUMAN) . //Ql 5427 
F-NT2RP2O00147//CLATHRIN COAT ASSEMBLY PROTEIN AP47 (CLATHR I N COAT 

ASSOCIATED PROTEIN AP47) (COLGI ADAPTOR AP-I 47 KD PROTEIN) (HA I 
47 KD SUBUNIT) (CLATHR IN ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 

1 MEDIUM CHAIN). /A. 7e-89:96: 98//MUS MUSCULUS (MOUSE) . //P35585 
F-NT2RP20001 53//PEPT IDYLPROLYL ISOMERASE CYP-1 (EC 5.2.1.8) (PEPTI 
DYL PROLYL CIS-TRANS ISOMERASE) (CYCLOPHILIN) (PPI ASE) . //1 . 7t-05 : 1 3 
6 : 33//BRUG I A MALAY I . //Q2 7450 

F-NT2RP200OI 57//NL02 PROTE I N. //2. 7«-06 : 62 : 40//SCH I ZOSACCHAROMYCES 
POMBE (FISSION YEAST). //Q09329 

F-NT2RP2000I6I//DIS3 PROTEIN HOMOLOC. //2. 7«-33: 173:45//CAEN0RHA8DI 
TIS ELEGANS.//QI7632 

F-NT2RP20001 73//HYPOTKET ICAL 10.5 KD PROTEIN IN SODA-COMGA INTERGE 
NIC RECION.//0.99:62:25//BACILLUS SUBTILIS.//P54499 
F-NT2RP2000I75//MALE SPECIFIC SPERM PROTEIN MST84DB.//0. 19:41 :43// 
OROSOPHILA MELANOGASTER (FRUIT FLY).//Q01643 

F-NT2 R P2000 1 8 3//D I HYDROP Y R I M I D I NASE RELATED PROTEIN-2 (DRP-2) (NEU 
RAL SPECIFIC PROTEIN NSP60) . //4. 1 1-1 9 : 1 14 : 44//B0S TAURUS (BOVINE). 
//00267S 

F-NT2RP2000I95//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) . //O. 99: 
30:33//MICR0TUS PENNSYLVAN I CUS (MEADOI V0L£).//P24949 
F-NT2RP2000205//MERCURIC TRANSPORT PROTEIN PERIPLASMS COMPONENT P 
RECURSOR (PER I PLASM I C MERCURY ION BINDING PROTEIN) (MERCURY SCAVEN 
GER PROTE I N) . //0. 098 : 88 : 2 5//5HEIANELLA PUTREFACIENS (PSEUOOMONAS P 
UTREFACIENS).//Q54463 

F-NT2RP20Q0208//MALE SPECIFIC SPERM PROTEIN MST84D0.//0. 020: 19: 57/ 
/OROSOPHILA MELANOGASTER (FRUIT FLY) .//QO 1 645 

F-NT2RP2000224//PUTAT I VE CUT I CLE COLLAGEN C09G5. 4. //0. 0058 : 1 59: 32/ 
/CAENORHABDITIS ELEGANS. //Q0945S 

F-NT2RP2000232//P5S-C-F0S PROTO-ONCOGENE PROTEIN (FRAGMENT).//!. 0: 
44 : 38//0V I S ARIES (SHEEP) . //002761 

F-NT2RP2000233//GASTR IN/CHOLECYSTOK I N I N TYPE B RECEPTOR (CCK-B REC 
EPTOR) (CCK-BR) . //O. 34: 53: 43//CANIS FAMILIAR IS (DOG) . //P30552 
F-NT2RP2000239//ACIDIC PROL I HE-RICH PROTEIN PRECURSOR (CLONE PRP2 
5) (FRAGMENT).//0.0I9:69:33//RATTUS NORVEGICUS (RAT). //PI 01 64 
F-NT2RP2000248//OV0NUC0IO (FRAGMENT). //0. 88: 18: 55//POLYPLECTRON EM 
PHANUM (PALANAN PEACOCK - PHEASANT) . //P5 2 2 50 

F-NT2RP2000257//PUTATIVE MITOCHONDRIAL CARRIER Y I L0061 . //6. 4*-09 : 8 
3:37//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST).//P405S6 
F-NT2RP20002S8//MY0SIN II HEAVY CHAIN. NON MUSCLE. //O. 081 : 21 7 : 28// 
OICTYOSTELIUN OISCOIOEUM (SLIME MOLD) . //P08799 

F-NT2RP2000270//!!?! ALU SU8FAMI LY J NARNING ENTRY ! ! ! !//2. 4«-17:B 
0:57//HOMO SAPIENS (HUMAN). //P3 9 188 

F-NT2RP2000274//HYP0THET I CAL S. 8 KD PROTEIN. //O. 082 : 22: 45//CL0VER 
YELLOW MOSAIC VIRUS (CYMV) . //P1648S 

F-NT2RP2000283//HYPOTHET 1 CAL 83.6 KD PROTEIN R05D3. 2 IN CHROMOSOME 



III. //O. 39: 38 : 34//CAENORHABD IT) S ELEGANS. //P34S35 
F-NT2RP2000288 

F-NT2RP20O0289//HYPOTHET ICAL 9.4 KD PROTEIN IN RNPA-THDF INTERGEN I 
C REGION.//0.40:38:42//ESCHERICHIA C0LI.//P22847 
F-NT2RP2000297//ZINC FINGER PROTEIN 85 (ZINC FINGER PROTEIN HPF4) 
(HTF1).//2.3«-62:206:47//HOMO SAPIENS (HUMAN) . //Q03923 
F-NT2RP2000298//CUTICLE COLLAGEN 12 PRECURSOR. //O. 55 : 81 : 40//CAENOR 
HABOITIS ELEGANS. //P20630 

F-NT2RP20003IO//RUBREDOX1N (RD).//0. 13: 43: 41 //TREPONEMA PALLIDUM./ 
/083956 

F-NT2RP2000327//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6D.//1. 0:4 
6:30//CAOUS MORHUA (ATLANTIC COD). //PI 5996 

F-NT2RP2000328//HYPOTHETICAL 86.6 KD PROTEIN IN PFK1-TD54 INTERGEN 
IC R£GION.//2.0«-2l:198:31//SACOURONYC£5 CEREVISIAE (BAKER' S YEAS 
T).//P53313. 

F-NT2RP20O0*329//GTP:AMP PHOSPHOTRANSFERASE MITOCHONDRIAL (EC 2.7. 
4.10) (AK3).//1.8e-91:155:92//BOS TAURUS (BOVINE) .//P08 7 60 
F-NT2RP2000337//PR0TEIN A54.//0. 75:48: 35//VACCINIA VIRUS (STRAIN I 
R). AND VACCINIA VIRUS (STRAIN COPENHAGEN). //P2 1 07 2 
F-NT2RP2000346//MYELOIO DIFFERENTIATION PRIMARY RESPONSE PROTEIN M 
YD116.//9.7e-l3:114:42//MUS MUSCULUS (MOUSE). //PI 7564 
F-NT2RP2Q00369//CALTRIN (CALCIUM TRANSPORT INHIBITOR) . //O. 98: 47: 34 
//MUS MUSCULUS (MOUSE) . //Q09098 

F-NT2RP20004I2//SH0RT NEUROTOXIN 0 PRECURSOR. //O. 66 : 57 : 36//A> PYSUR 
US LAEVIS (OLIVE SEA SNAKE). //PI 9960 

F-NT2RP20004 1 4//HETEROGENE0US NUCLEAR Rt BONUCLEOPROTE IN F (KNRNP 
F).//l.0e-27:96:67//HOM0 SAPIENS (HUMAN) . //P52 597 
F-NT2RP2O0O42O//ZINC FINGER PROTEIN 191 .//O. 16:47 :38//H0M0 SAPIENS 
(HUMAN). //0147S4 

F-NT2RP2000422//PUTATIVE PHOSPHOACETYLGLUCOSAM I NE MUTASE (EC 5.4. 
2.3) (ACETYLGLUCOSAM I NE PHOSPHOMUTASE) (N-ACETYLGLUCOSAM I NE-PHOSPH 
ATE MUTASE). //3.6e~1 9: 148 :36//SCH I ZOSACCHAROMYCES POMBE (FISSION Y 
EAST) . //Q09687 

F-NT2RP200043B//TUBULIN GAMMA CHAIN. //0. 86: 1 90: 27//RETICULOMYXA Fl 
LOSA.//P54405 

F-NT2RP2000448//0XYSTER0L-B INOI NG PROTEIN. //3. 7e-1 3 : 140 : 42//H0M0 S 
API ENS (HUMAN). //P2 20 59 

F-NT2RP2000459//NEUR0NAL PROTEIN 3.1 (P311 PROTE IN). //I. 0:45 35//H 
OHO SAPIENS (HUNAN). //Ql 66 12 

F-NT2RP2000498//! ! ! ! ALU SUBFAMILY SQ NARNING ENTRY ! ! ! !//0. 062: 2 

5:68//HOM0 SAPIENS (HUMAN). //P3 91 94 

F-NT2RP2000S03 

F-NT2RP2000510//TOXIN IV-5.//1.0:S1 :33//TlTYUS BAHIENSIS (BRAZ ILIA 
N SC0RPION).//P56608 

F-NT2RP200O516//SLYX PROTEIN. //1. 0:52: 32//ESCHERICHIA COLI.//P3085 
7 

F-NT2RP2000523//PHORBOLIN I (FRAGMENTS) . //I . 4e-06 : 36 : 47//H0MO SAP1 
ENS (HUMAN). //P3 1941 

F-NT2RP200O603//ALPHA/BETA-GLIADIN PRECURSOR (PROLAN IN) (CLASS A- 1 
ll).//0.93:119:26//TRITICUM AESTIVUM (IHEAT) . //P04723 
F-NT2RP2000617//SPERN PROTAMINE PI (CYSTElNE-RICH PROTAMINE) . //O. 0 
56: 1 6 : 62//OV IS ARIES (SHEEP). AND CAPRA HIRCUS (GOAT) . //P041 02 
F-NT2RP2000634//NEDD-4 PROTEIN (EC 6.3.2.-) (KIAA0093) (FRAGMENT). 
//1.8e-05:126:28//KOMO SAPIENS (HUMAN). //P46934 

F-NT2RP2000G44//HYP0THET I CAL PROTEIN HI 1566 PRECURSOR. //O. 85:48: 39 
//HAEMOPHILUS INFLUENZAE. //P442 57 

F-NTZRP20006S6//EARLY CRONTH RESPONSE PROTEIN 1 (EGR-I) (NERVE GRO 
NTH FACTOR- I NDUCEO PROTE 1 N A) (NGF I -A) . //I . 0 : 1 1 1 : 24//RATTUS NORVEG 
I CUS (RAT).//P08154 

F-NT2RP 20006 SB//URONATE ISOMERASE (EC 5.3.1.12) (CLUCURONATE I SOME 
RASE) (URONIC ISOMERASE). //O. 49: 79: 31 //ESCHERICHIA COL I . //P42607 
F-NT2RP200066B//MEROZOITE SURFACE ANTIGEN 2 PRECURSOR (MSA- 2) (45 
KD MEROZOITE SURFACE ANTIGEN) .//O. 020: 1 15: 30//PLASN00IUN FALCIPARU 
N (ISOLATE 3D7).//PS0498 

F-NT2RP2000678//! ! ! ! ALU SUBFAMILY J NARNING ENTRY ! ! ! !//0. 0008S: 3 
8:68//H0MO SAPIENS (HUMAN) .//P39 188 

F-NT2RP2000704//! ! ! ! ALU SUBFAMILY J NARNING ENTRY ! ! ! !//2. 2«-17: 5 
S:74//H0MO SAPIENS (HUMAN). //P39 188 

F-NT2RP20007IO//ASPARTYL-TRNA SYNTHETASE (EC 6.1.1.12) (ASPARTATE 
— TRNA LIGASE) (ASPRS) .//8. 9e-47: 106: 59//TREPONEMA PALLIDUM. //0839 
SO 

F-MT2RP2000715 

F-NT2RP200073I//CONIDI AT ION-SPECIFIC PROTEIN 10. //O. 094: 31 :4I//NEU 
ROSPORA CRASSA.//P10713 

F-NT2RP2000758//!!!! ALU SUBFAMILY J NARNING ENTRY ! ! ! !//0. 00027 : 3 
l:74//HONO SAPIENS (HUMAN). //P391 88 

F-NT2RP2000764//NIFS PROTE IN. //2. 7e-27: 175: 47//ANABAENA SP. (STRAI 
N PCC 71 20). //PI 2623 

F-NT2RP2000809//HYPOTHET I CAL PROTEIN MG381 HOMOLOC. //O. 91 : 85: 25//N 
YCOPLASMA PNEUMONIAE. //P752 19 



[0 6 5 9] 



9 2 6 



ffifiE# 2002-3046777 



#2000-118776 



[i3 6 1] 



F-NT2RP2000812//DILUTE NYOSIN HEAVY CHAIN. NC4HMUSCLE (MYOSIN SA). 
//2.8e-07:133:31//MUS MUSCULUS (MOUSE). //Q9 9 104 
F-NT2RP2000814//40S RJBOSOMAL PROTEIN S27A.//0. 93 : 44 : 38//LYC0PERS I 
CON ESCULENTUi (TOMATO) , AND SOLANUM TUBEROSUM (POTATO) . //P27083 
F-NT2RP200081 (//HYPOTHETICAL 88. 4 KO PROTEIN B0464. 7 IN CHROMOSOME 

III. //J. 34-11 : 123: 39//CAENORHABDI T I S ELECANS. //Q03565 
F-NT2RP2000819//TR0POMY0SIN 5. CYTOSKELETAL TYPE.//1. 0:71 : 30//MUS 
MUSCULUS (MOUSE) . //P2 1 1 07 

F-NT2RP20OO841 //GUANINE NUCLEOTIDE RELEASING PROTEIN (GNRP) . //O. 00 
11:133: 28//MUS MUSCULUS (MOUSE) . //P2787I 

F-NT2RP2000842//LYSOPHOSPHATIOIC ACID RECEPTOR (EDG-2).//6.4e-13:2 
2:9S//HOMO SAPIENS (HUMAN) . //Q92833 

F-NT2RP200084S//B0MMAN-B I RX TYPE PROTEINASE INHIBITOR (MSTD.//0.9 
2:24:41//MEDICAG0 SCUTELLATA (SNAIL MEDIC).//P8032t 
F-NT2RP2Q00863//N-MYC PROTO-ONCOGENE PROTE IN. //O. 010: 1 48: 27//IEN0P 
US LAEVIS (AFRICAN CLAIED FROG) . //P24793 

F-NT2RP2000880//PROBABLE TRANSLATION INITIATION FACTOR IF-2.//4.0 
e- 100:1 99 :94//H0M0 SAPIENS (HUMAN) . //06084I 

F-NT2RP2000892//PROC0LLAGEN ALPHA 1(11) CHAIN PRECURSOR (CONTAINS: 
CHONOROCALCIN] . //0. 43 : 4$: 44//MUS MUSCULUS (MOUSE) . //P28481 
F-NT2RP2Q00931//MATRIN 3.//Z. 8«-46: 104: 92//RATTUS NORYEGICUS (RAT 
).//P43244 

F-NT2RP2000932//2-5A-OEPENDENT RIBONUCLEASE (EC 3.1.26.-) (2-SA-DE 
PENDENT RNAASE) (RNASE L) (RIBONUCLEASE 4) (FRAGMENT) . //3. 9e-07 : 1 1 
3:31//MUS MUSCULUS (MOUSE). //Q0S921 

F-NT 2RP2000938/ /VOLT ACE -GATED POTASSIUM CHANNEL PROTEIN XV3.3 (KSH 
I I 10) . //O. 026: 59: 45//RATTUS NORVEGICUS (RAT) . //Q01956 
F-NT2RP2000943//HYPOTHET ICAL PROTEIN KIAA0079 (HA3543) . //S. 9e-18: 1 
61:42//HOMO SAPIENS (HUMAN) . //PS3992 

F-NT2RP20D0965// INNER CENTROMERE PROTEIN (INCENP).//0.062:1S6:2S// 
CALLUS CALLUS (CHICKEN) . //PS33S2 

F-NT2RP2000970//EC PROTE I N HOMOLOC. //I. 0: 50: 30//ARAB IDOPS I S THAL I A 
NA (MOUSE-EAR CRESS) . //P93746 

F-NT 2RP200098S//HYPOTHET ICAL 96.8 KD PROTEIN IN SIS2-MTD! INTERGEN 
IC R£GI0M.//2.Se-06:53:47//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS ' 
T).//P361S9 

F-NT2RP2000987// INSECT TOXIN 4 (INSECT TOXIN AAH I T4). //1. 0:32:34/ 
/ANDROCTONUS AUSTRAL IS HECTOR (SAHARA SCORPION) .//P21 ISO 
F-NT2RP2001036//!!!! ALU SUBFAMILY SP IARNING ENTRY !!!!//!. 2e-33: 
65:61//KOMO SAPIENS (HUMAN) . //P391 93 

F-NT2RP2001044//HIRUSTASIN.//0.97:1S:66//HIRUDO MEDICINAL IS (MEDIC 
INAL LEECH). //P80302 

F-NT2RP20O10S6//!!!! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//t. Oe-24: 
B5:65//HOMO SAPIENS (HUMAN). //P391 94 

F-NT2RP2001065//BOIMAN-B1RX TYPE SEED TRYPSIN AND CHYMOTRYPSIN INH 
IBITOR (BTCI).//0.41:50:32//VIGNA UNGUICULATA (COWPEA) . //PI 7734 
F-NT2RP2001070//PROBABLE PYRIOOXAMINE 5' -PHOSPHATE OXIDASE (EC 1. 
4. 3. S) (PNP/PMP OX IDASE) (FPRA PROTEIN) . //6. 2b-1 8:64: 48//MYX0C0CCU 
S XANTHUS.//P21I59 

F-NT2RP2001 081//SYNAPTOTAGM I N IV. //7. 8e- 16:94: 46//RATTUS NORVECICU 
S (RAT).//P50232 

F-NT2RP200I094//METALLOTHIONEIN-I (MT-I).//1.0:24:33//RATTUS NORVE 
GICUS (RAT).//P02803 

F-NT2RP2001119//!!!! ALU SUBFAMILY SX IARNING ENTRY ! ! • !//7. Sd-1 1 : 
6I:63//HOMO SAPIENS (HUMAN) . //P391 95 

F-NT2RP2001127//XE169 PROTEIN (SMCX PROTEIN) (FRAGMENTS).//!. Oe-4 
7:155:S8//MUS MUSCULUS (MOUSE) . //P4I230 

F-NT2RP200 1 1 37//C0LLAGEN ALPHA I (XI I) CHAIN (FRAGMENTS). //0. 10:68: 
39//BOS TAURUS (BOVINE) . //P2S508 

F-NT2RP20O1149//M!! ALU SUBFAMILY J IARNING ENTRY !!!!//!. It-I 3:8 
1:S9//H0M0 SAPIENS (HUMAN). //P3 91 88 

F-NT2RP20011S8//PROTEIN KINASE C SUBSTRATE 80 KO PROTEIN (FRAGMENT 
S).//0.Q071:77:33//RATTUS N0RVEGICU5 (RAT) . //P20468 
F-NT2RP2001 173//CYTOSKELETON-ASSOCI ATED PROTEIN CKAPI (TUBULIN FOL 
0 1 NG COF ACTOR B) . //1 . 0: 36:41 //HOMO SAP I ENS (HUMAN) . //Q99426 
F-NT2RP20O1174//ZINC FINGER PROTEIN 137.//7. 2.-11 :65:43//HOMO SAP I 
ENS (HUMAN). //P52743 

F-NT2RP2001196//NAOH-UBIQUINONE OX 1 00 REDUCTASE CHAIN 2 (EC 1.6.5. 
3).//1.0:9S:26//CAPRA HIRCUS (GOAT) . //Q36346 

F-NT2RP2001218//HYPOTKETICAL S9. 2 KO PROTEIN IN M0B1-SGA1 INTERGEN 
IC REGION. //O. 00024: 80: 2 3//SACCHAR0HYCES CEREVISIAE (BAKER'S YEAS 
T).//P40486 

F-NT2RP2001226//RABPHILIN-3A (FRAGMENT) . //4. 6e-0S: 121 : 39//MUS MUSC 
ULUS (MOUSE). //P47708 

F-NT2RP2001233//ZINC FINGER PROTEIN ZFP-36 (FRAGMENT) . //3. 2«-6 1:15 
3:S6//H0MO SAPIENS (HUMAN) .//PI 641 5 

F-NT2RP2001 245//SYNAPT0NEMAL COMPLEX PROTEIN 1 (SCP-l PROTEIN).// 
4. 9t-05:230;21 //HOMO SAPIENS (HUMAN) . //Q 154 31 

F-NT2RP2001268//HOMEOBOX PROTEIN CEH-32.//0. 23: 159: 25//CAENORHABDI 
TIS ELECANS. //Q231 75 



F-NT2RP2001277 

F-NT2RP2001 290//BETA-S0LUBLE NSF ATTACHMENT PROTEIN (SNAP-BETA) (S 
NAP-ALPHA HOMOLOC) (BRAIN PROTEIN 147) (FRAGMENT) . //I . Oe-86 : 1 3 1 : 97 
//MUS MUSCULUS (MOUSE) . //P28663 
F-NT2RP200I295 

F -NT2RP 2001 31 2//N~ACETYLGLUC0SAM INE-6- SULFA TASE PRECURSOR (EC 3.1. 
6.14) (G6S) (GLUCOSAM I NE-6-SULFATASE) . //O. 64:80: 33//CAPRA HIRCUS 
(C0AT).//P50426 

F-NT2RP2001327//TUMOR NECROSIS FACTOR. ALPHA- INDUCED PROTEIN 1. EN 
00 THE UAL (BI2 PROTEIN). //I. Oe-36: 1 18: 65//HOMO SAPIENS (HUMAN). //Q 
13829 

F-NT2RP2001328//PROBABLE E5 PROTEIN. //I . 0: 48: 41 //HUMAN PAPILLOMAVI 
RUS TYPE 33.//P06426 

F-NT2RP20GT347//HM ALU SUBFAMILY SP IARNING ENTRY ! ! ! !//4. 5e-19: 
66:62//HOMO SAPIENS (HUMAN). //P391 93 

F-NT2RP2001 366//SPERM-SPEC I F I C PROTEIN PHI-1. //O. 66: S5:32//MYTILUS 

EDULIS (BLUE MUSSEL). //Q046 21 
F-NT2RP2001 378//V0LTAGE-GATED POTASSIUM CHANNEL PROTEIN KV3. 3 (KSH 
1 1 ID) (FRAGMENT) . //0. 060 : 78 : 33//HOHO SAP I ENS (HUMAN) . //Q 1 4003 
F-NT2RP2001381//26S PROTEASE REGULATORY SU8UNIT 8 (SUGI HOMOLOC) 
(XSUC1 ).//!. 0:1 67 :26//XEN0PUS LAEVIS (AFRICAN CLAIED FR0C).//P4647 
0 

F-NT2RP2001392//KERATIN. HIGH-SULFUR MATRIX PROTEIN. 1 1 IA3.//0. 009 
0:82:32//OVIS ARIES (SHEEP). //P02441 

F-NT2RP2001 394//P0LYH0ME0T I C-PROX IMAL CHROMATIN PROTEIN. //O. 024: 3 
9:53//DROSOPHILA MELANOCASTER (FRUIT FLY) . //P39769 
F-NT2RP2001397//C2/MITOTIC-SPECIFIC CYCLIN B2. //1 . 4e-46: 125: 78//ME 
SOCRICETUS AURATUS (GOLDEN HAMSTER) . //P37883 

F-NT2RP2001420//SALIVARY PROLINE-RICH PROTEIN PRECURSOR (CLONES CP 
3. CP4 AND CPS) [CONTAINS: BASIC PEPTIDE 18-6: PEPTIDE P-H].//0.00 
018:1 13 :3B//H0M0 SAPIENS (HUMAN) . //P04280 

F-NT2RP2001 423//HYPOTHET 1 CAL 9.4 KD PROTEIN IN GP31-CD INTERGEN I C 
REGION (ORF A) .//O. 90: 23 :43//BACTER IOPHAGE T4. //PI 7307 
F-NT2RP2001427//MM ALU SUBFAMILY J IARNING ENTRY ••!*//?. 29-1 1 : 3 
8:68//HOMO SAPIENS (HUMAN). //P3 9 188 

F-NT2RP2001436//DYNEIN LIGHT INTERMEDIATE CHAIN 2. CYTOSOLIC (LICS 
3/55) (LIC-2).//0.25:124:28//RATTUS NORVEGICUS (RAT) . //Q62698 
F-NT2RP2001440//I4-3-3 PROTEIN GAMMA (PROTEIN KINASE C INHIBITOR P 
ROTEIN-1) (KClP-l).//4.8»-52:l45:90//RATTUS NORVEGICUS (RAT).//P35 
214 

F-NT2RP2001445 

F-NT2RP2001 449//CLEAVACE AND POLYADENYLAT I ON SPECIFICITY FACTOR. 1 
00 KD SUBUNIT (CPSF 100 KD SUBUNIT) .//9. 5e-1 18:226:9S//BOS TAURUS 
(B0VINE).//Q10S68 
F-NT2RP20O14S0 

F-NT2RP2001467//SHORT NEUROTOXIN 1 (TOXIN V-M-D.//1. 0: 25:40//BUN 

CARUS FASC I ATUS (BANDED KRA I T) . //P 1 0808 

F-NT2RP2001S06 

F-NT2RP2001 511 //HYPOTHETICAL 115.4 KD PROTEIN ZK757. 3 IN CHROMOSOtt 
E III.//0.49:124:29//CAEN0RHABDITIS ELECANS. //P34681 
F-NT2RP2001520//VITAMIN D-DE PENDENT CALCIUM-BINDING PROTEIN. INTES 
TINAL (CABP) (CALB I NDIN 09K).//0. 035: 71: 33//HOMO SAPIENS (HUMAN)./ 
/P29377 
F-NT2RP2001526 

F-NT2RP2001536//METALLOTHIONEIN-I (MT-I) .//1. 0: 19:42//C0LUM8A LI VI 
A (DOMESTIC PIGEON). //PI 5786 

F-NT2RP2001 560//CUT I CLE COLLAGEN 12 PRECURSOR. //0. 00 1 8 : 1 44 : 3 5//CAE 
NORHABOITIS ELECANS. //P2 06 30 

F-NT2RP2001S69//!!'! ALU SUBFAMILY SQ IARNING ENTRY ! • • !//2. 7t-31 : 
102:67//HOMO SAPIENS (HUMAN) .//P3 9 194 

F-NT2RP2001 S76//SMP3 PROTE IN. //0. 00016 : 75: 36//SACCHAR0MYCES CEREV I 
SIAE (BAKER'S TEAST).//Q04174 

F-NT2RP2001 581 //TRANSMEMBRANE PROTEIN SEX PRECURSOR. //0. 040: 46: 36/ 
/HOMO SAPIENS (HUMAN) . //P51 805 

F-NT2RP2001597//PROBABLE E4 PROTE IN. //0. 00042: 113: 34//HUMAN PAP ILL 

OMAVIRUS TYPE 5.//P06924 

F-NT2RP200I601 

F-NT2RP2001613//HOMEOBOX PROTEIN SAX-1 (CHOX-3) (FRAGMENT) . //O. 14 : 
S9:32//GALLUS CALLUS (CHICKEN) .//PI 9601 

F-NT2RP200t628//A-AGGLUTININ ATTACHMENT SUBUNIT PRECURSOR. //O. 056 : 
140:33//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P32 323 
F-NT2RP200I634//ALPHA-CATENIN.//7. 1 e-l 2 : 1 52 : 3S//0R0S0PHILA NELANOC 
ASTER (FRUIT FLY) . //P35220 

F-MT2RP2001660//HYPOTHETICAL 80.4 KD PROTEIN IN SNC3-MRPL8 INTERCE 
NIC REGION.//0.43:I19:26//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST 
).//P40358 

F-NT2RP2001663//ALPHA ENOLASE (EC 4.2.1.11) (2-PHOSPHO-D-CLYCERATE 
HYDRO-LYASE) (NON- NEURAL ENOUSE) (NNE) (PHOSPHOPYRUVATE HYORATA 
SE).//I.2«-26:I26:56//HOMO SAPIENS (HUMAN).//P06733 
F-NT2RP2O01 675//HYPOTHET ICAL 107.7 KD PROTEIN IN RPSO 5' REGION (OR 
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Fl) . //0. 25: 148:2S//CAMPYL0BACTER JEJUNI. //Q4 6089 
F-NT2RP20O1677//ACIDIC PROLIKE-RICH PROTEIN PRECURSOR (CLONE PRP2 
5) (FRAGMENT) . //O. 010:101:31 //RATTUS NORVEC I CUS (RAT) . //PI 0 1 64 
F-NT2RP2001678//!!!! ALU SUBFAMILY J HARM IRC ENTRY !! I !//2.6«-l8: 8 
3:61//HOMO SAPIENS (HUNAN) . //P391 88 

F-NT2RP20O1699//PROTEIN CM. //O. 98: 51 : 31/AACClNIA VIRUS (STRAIN C 
0PENHAGEN).//P21045 

F-NT2RP20OI720//NEROZOITE SURFACE ANTIGEN 2 PRECURSOR (NSA-2) (ALL 
ELIC FORN 1).//0. 16:145:30//PLASMODIUM FALCIPARUM (ISOLATE CAMP / 
MALAYSIA). //Q993 17 

F-NT2RP20O1 72 1 //MALE-SPEC I F I C LETHAL* 2 PROTEIN. //0. 00090:48: 3 9//DR 
OSOPHILA MELANOGASTER (FRUIT FLY).//PS0S34 

F-NT2RP2001740//ANNEXIN VII (SVNEXIN) (FRAGMENT). //O. SO: 43: 2 S//B0S 

TAURUS (BOVINE).//P2O07? 
F-NT2RP20O1748//SALIVARY PROLINE-RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIDE P-D] (FRAGMENT) . //O. 77:111: 28//H0MO SAPIENS (HUMAN)./ 
/PI 01 82 

F-NT2RP2001762 

F-NT2RP200 1 8 1 3//PH0T0SYSTEN I REACTION CENTRE SUBUNIT VIII (PSI-I 
) . // 1 . 0 : 22 : 40//P ICEA ABIES (NORIAY SPRUCE) (P I CEA EXCELSA) . //04704 
0 

F-NT2RP2001839//SCYI PROTE IN. //6. 88-17: 204: 27//SACCHAROHYCES CEREV 
ISIAE (BAKER'S YEAST) . //P53009 

F-NT2RP2001B6I//D15KZ1 PROTEIN (FRAGMENT) . //O. 31 : 56 : 39//NUS MUSCUL 
US (MOUSE) . //OS 1 466 

F-NT2RP2001B89//CORNEOOESMOSIN (S PROTEIN) (FRAGMENT). //O. 97:78:30 
//SUS SCROFA (PIO.//019084 

F-NT2RP20O1876//ALLOGRAFT INFLAMMATORY FACT0R-1 (AIF-1) (IONIZED C 
ALCIUN BINDING ADAPTER MOLECULE I) . //3. 5e-36: 106: 66//HOM0 SAPIENS 
(HUMAN) . //PS 5008 

F-NT2RP20O1 883//CATHEPSIN L (EC 3. 4. 22. 1 5) . //O. 95: 29:4I//0VI S ARIE 
S (SHEEP). //Q 109 91 

F-NT2RP2001898//TYPE II INOSITOL-!, 4, 5-TR I SPHOSPHATE 5-PHOSPHATASE 
PRECURSOR (EC 3.1.3.56) (5PTASE) (FRAGMENT) .//I . 6»-84: 185: 88//H0M 
0 SAPIENS (HUMAN). //P3 20 19 

F-NT2RP2001900//ACTIN-LIKE PROTEIN ARP5. //I . 1e-1 7 : 1 80 : 34//SACCHAR0 
MYCES CEREVISIAE (BAKER' S YEAST) . //PS3946 

F-NT2RP200I907//HYPHAL NALL PROTEIN 1 (CELL ELONGATION PROTEIN 2). 

//0. 13: 108: 27//CANOIDA ALBICANS (YEAST) . //P46 593 

F-NT2 RP200 1 926//HYP0THET I CAL 7.6 KD PROTEIN YCF33.//0.5S:S7:26//CY 

ANOPHORA PARAD0XA.//P48273 

F-NT2RP200I936 

F-NT2RP2001 943//HYP0THET I CAL 57.7 KO PROTEIN IN AIP1-CTF13 INTERGE 
NIC REGION. //I.8e-1 3: 208: 22//SACCHAROMYCES CEREY ISIAE (BAKER' S YEA 
ST).//Q0430S 

F-NT2RP2001 946//HYP0THETI CAL 13.0 KO PROTEIN IN ALGR3 3' REGION.// 
0. 59:76: 28//PSEUOONONAS AERUG I NOSA. //P2 1 485 

F-NT2RP2001947//ZINC FINGER PROTEIN DAN (N03) .//O. 53:68: 29//RATTUS 

NORVEGICUS (RAT).//Q06880 
F-NT2RP2001 969//CHL0R0PLAST 30S RIBOSONAL PROTEIN SI 8. //0. 0015: 52: 
34//CHLORELLA VULGARIS. //P56 35 3 

F-NT2RP2001976//DILUTE MYOSIN HEAVY CHAIN. NON-MUSCLE (MYOSIN SA). 
//9. S«-07 : 201 : 22//MUS MUSCULUS (HOUSE) . //Q99104 

F-NT2RP200198S//PROLINE-RICH PROTEIN MP- 2 PRECURSOR. //O. 016:90: 32/ 
/MUS MUSCULUS (MOUSE) . //P051 42 

F-NT2RP200I991//S00IUN- AND CHLOR I DE -DEPENDENT TRANSPORTER NTT73./ 
/8. 0«-14: 47 : 76//RATTUS NORVEG I CUS (RAT) . //Q06469 
F-NT2RP2O02O2S//NG-CAM RELATED CELL ADHESION MOLECULE PRECURSOR (N 
R-CAM) (BRAVO). //2. 9e-30: 211: 42//GALLUS GALLUS (CHICKEN) . //P35331 
F-NT2RP2002032//FL0CCULANT-ACTIVE PROTEINS M02.1 AND MO 2. 2.//0. 23: 
20:40//MORINGA OLEIFERA (HORSERADISH TREE) (MORINCA PTERYGOSPERMA 
).//P24303 

F-NT2RP2002O33//! ! ! ! ALU SUBFAMILY SP WARNING ENTRY ! ! ! !//0. 88: 27 : 

62//HOMO SAPIENS (HUMAN) . //P39 1 93 

F-NT2RP200204I 

F-NT2RP2002046//NATINC PROCESS PROTEIN Ml 02 (SER IKE-RICH PROTEIN S 
MSI) (PROTEIN KINASE A INTERFERENCE PROTEIN) .//1 . 0: 85: 31//SACCHAR0 
NYCES CEREVISIAE (BAKER* S YEAST) . //P36027 
F-NT2RP2002O47 

F-NT2RP2002058//DOM34 INTERACTING PROTEIN 2//9.4e-2S: 165: 34//SACC 
HAROMYCES CEREVISIAE (BAKER'S YEAST) .//0 1 2220 

F-NT2RP2002066//T1GHT JUNCTION PROTEIN 20-1 (TIGHT JUNCTION PROTE I 
N t).//S.7e-l2:108:41//H0M0 SAPIENS (HUMAN) . //007 1 57 
F-NT2RP2OO2070//CYTOCHRONE C OXIDASE POLYPEPTIDE II (EC 1.9.3.1) 
(FRAGMENT). //O. 88: 28 :50//ASTER I NA PECTINIFERA (STARFISH) .//P 11 958 
F-NT2RP2002076//TRP-ASP REPEATS CONTAINING PROTEIN RBA-2. //O. 0031 : 
124:27//CAEN0RHABDITIS ELEGANS.//P90916 

F-NT2RP2O02O78//KERATIN. GLYCINE/TYROSINE -RICH OF HAIR.//0. 82: 30:4 
0//OVIS ARIES (SHEEP). //Q02958 

F-NT2RP2002079//OUTER DENSE FIBER PROTEIN. //O. 34:41 :39//H0N0 SAPIE 



NS (HUMAN). //Ql 4990 

F-NT2RP20O2099//HETEROGENOUS NUCLEAR RIBOfOJCLEOPROTEIN U (HNRNP U 
).//5.2«-08:81:48//H0M0 SAPIENS (HUMAN) . //Q00839 
F-NT2RP2002105//COLLAGEN I (X) CHAIN PRECURSOR. //O. 001 2 : 1 00: 3 4 //BOS 

TAURUS (BOVINE). //P23206 
F-NT2RP20O2124//EARLY GROVTH RESPONSE PROTEIN I (EGR-1) (KR0X24) 
(TRANSCRIPTION FACTOR ETRI03) (ZINC FINGER PROTEIN 225) (AT225) . // 
0.74: 72: 31 //HOMO SAPIENS (HUMAN). //PI 8 146 

F-NT2RP20O21 37//NEUROTOXIN B-l I . //1 . 0: 27:44//CEREBRATULUS LACTEUS 
(MILKY RIBBON NORM). //P01 526 

F-NT2RP20O21S4//GALECTIN-3 (GALACTOSE-SPECIFIC LECTIN 3) (MAC-2 AN 
TIGEN) ( I GE -BINDING PROTEIN) (35 KD LECTIN) (CARBOHYDRATE BINDING 
PROTEIN 35) (CBP 35) (LAM IN IN-BINDING PROTEIN) (LECTIN L-29) (L-34 
GALACTOS I DE-BINDING LECTIN) . //O. 0029: 112: 34/ /MUS MUSCULUS (HOUSE 
).//P16110 
F-NT2RP20O2172 

F-NT2RP20O218S//UBIQUI TIN-LIKE PROTEIN DSK2.//1 . 8«-07:87:40//SACCH 

ARONYCES CEREVISIAE (BAKER'S YEAST) . //P485 10 

F-NT2RP20O2192 

F-NT2RP2002193//CUTICLE COLLAGEN 40. //O. 0062 : 70 : 37//CAEN0RHABD I T I S 
ELE CANS. //P 34804 

F-NT2RP20O2208//PEROXISOME ASSEMBLY PROTEIN PEX10 (PEROXIN-10).// 

0. 00011: 45 :40//H0MO SAPIENS (HUMAN) . //060683 
F-NT2RP2002219 

F-NT2RP2002231//V-TYPE SODIUM ATP SYNTHASE SUBUNIT E (EC 3.6.1.34) 
(NA(f)- TRANSLOCATING ATPASE SUBUNIT E) . //1 . 0: 68: 32//EHTEROCOCCUS 
HIRAE.//P43436 

F-NT2RP2002235//INFECTEO CELL PROTEIN ICP34.5 (NEUROV I RULENCE FACT 
OR ICP34.5).//0.0022:66:45//HERPES SINPLEX VIRUS (TYPE- I / STRAIN 
CVG-2).//P373l8 

F-NT2RP2002252//DNA-OIRECTED RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7.7.6) (RPB1) (FRACMENT).//0.071:I10:31//CRICETULUS GRISEUS (CH 
INESE HAMSTER). //P1 1414 

F-NT2RP2002256//CYTOCHROME P4S0 26 (EC 1.14.-.-) (RETINOIC ACID-ME 
TABOLIZING CYTOCHROME) (P450RAI) (RETINOIC ACID 4-HYDROXYLASE) . // 
3. 1e-31:75:84//MUS MUSCULUS (MOUSE). //055 127 

F-NT2RP2002259//L-MYC-1 PROTO-ONCOCENE PROTEIN. //1 . 9e-1 7:41 :90//H0 
NO SAPIENS (HUMAN). //PI 2524 

F-NT2RP2002270//HYPOTHETICAL 26.0 KD PROTEIN IN CYB5-LEU4 INTERGEN 
IC REG10N.//2.1«-27:164:36//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS . 
T).//P53930 

F-NT2RP20022 92// IMMEDIATE-EARLY PROTEIN RSP40. //O. 018: 107: 23//PSEU 
DO RABIES VIRUS (STRAIN KAPLAN) (PRV) . //P24827 

F-NT2RP20O23 1 2//PH0SPHAT IDATE CYT I DYLYL TRANSFERASE (EC 2.7.7.41) 
(CDP-0 I GLYCER I DE SYNTHETASE) (CDP-OICLYCERIOE PYROPHOSPHORYLASE) 
(CDP-OI ACYLGLYCEROL SYNTHASE) (CDS) (CTP : PHOSPMAT I DATE CYT IDYLYLTR 
ANSFERASE) (COP-DAG SYNTHASE) . //1 . 4e-S2 : 174: 55//HOMO SAP I ENS (HUMA 
N).//Q92903 

F-NT2RP2002316//HISTONE H1.C6/H1.C9.//1.0:40:40//TRYPANOSONA CRUZ 

1 . //P40269 

F-NT2RP20O2325//PEROXISOMAL MEMBRANE PROTEIN PMP30A (PMP31) iPEROX 
IN-11A).//2.2e-06:145:26//CANDI0A BOIDINII (YEAST) . //Q003 1 6 
F-NT2RP2002333//HYPOTHETICAL 39.1 KO PROTEIN IN RNPB-SOHA INTERGEN 
IC REGION (ORF 3).//O.30:86:32//ESCHERICHIA C0LI.//P23524 
F-NT2RP20O2373//SYNAPSINS I A AND IB.//0. 080: 145: 31//B0S TAURUS (BO 
VINE). //PI 7599 

F-NT2RP2002385//ENV POLYPROTEIN PRECURSOR (COAT POLYPROTEIN) [CONT 
AINS: KNOB PROTEIN GP70: SPIKE PROTEIN PISE: R PROTEIN]. //0. 021 : 6 
6:2B//MINK CELL FOCUS-FORM INC MURINE LEUKEMIA VIRUS (ISOLATE CI -3 
).//P03368 
F-NT2RP2002394 

F-NT2RP2002408//COLLAGEN ALPHA 1(1) CHAIN (FRAGMENTS) .//O. 00030: 10 

7 37//B0S TAURUS (BOVINE). //P024S3 

F-NT2RP2002426 

F-NT2RP2002439//CIRCUNSPOROZOITE PROTEIN PRECURSOR (CS) . //O. 00032 : 
79:32//PLASNODIUM BERGHEI (STRAIN ANKA).//P23093 
F-NT2RP2002442//HESA PROTE IN. //6. 0»-16: 163: 30//PLECT0NEMA BORYANU 
H. //P46037 
F-NT2RP2002457 

F-NT2RP2002464//HYPOTHET I CAL 60.7 KO PROTEIN C56F8. 17C IN CHROMOSO 
ME l.//9.3e-l8:l65:32//SCHIZO$ACCHAR0MYCES POMBE (FISSION YEAST)./ 
/Q10264 

F-NT2RP2002475//CYSTEINE-RICH HEART PROTEIN (HCRHP) . //O. 91 :45: 35// 
HOMO SAPIENS (HUMAN) . //P50238 

F-NT2RP2002479//ATP-BtNDING CASSETTE TRANSPORTER 7 PRECURSOR (ABC 
TRANSPORTER 7 PROTEIN) . //6. 8«-96: 186: 94//HOM0 SAPIENS (HUMAN). //07 
5027 

F-NT2RP2002498//HYPOTHET ICAL MERCURIC RESISTANCE PROTEIN MERC. //O. 
65:37:45//PSEUDOMONAS AERUGINOSA. //P 04 1 39 

F-NT2RP20O25O3//ZINC FINGER PROTEIN 45 (BRCI 744). //I. 3e-31 : 124:59/ 
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/HOMO SAPIENS (HUMAN). //Q02386 

F -NT 2RP2002 S04//NUCLEAR PORE COMPLEX PROTEIN NUP1SS (NUCLEOPOR I N N 
UP1 55) (1SS KD NUCLEOPOR IN) (P140).//1. 2e-l23: 240: 92//RATTUS NORVE 
CICUS <RAT).//P37II9 

F-NT2RP2002520//ACIDIC PROLINE-RtCH PROTEIN HP43A PRECURSOR. //O. 9 
4:83:2I//MES0CRICETUS AURATUS (GOLDEN HAMSTER) . //POSS 80 
F-NT2RP2002S3T//HYPOTHETICAL SS. 1 KD PROTEIN B04IS.S IN CHROMOSOME 

X. //*. Ot- 10: 194: 23//CAENORHABDI T I S ELECANS. //Ql 1 073 
F-NT2RP2002546 

F-NT2RP2002549//G2/MIT0TIC-SPECIFIC CTCLIN CI 3-1 . (A-LIKE CYCLIN) 
(FRAGMENT) . //O. II: IS: 30//DAUCUS CAROTA (CARROT) . //P2501 0 
F-NT2RP200259I//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2). 
//2.6e-19:60:61//HOMO SAPIENS (HUMAN) . //P51 523 

F-NT2RP2002S9S//ANNEXIN VII (SYNEXIN) .//1 . 2 e- 1 S: 121 :49//XEN0PUS LA 
EVIS (AFRICAN CURED FROG).//Q9212S 

F-NT2RP2002606//PROTEIN TRANSPORT PROTEIN SEC2 . //O. 00034 : 98 : 3 1 //SA 
CCHAROMYCES CEREVISIAE (BAKER'S YEAST). //PI 708 5 

F-NT2RP2002609//HYPOTHET I CAL 52. 0 KD PROTEIN IN CLB6-SPT6 INTERCEN 
IC REGION. //O. 00022 : 79: 39//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P532«4 

F-NT2RP2002618//PROTEIN ARC I NINE N-METHYLTRANSFERASE 1 (EC 2.1.1. 
-).//6.2e-37:1S0:44//RATTUS NORVEGICUS (RAT) . //OS 300 9 
F-NT2RP2002621//MADH-UBIQUINONE OXIDOREOUCTASE CHAIN 5 (EC 1.6.5. 
3) (FRAGMENT) . //O. 98: 37 : 3S//LEMUR CATTA (R I NG-TA I LED LEMUR) . //Q 348 
79 

F-NT2RP2002643//INFECTEO CELL PROTEIN ICP34. 5 (NEUROV I RULENCE FACT 
OR !CP34.5).//0.042:77:32//HERPES SIMPLEX VIRUS (TYPE I / STRAIN M 
GH-10).//P37319 

F-NT2RP2002872//PROTEIN Q3OO.//0. 0018:41 :43//MUS MUSCULUS (MOUSE). 
//Q02722 

F-NT2RP20O2701 //HYPOTHETICAL 72.5 KD PROTEIN C2F7. 10 IN CHROMOSOME 
I.//3. 6«-l7: 100: 42//SCH I ZQSACCHAROMYCES POMBE (F I SS I ON YEAST) . //Q 
09701 

F-NT2RP2002706// IMMEDIATE -EARLY PROTEIN I El 80. //0. 00027: 139:33//PS 
EUDO RABIES VIRUS (STRAIN KAPLAN) (PRV) . //P33479 
F-NT2RP2002710//SH3-BINDING PROTEIN 38P-I .//6. 9«-09 : 96 : 40//MUS NUS 
CULUS (M0USE).//P55I94 

F-NT2RP2002727//TUBERIN (TUBEROUS SCLEROSIS 2 HOMOLOC PROTEIN).// 
3.6e-20:160:36//RATTUS NORVEGICUS (RAT) . //P49816 
F-NT2RP2002735 
F-NT2RP2002740 

F-NT2RP2002741//RH01 GDP-GTP EXCHANGE PROTEIN 2.//2. Oe-07: 178: 28// 
SACCHAROMYCES CEREV I S I AE (BAKER* S YEAST) . //PS 1 862 
F-NT2RP20027SO//H!! ALU SUBFAMILY SB2 IARNINC ENTRY M !!//!. 6e-0 
9:43: 72//HOMO SAPIENS (HUMAN). //P391 91 

F-NT2RP2002752//LOM CALCIUM RESPONSE LOCUS PROTEIN T.//0. 95:33:39/ 
/YERSINIA PSEUDOTUBERCULOSIS. //QO0932 

F-MT2RP20027S3//EKOOGLUCANASE EG-1 PRECURSOR (EC 3.2.1.4) (ERDO-1. 
4-BETA-GLUCANASE) (CELLULASE) . //0. 71 : 78 : 33//TR ICHODERMA LONGIBRACH 
IATUM.//Q12714 

F-NT2RP2002769//50 KD SPICULE MATRIX PROTEIN PRECURSOR. //0. 44: 76: 3 
2//STR0NGYLOCENTROTUS PURPURATUS (PURPLE SEA URCHIN). //P1 1994 
F-NT2RP2002778 

F-NT2RP2002800//CRANBIN.//0.99:20:50//CRAMBE ABYSS INI CA (ABYSSINIA 
N CRAMBE).//P01S42 

F-NT2RP2002839//SAL I VARY PROLINE- RICH PROTEIN PRECURSOR (CLONE CP 
7) (CONTAINS: BASIC PEPTIOE P-F] (FRAGMENT). //O. 010:87: 31 //HOMO SA 
PI ENS (HUNAN). //P028 12 

F-NT2RP2002857//ACIOIC PROLIKE -RICH PROTEIN PRECURSOR (CLONE PRP3 
3).//0.00016:57:45//RATTUS NORVEGICUS (RAT).//P04474 
F-NT2RP2002862//HYPOTHET I CAL 27.1 KD PROTEIN UFD4-CAP1 INTERCEN I C 
REGION. //7. 2e-27: 140: 40//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). 
//P33201 

F-NT2RP2002880//DNA REPAIR PROTEIN RAD32. //O. 83:67: 28//SCH I ZOSACCH 
AROMYCES POMBE (FISSION YEAST) . //Q09683 

F-NT2RP2002891//HOMEOBOX PROTEIN OLX-2 (DLX-5) (FRAGMENT). //O. 99:7 
0:24//RATTUS NORVEGICUS (RAT) . //Q64204 

F-NTZRP2002925//ALPHA-IO ADRENERGIC RECEPTOR (ALPHA I D-ADRENOCEPTO 
R) (ALPHA- 1 A ADRENERGIC RECEPTOR). //O. 31 : 48: 43//H0M0 SAPIENS (HUMA 
N).//P25100 

F-NT2RP2002928//CELL DIVISION CONTROL PROTEIN 40. //2. 8«-26: 142:42/ 
/SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P40968 
F-NT2RP20O2929//HYPOTHETICAL 46.2 KO TRP-ASP REPEATS CONTAINING PR 
OTEIN 02013.2 IN CHROMOSOME 1 1.//2. Oe-31 : 186: 3S//CAEN0RHAB0ITIS EL 
EGANS.//Q 18964 

F-NT2RP2002939//AOENYLATE CYCLASE. TYPE V (EC 4.6.1.1) (ATP PYROPH 
OSPHATE-LYASE) (CA(2+)-INHIBITABLE ADENYLYL CYCLASE). //O. 0022:98:3 
9//CANIS FAN I LIAR IS (DOC). //P30803 

F-NT2RP20029S4//U2 SMALL NUCLEAR RIBONUCLEOPROTEIN A' (U2 SNRNP-A 
').//0.0019:107:30//ARABI00PSIS THALIANA (HOUSE-EAR CRESS) . //P4333 



3 

F-NT2RP2002959//UBIQUI TIN-CONJUGATING ENZYME E2-17 KO I (EC 6.3.2. 
19) (UBIQUITIN- PROTEIN LIGASE) (UBIQUITIN CARRIER PROTEIN) (E2(1 
7)K8 2).//2.6«-1l:33:81//HOMO SAPIENS (HUMAN). NUS MUSCULUS (NOUS 
E). RATTUS NORVEGICUS (RAT). AND XENOPUS LAEVIS (AFRICAN CLAIED FR 
OG). //PS 1 669 
F-NT2RP2002979 

F-NT2RP20O2980//30S RIBOSOMAL PROTEIN S10.//1. 10-09:98: 36//MYC0PLA 
SNA CAPRICOLUM.//P10129 

F-NT2RP2002986//RINC CANAL PROTEIN (KELCH PROTEIN). //I. le-19: 141 : 3 
9//DR0S0PHILA HELANOGASTER (FRUIT FLr).//Q04652 

F-NT2RP2002987//!!" ALU SUBFANILY SC IARNINC ENTRY !!!!//!. 3e-07 : 
78:47//H0M0 SAPIENS (HUNAN).//P39I92 

F-NT2RP2002 9 9 3//DNA -DIRECTED RNA POLYMERASE I 135 KD POLYPEPTIDE 
(EC 2.7.7.6) (RNA POLYMERASE I SUBUNIT 2) (RPAI3S) (RNA POLYMERASE 
I 127 KD SUBUNIT).//8.0«-77:165:85//RATTUS NORVEGICUS (RAT).//054 
888 

F-NT2RP2003000//!!!! ALU SUBFANILY SQ IARNINC ENTRY ! ! ! !//2. 8t-1 9: 
62:64//HOMO SAPIENS (HUNAN) . //P39I 94 

F-NT2RP2003034//HYPOTHETICAL PROTEIN HI 1458.//1. 0:42:35//HAEMOPHIL 
US INFLUENZAE. //P44204 

F-NT2RP2003073//! ! ! ! ALU SUBFANILY SB IARNINC ENTRY < ! ! !//0. 0051 : 1 

6:87//HOMO SAPIENS (HUMAN) .//P39 189 

F-NT2RP2003099 

F-NT2RP2003108//BASIC PROLINE-RICH PEPTIOE 1B-1.//0. 84: 47: 34//H0M0 

SAPIENS (HUMAN). //P042B1 
F-NT2RP2003117 

F-NT2RP20031 21 //HYPOTHETICAL 96.7 KD PROTEIN IN STE2-FRS2 INTERCEN 
IC REGION. //9.0e-08: 99: 29//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P43572 

F-NT2RP20031 25//TRANSCR1PTION REGUUTOR PROTEIN BACH 2 (6TB AND CNC 
HOMOLOC 2).//9.2e-08:134:28//MUS MUSCULUS (MOUSE) . //P97303 
F-NT2RP2003129 

F-NT2RP2003 1 37//UBIQU1 TIN. //3. 4e-0S: 70 : 30//NEUROS PORA CRASSA. //PI 3 
117 

F-NT2RP2003 I 57//HYP0THET ICAL 37.0 KD PROTEIN B049S. 8 IN CHROMOSOME 

I I. //7. 8e-13:84: 40//CAEN0RHABD ITIS ELECANS. //Q092 1 7 
F-NT2RP20031S8//26S PROTEASOME REGULATORY SUBUNIT S3 (PROTEASOME S 
UBUNIT P58).//3. 1e-65: I55:84//H0M0 SAPIENS (HUMAN). //043 242 
F-NT2RP200316I//PROLINE-RICH PROTEIN MP-2 PRECURSOR. //0. 001 1 : Si: 42 
//NUS MUSCULUS (HOUSE) . //P05I42 

F-NT2RP2003164//ZYXIN.//0.0037:85:36//MUS MUSCULUS (MOUSE) .//Q6252 
3 

F-NT2RP2003165//! ! M ALU SUBFANILY SQ IARNINC ENTRY ! ! ! !//1 . 2e-24: 
77:64//H0M0 SAPIENS (HUMAN). //P391 94 

F-NT2RP2003177//NALE SPECIFIC SPERM PROTEIN MST84O8.//0. 55: 38:39// 
DROSOPHIU MELANOGASTER (FRUIT FLY).//Q01643 

F-NT2RP20031 94//HYP0TKET ICAL 12.5 KD PROTEIN ZK637. 2 IN CHROMOSOME 

III. //2. 3e- 1 4 : 87 : 37//CAENORHABD ITIS ELECANS. //P30629 
F-NT2RP2003206//NADH-U6IQUINONE OXIDOREOUCTASE CHAIN 3 (EC 1.6.5. 
3).//1.0:100:28//DIDELPHIS NARSUPIALIS VIRGIN I ANA (NORTH AMERICAN 
OPOSSUM). //P41 306 

F-NT2RP2003228//DNA REPLICATION LICENSING FACTOR MCM4 (CDC21 HOMOL 
OG) (P1-CDC21) .//9. 3e-82:21 1 : 81//H0N0 SAPIENS (HUMAN) . //P33991. 
F-NT2RP2003230//SEC14 CYTOSOLIC FACTOR (PHOSPHATIDYL I NOS I TOL/PHOSP 
HATIDYLCHOLINE TRANSFER PROTEIN) (PI /PC TP) . //1 . 0: 51 : 31 //CANDIDA G 
LABRATA (YEAST) (TORULOPSlS GLABRATA) . //PS 3 989 

F-NT2RP2003237//! ! ! ! ALU SUBFAMILY SQ IARNINC ENTRY ! ! ! !//S. lt-44: 
66:84//H0M0 SAPIENS (HUMAN) . //P391 94 

F-NT2RP20O3243//M PROTE I N. SEROTYPE 5 PRECURSOR. //O. 027 : 204 : 23//ST 
REPTOCOCCUS PYOGENES. //P02977 

F-NT2RP2003265//BP4A PROTE IN. //0. 95:35: 34//BRASS I CA NAPUS (RAPE)./ 
/P4I505 

F -NT2RP2003 2 72//ANTER- SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN C 
EX) (FRAGMENT) . //S. Se-06 : 78 : 3S//BRASS I CA NAPUS (RAPE) . //P40603 
F-NT2RP2003277//NAN7 PROTEIN (NONSENSE-MEDIATED NRNA OECAY PROTEIN 
I) (UP-FRAMESHIFT SUPPRESSOR I ) . //1 . 9e- 1 9 : 1 45 : 4 3// SACCHAROMYCES C 
EREVISIAE (BAKER'S YEAST) . //P3 07 71 
F-NT2RP2003280 

F-NT2RP2003286//RNA 3' -TERMINAL PHOSPHATE CYCLASE (EC 6. S.I. 4) (RN 
A-3* -PHOSPHATE CYCLASE) (RNA CYCLASE) . //2. 1 e-32 : 1 37 : 42//SACCHAR0MY 
CES CEREVISIAE (BAKER'S YEAST) . //Q08096 

F-NT2RP2003293//ZINC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPF1). 
//7.7t-12:17S:33//HOMO SAPIENS (HUMAN). //P5 1 522 

F-NT2RP2O03295//PTB-ASSOCIATED SPLICINC FACTOR (PSF) .//O. 055:44:45 

//HOMO SAPIENS (HUMAN) . //P2 32 46 

F-NT2RP2003297 

F-NT2RP2003307//KINESIN LIGHT CHAIN (KLO.//2. 0«-l8: 87:49//RATTUS 
NORVEGICUS (RAT) .//P3 7 28 5 

F-NT2RP2003308//CROOKED NECK PROTE IN. //2. I«-91 :244:67//DR0S0PHI LA 
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MELANOCASTER (FRUIT FLY). //PI 7 80S 

F-NT2RP2003329//HYPOTHETICAL 54.9 KO PROTEIN C02FS. 7 IN CHROMOSOME 
HI. //$. 8e-57 : 1 86 : 5S//CAEN0RHABDI T I S ELECANS. //P34284 

F-NT2RP2003339//SHORT NEUROTOX I N I (NEUROTOX IN ALPHA) . //O. 98 : 11 : 7? 

//DENDROASPIS POLYLEPIS POLYLEPIS (BLACK NAMBA) . //P01416 

F-NT2RP2003347//60S RIBOSOMAL PROTEIN L38. //O. 83:42: 33//OSTERTAGI A 
OSTERTAGI.//061570 

F-NT2RP2003367//SYNERGISTIC-TYPE VENOM PROTEIN C9S3, CHAIN I. //I. 
0:37:3S//DENOROA$PIS ANGUSTICEPS (EASTERN GREEN NAMBA).//P0I408 
F-NT2RP2003391//MRNA TRANSPORT REGULATOR MTR10. //3. 3o— 1 1 : 229: 24//S 
ACCHAROMYCES CEREVISIAE (BAKER' S YEAST). //Q99 189 
F-NT2RP2003393//PROTOCHLOROPHYLLIOE REDUCTASE CHLB SUBUNIT (EC 1. 
3.1.33) (NADPH- P ROTOCHL OROPHY L L I OE 01 1 DO REDUCTASE CHLB SUBUNIT) 
(FRAGMENT) . //0. 94: 29:34//ARAUCARIA HETEROPHYLLA. //P37843 
F-NT2RP2003394 

F-NT2RP2OO3401//6O KO CHAPERON IN (PROTEIN CPN60) (GROEL PROTEIN)./ 
/0.95:I25:2B//THERMUS AQUATICUS (SUBSP. THERNOPHILUS) . //P4S746 
F-NT2RP2003433//PROTEIN TRANSPORT PROTEIN SEC6I ALPHA SUBUNIT. //9. 
8«-78 : 1 78 : 84//RATTUS NORVEG I CUS (RAT) . //P38378 
F-NT2RP2003445 

F-NT2RP2003446//HYPOTHET I CAL PROTEIN E-l 1 5.//0. 00030: 106: 33//HUMAN 
ADENOVIRUS TYPE 2.//P03290 
F-NT2RP200345i//PHOTOSYSTEM II REACTION CENTRE N PROTEIN. //I . 0: 27: 
S1//MARCHANTIA POLYMORPH* (LI VER10RT) . //PI 2168 

F-NT2RP2003466//LINOLEOYL-C0A DE SAT U RASE (EC 1. 14. 99. 25) (DELTA (6 
)-OESATURASE).//6.7«-06:l08:32//SYNECHOCYSTIS SP. (STRAIN PCC 680 
3).//Q08871 

F-NT2RP2Q0 3480//TRANSCR I PT I ON FACTOR BF-2 (BRAIN FACTOR 2) (BF2) 
(CBF-2) (T-l4-6).//7.2e-15:38:S0//GALLUS CALLUS (CHICKEN) .//Q98937 
F-NT2RP2003499//5E5 ANTIGEN. //O. 090: 1 1 4: 32//RATTUS NORVEGICUS (RA 

0. //Q63003 

F-NT2RP2003SO6//NADPH-CYTOCHROME P4S0 REDUCTASE (EC 1.6.2.4) (CPU 
).//2.0e-ll:91:43//SUS SCROFA (PIG) .//P0417S 

F-NT2RP200351I//PARAMYOSIN. SHORT FORM (MINIPARAMYOSIN) . //O. 0020: 1 
08:2S//DROSOPHtLA MELANOGASTER (FRUIT FLY).//P3S4I6 
F-NT2RP2003S13//PTB-ASSOCIATEO SPLICING FACTOR (PSF) . //1 . 2 e-05 : 96 : 
36//HOMO SAPIENS (HUMAN). //P2 3 2 46 

F-NT2RP2003S1 7//HYP0THET I CAL 12.9 KD PROTEIN CY49. 27. //0. 0059: 22: 3 
1 //NYCOBACTER I UH TUBERCULOS I S. //Q1 0696 

F-NT2RP2O03522//HVPOTHETICAL 10.0 KO PROTEIN. //1. 0.65:30//THERM0PR 
OTEUS TENAX VIRUS 1 (STRAIN KRAI) (TTVI) . //P19283 
F-NT2RP20O3533//LWE-I REVERSE TRANSCRIPTASE HOM0LOC.//8. 7e-l8:94: 
54//HOMO SAPIENS (HUMAN) . //P0B547 

F-NT2RP2003543//SYNAPS INS IA AND IB.//0. 045: 101 :35//RATTUS NORVEG I 
CUS (RAT).//P09951 

F-NT2RP20035S9//ITBA2 PROTEIN (DIS9879E) . //O. 98 : 37 : 37//HOMO SAPIEN 
S (HUMAN) . //Q 1 46 57 

F-NT2RP2003564//52 KD RO PROTEIN (SJOGREN SYNDROME TYPE A ANTIGEN 
(SS-A)) (R0(SS-A)).//6. 4«-35:1 75: 44//H0M0 SAPIENS (HUNAN). //PI 9474 
F-NT2RP2003567//HYPOTHETICAL 11.2 KD PROTEIN T18D3.7 IN CHROMOSOME 

X. //O. 72 : 82 : 34//CAEN0RHABD I T 1 S ELECANS. //Q22S44 
F-NT2RP2003581//HOME08OX PROTEIN 0TX1.//0. 90:61 :37//MUS MUSCULUS 
(MOUSE). //P6020S 

F-NT2RP2003596//ELONGATION FACTOR P (EF-P).//0. 83:61 : 32//VYCOPLASM 
A CEII1TALIUM.//P47272 

F-NT2RP2003604//ALPHA-CATENIN. //I . 5t-11 : 152: 33//DROSOPHI LA MELANOG 
ASTER (FRUIT FLY).//P35220 

F-NT2RP2O0 36 2 9//PH0S PHOL I PASE A2 ALPHA (EC 3.1.1.4) (PHOSPHATIOYLC 

HOt I NE 2-ACYLHYDROLASE) . //O. 97:85: 27//CROTALUS AOAMANTEUS (EASTERN 
Dl AMONOBACK RATTLESNAKE) . //P00623 

F-NT 2 RP2003643/ / AC YLNEURAM I NATE CYT I OYLYLTRANSFERASE (EC 2.7.7.43) 
(CNP-N- ACETYLNEURAM I N I C ACID SYNTHETASE) (CMP-NEUNAC SYNTHETASE) 
(CMP-SIALIC ACID SYNTHETASE). //3. 9e-12: 84 : 40//NE I SSER I V NEMIMCITI 

DIS.//Q57385 

F-NT2RP2003668//M!! ALU SUBFAMILY SX 9ARNING ENTRY ! ! ! !//5. Oe-33: 
74:81//H0M0 SAPIENS (HUMAN). //P 39 195 

F-NT2RP2003687//!!!! ALU SUBFAMILY J EARNING ENTRY ! ! > !//S. 7e-05:4 
0:67//HOMO SAPIENS (HUMAN) . //P391 88 

F-NT2RP2003691//!!!! ALU SUBFAMILY SQ IARNING ENTRY M ! !//2. Se-37 : 
S6 67//HONQ SAPIENS (HUMAN) . //P391 94 

F-NT2RP2003702//HYPOTHETICAL OX IDOREDUCTASE tN I NLA 5' REGION (EC 

1. -.-.-) (ORFA).//1.3e-07:98:37//LISTERIA MONOCYTOGENES. //P 2 5 145 
F-NT2RP2003704//CAMMA-GLUTAMYLTRANSPEPT I OASE 5 PRECURSOR (EC 2.3. 

.2.2) (GAMMA- GLUTAMYLTRANSFERASE 5) (GGT-REL) . //O. 66: 23 : 52//HOMO S 
APIENS (HUMAN).//P36269 

F-NT2RP2003706//GLUTAMYL AMtNOPEPTIOASE (EC 3.4.11.7) (EAP) (AMINO 
PEPTIDASE A) (APA) (DIFFERENTIATION ANTIGEN GP160). //I. 2«-22: 187: 3 
S//HOMO SAPIENS (HUMAN) . //GO 70 75 

F-NT2RP2003713//U8IQUITIN CARBOXYL -TERMINAL HYDROLASE 6 (EC 3.1.2. 
15) (UBIQUITIN THiOLESTERASE 6) (UBIQUITIN-SPECtFIC PROCESSING PRO 



TEASE 6) (OCUBIQUITINATING ENZYME 6) (PROTO-ONCOCENE TRE-2).//2.7 
e-06:l19:34//HOMO SAPIENS (HUMAN). //P3S1 25 

F-NT2RP2Q03714//ZINC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTF10) 

(HPF7).//6. 7*-27:68:7S//HOMO SAPIENS (HUMAN). //QO 5481 
F-NT2RP20O3727//HYPOTHET I CAL PROTEIN MG007 HOMOLX. //O. S4: 1 10: 30// 
MYCOPLASMA PNEUMONIAE. //P7 5 105 

F-NT2RP2003737//U8I QUI TIN-CONJUGATING ENZYME E2-17 KD 2 (EC 6.3.2. 
19) (UBIQUITIN- PROTEIN LIGASE) (UBIQUITIN CARRIER PROTEIN) (E2(1 
7) KB 2).//1.2«-72:147:90//HOMO SAPIENS (HUMAN). MUS MUSCULUS (NOUS 
E). RATTUS NORVEGICUS (RAT). AND XENQPUS LAEVIS (AFRICAN CLAMED FR 
OG). //PS 1669 

F-NT2RP2003751 //EXTRACELLULAR GLOBIN PRECURSOR. //O. 67: 68: 30//PSEU0 
OTERRANOVA DEClPlENS (COD NORM). //P26914 

F-NT2RP2003760//C0ATOMER GAMMA SUBUNIT (GAMMA-COAT PROTEIN) (GAMM 
A-C0P).//1.0e-98:235:82//B0S TAURUS (BOVINE).//PS3620 
F-NT2RP2Q03764//HYPOTHET1CAL 29.3 KD PROTEIN (ORF92) . //O. 01 1 :69:34 
//ORGY I A PSEUDOT SUGATA MUL T I CAPS I D POL YHEDROS I S V I RUS (OPMNPV) . // 0 
10341 

F-NT2RP2003769//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6D.//1. 0:3 
3:36//EQUUS CABALLUS (HORSE) . //P48663 

F-NT2RP2OO3770//PKOSPHATE REGULON SENSOR PROTEIN PHOR (EC 2.7.3.-) 

(FRAGMENT). //O. 029: 35: 42//PSEUDOM0NAS AERUGINOSA. //P23621 
F-NT2RP2003777//HYPOTHETICAL 82 KD AVIRULENCE PROTEIN IN AVRBS3 RE 
CIOM.//0.041:67:34//XANTHOMONAS CAMPESTRIS (PV. VES ICATORI A) . //PI 4 
728 

F-NT2RP2003781 //HYPOTHETICAL 36.7 KD PROTEIN AH6. 2 IN CHROMOSOME I 
I . //4. 7«-S4 : 204 :47//CAEN0RHABDI T I S ELECANS. //Q09201 
F-NT2RP2003793//PSEUDO-KEVEIN (MINOR HEVEIN) . //O. 61 : 30 : 36//HEVEA B 
RASILIENSIS (PARA RUBBER TREE) . //P80359 

F-NT2RP200362S//ENDOTHELIN-1 PRECURSOR (ET-1) (FRAGMENT). //t . 0: 35: 
37//CANIS FAMILIAR IS (DOG) . //PI 3206 

F-NT2RP200384Q//HYPOTHET1CAL 48.1 KD PROTEIN B0403. 2 IN CHROMOSOME 

X. //2. S«-05: 80 : 38//CAENORHABDIT I S ELECANS. //Q1 1 076 
F-NT2RP2003857//BACTERIOCIN Ml CROC IN 817 PRECURSOR (MCBI 7) . //O. 54 : 
28:S0//ESCHERICHIA COL I . //P05834 

F-NT2RP2003859//DROSOCIN PRECURSOR. //I. 0: 37 :35//DROSOPH I U MELANOG 

ASTER (FRUIT FLY).//P36193 

F-NT2RP20038T1 

F-NT2RP200388S//CUT I CLE PROTEIN 32 (LM-32) (LM-ACP 32) (FRAGMENT). 
//1.0:28:50//LOCUSTA NIGRA TOR I A (MIGRATORY LOCUST) .//P1 1 736 
F-NT2RP2003912//SER I NE/THREON IKE-PROTEIN KINASE NEK1 (EC 2.7.1.) 
(NINA -RELATED PROTEIN KINASE 1).//4.8«-110:268:80//NUS MUSCULUS (N 
0USE).//P51954 

F-NT 2 RP 200 3952/ /AM I NOPE PT I OASE B (EC 3.4.11.6) (ARGINYL AMINOPEPTI 
OASE) (ARCININE AMINOPEPTI OASE) (CYTOSOL AMINOPEPTI OASE IV) (AP-B 
).//0. 00024:92: 31 //RATTUS NORVEGICUS (RAT) . //00917S 
F-NT2RP20O3968//SKIN SECRETORY PROTEIN XP2 PRECURSOR (APEG PROTEI 
N).//9.2e-0S:101:36//XENOPUS LAEVIS (AFRICAN CLAMED FROG). //PI 743 7 
F-NT2RP2003976//»!M ALU SUBFAMILY J f ARNING ENTRY ! ! !!//1 . 7«-21 : 6 
2:62//H0MO SAPIENS (HUMAN) .//P3 9 188 

F -NT 2 RP2003 98 1 //VACUOLAR PROTEIN SORTINC-ASSOCIATEO PROTEIN VPS8. / 
/2.7e-08:1SS:22//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P3 970 2 
F-NT2RP2003984//UNC-87 PROTEIN. //O. 75:71 : 28//CAENORHABDIT IS ELEGAft 
S. //P37806 

F-NT2RP2003986//M!! ALU SUBFAMILY SP IARNING ENTRY ! ! ! !//5. 3e- 1 9: 
47:70//H0MO SAPIENS (HUMAN). //P39 193 

F-NT2RP2003988//MM ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//2. 2«-18: 
80:58//H0M0 SAPIENS (HUMAN) . //P391 95 

F-NT2RP200401 3//TRANSCR I PT I ON FACTOR BTF3 (RNA POLYMERASE B TRANSC 
RIPTION FACTOR 3) . //I . Oe-52: 141 : 77//H0MO SAPIENS (HUMAN) . //P20290 
F-NT2 RP20040 1 4/ /MACROPHAGE INFLAMMATORY PROTEIN- 2 -ALPHA (MIP2-ALPH 
A) (CINC-2-ALPHA).//0.99:45:26//RATTUS NORVEGICUS (RAT). //Q 10746 
F-NT2RP200404I //SYNAPS I NS I A AND IB. //0. 0022:51 :37//BOS TAURUS (BO 
VINE). //PI 7599 

F-NT 2 R P 2 00404 2//CRUSTACEAN HYPERGLYCEMIC HORMONE PRECURSOR (CHH) 
(FRAGMENT). //l.0: 49 :28//PENAEUS VAN NAME I (PENOElO SHRIMP) (EUROPEA 
N MHITE SHRIMP).//Q26181 

F-NT2RP2004066//CALDESMON (CDM).//2. 9e-0S: I75:21//CALLUS CALLUS (C 
HICKEN).//P12957 

F-NT2RP200408 1//CADM I UM-METALLOTH I ONE I N (CD—NT) . //O. 93 : 59 : 23//HEL I 
X POMATIA (ROMAN SNAIL) (EDIBLE SNAI L) . //P33I87 
F-NT2RP2004098//RAS SUPPRESSOR PROTEIN 1 (RSU-1) (RSP-1 PROTEIN) 
(RSP-1).//4.6«-09:l21:30//HOMO SAPIENS (HUMAN) .//Q 1 5404 
F-NT2RP20041 24//NONHI STONE CHROMOSOMAL PROTEIN HMG-17.//0. 068: 63: 3 
I //CALLUS CALLUS (CHICKEN) . //P02314 

F-NT2RP200414 2//HYP0THET 1 CAL 59.1 KD PROTEIN IN VPS) S-YMC2 INTERCE 
NIC REGION.//7.9i-05:94:28//SACCHAR0MYCES CEREVISIAE (BAKER' S YEAS 
0.//P38262 

F-NT2RP2004I52//LAMIN L (1) . //O. 25: 1 67: 1 9//XEN0PUS LAEVIS (AFRICAN 
C LAVED FROG).//P09010 
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F-NT2RP2004165//HTPOTHETICAL 57.5 KO PROTEIN IN VNA7-RPS2SA INTERG 
ENIC REGION.//O.0014:124:31//SACOUROMVCES CEREVISIAE (BAKER' S TEA 
STJ.//PS3214 

F-NT2RP2004 1 70//PR0L I NE-R I CH PROTEIN MP- 3 (FRAGMENT) . //O. 0)2: 125:3 
0//NUS MUSCULUS (HOUSE) . //POSH 3 

F-NT2 RP2004 1 7 2//HV POTHET I CAL 105.7 KO PROTEIN IN TPX3-PIR1 INTERGE 
NIC RECI0N.//4.1e-26:2l4:35//SACCHAR0IITCES CEREVISIAE (BAKER'S TEA 
ST).//P360S1 

F-NT2RP2004187//ZINC FINGER PROTEIN 174.//3. 7e-!2: 76.47//H0M0 SAP I 
ENS (HUMAN). //Q1 5697 

F-NT2RP20041 94//HTP0THET ICAL 10. 5 KO PROTEIN C31A2. I3C IN CHRONOSO 
HE l.//0.0O13:92:23//SCHIZO5ACCHAROMTC£S PONBE (FISSION TEAST). //Q 
09730 

F-NT2RP2004196//METALLOTHIONEIN 10-11 (MT-10-1 1) .//O. 92:36: 36//MYT 
ILUS EDULIS (BLUE NUSSED . //P80247 

F-NT2RP2004207//NALE ACCESSORY GLAND SECRETORT PROTEIN 355A PRECUR 
SOR.//0.92:62:35//DR0SOPHILA SINULANS (FRUIT FLT).//P33737 
F-NT2RP2004226//66 KO STRESS PROTEIN (P66).//0.030: 1 1 3 : 26//PHTSARU 
N POLICE PHALUN (SLIME NOLO) . //P905S7 

F-NT2RP2004232//PROTEIN KINASE C. MU TTPE (EC 2.7.1.-) (NPKC-NU)./ 
/2. 06-48:21 1:S1//H0N0 SAPIENS (HUMAN). //Q 1 51 39 

F-NT2RP2004239//GLUTENIN. HIGH MOLECULAR WEIGHT SUBUNIT PW212 PREC 
URS0R.//0.00036:1t1:36//TRtTICUM AESTIVUM (IHEAT) . //P08489 
F-NT2RP2004240//METALL0THI0NEIN-II (NT-II) (METALLOTHi ONE IN-LIKE P 
ROTE I N) (MT-CE) . // 1 . 0 : 39 : 28// CAE N OR HABO I T I S ELEGANS. //P 1 75 1 2 
F-NT2RP2004242//RAS-RELATEO PROTEIN RGP1 (GTP-BINDING REGULATOR T P 
ROTE IN RCPI).//0.0036:64:28//ORYZA SATIVA (RICE).//P25766 
F-NT2RP2004245//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (ASL) . //1 . 0: 2 
1:42//PONGO PTGMAEUS PTGMAEUS (BORNE AN 0RANGUTAN).//P92896 
F-NT2RP2004270//SPIDR01N 2 (DRAGLINE SILK FIBROIN 2) (FRAGMENT).// 
0. 00023 : 1 1 8 : 33//NEPH I LA CLAVIPES (ORB SPIDER) .//P4S804 
F-NT2RP2004300//PR08A8LE E4 PROTEIN. //0. 18: 77: 40/ /HUMAN PAPiLLOMAV 
IRUS TTPE 8.//P06425 ■ 
F-NT2RP2004316 

F-NT2RP200432 I //HYPOTHETICAL 10.8 KD PROTEIN SSR2439. //1. 0:50:28// 
STNECHOCTSTIS SP. (STRAIN PCC 6803) . //Q01 904 

F-NT2RP2004339//IM! ALU SUBFAMILY SI IARNING ENTRT ! ! ! !//5. 0«-33: 
84:77//H0M0 SAPIENS (HUMAN) . //P391 95 

F-NT2RP2004347//MYPOTHET I CAL 40.9 KO PROTEIN F33H1.3 FROM CHROMOSO 
HE ll.//0.78:96:30//CAENORHABOITIS ELEGANS. //Q09S56 
F-NT2RP2004364//M1N0R OUTER CAPS ID PROTEIN (NS26) (NONSTRUCTURAL P 
ROTE IN VP9).//0.059:143:30//BOVINE ROTAVIRUS (STRAIN UK).//P045I5 
F-NT2RP2004365//EAM2P30-47 PROTEIN (FRAGMENT) .//O. 27: 38:39//EIMERI 
A ACERVUL I NA. //P2 1 959 

F-NT2RP2004366//GLYCOPROTEIN L PRECURSOR. //0. 64:71 : 28//MAREK' S OIS 
EASE HERPESVIRUS (STRAIN GA) (MDHV) .//P52S10 

F-NT2RP20O4373//HISTIDINERICH GLYCOPROTEIN PRECURSOR (HISTIOINE-P 
ROLINE RICH GLYCOPROTE I N) (HPRG) (FRAGMENT) . //O. 59 : 50 : 40//0RYCT0LA 
GUS CUNICULUS (RAB8IT).//Q2B640 

F-NT 2 RP2004389//HT POTHET I CAL 70.7 KD PROTEIN F09G8. 3 IN CHROMOSOME 

1 1 1.//4. 0e-16:89:43//CAENORHABDITIS ELEGANS. //P 3 43 88 
F-NT2RP2004392 

F-NT 2 RP2004 3 96//S INGLE -STRANDED NUCLEIC ACID-BINDING PROTEIN. //O. 4 
2 : 89: 29//SACCHAR0MYCES CEREV I S I AE (BAKER' S YEAST) . //PI 0080 
F-NT2RP2004399//S0MAT0TROPIN PRECURSOR (GROITH HORMONE).//!. 0:72: 3 
4//MES0CR I CETUS AURATUS (GOLDEN HAMSTER) . //P37886 
F-NT2RP2004400 

F-NT2RP2004412//SPERM PROTAMINE PI . //O. 24: 38: 31//N0T0RVCTES TTPHLO 
PS (MARSUPIAL MOLE). //P42 143 

F-NT2RP2004425//SUPPRESSOR PROTE I N SRP40. //0. 0087 : 1 97: 22//SACCHARO 
MTCES CEREVISIAE (BAKER S TEAST) . //P32583 

F-NT2RP2004463//ALPHA-2A ADRENERGIC RECEPTOR (ALPHA- 2 A ADRENOCEPTO 
R) (ALPHA- 2AAR) . //1 . 3«-0S : 1 21 : 37//MUS MUSCULUS (MOUSE) . //Q01 338 
F-NT2RP2004476//NICKEL- SENSITIVE T-TTPE CALCIUM CHANNEL ALPHA- I SU 
BUNIT (RB£-ll).//0.20:68:36//RATTUS NORVEGICUS (RAT).//Q07652 
F-NT2RP2004490//FOS-RELATED ANT I GEN 1 . //0. 94: 59: 33//HOMO SAPIENS 
(HUMAN). //PI 5407 

F-NT2RP2004512//NADH-U8IQUINONE OX I DOREDUCTASE CHAIN 4 (EC 1.6.5. 
3) (FRAGMENTS). //1. 0:37: 3 2//P I SASTER OCHRACEUS (SEA STAR). //P24998 
F-NT2RP2004523//!!!! ALU SUBFAM I LT SQ WARNING ENTRT ! ! ! !//2. 1 e-l 5: 
57:71//H0M0 SAPIENS (HUMAN). //P3 9 1 94 

F-NT2RP2004S38//K I NES IN-LIKE PROTEIN KIF1A (AXONAL TRANSPORTER OF 
STNAPTIC VESICLES).//!. 2e-48: 121 :60//HOMO SAPIENS (HUMAN) . //Ql 2756 
F-NT 2 RP2004 $ 5 1 //HT POTHET I CAL 7.6 KD PROTEIN (ORF 65). //!. 0:20: 50// 
EUGLENA GRACILIS.//P32095 

F-NT2RP2004568//PUTATIVE A TP-DEPENDENT RNA HELICASE C30OI1.03.//S. 
2e-07:1S0:30//SCHIZO5ACCHAROMTCES PONBE (FISSION YEAST) . //QO 990 3 
F-NT2RP20045BO//! ! ! » ALU SUBFAMILY SC WARNING ENTRT ! ! ! !//3. 7e-37: 
100:78//HOMO SAPIENS (HUMAN) . //P391 92 

F-NT2RP2 004 58 7//HT POTHET I CAL 57.5 KD PROTEIN IN VMA7-RPS25A INTERG 
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ENIC REGION.//8.2e-06:1SO:32//SACCHAROMTCES CEREVISIAE (BAKER S YE 
AST).//P53214 

F-NT2RP2004594//HTPOTHETICAL 45.3 KD PROTEIN C09F5. 7 IN CHROMOSOME 

1 1 . //0. 64 : 1 05 : 2 4//CAEN0RHA8D I T I S ELEGANS. //QO 9458 
F-NT2RP20O460O//MYR I STOtLATED ALANINE-RICH C-KINASE SUBSTRATE (MAR 
CKS).//0. 17: 127:2 9//RATTUS NORVEGICUS (RAT) . //P 3 000 9 
F-NT2RP20O4602//! ! ! ! ALU SUBFAMILY J WARNING ENTRT ! ! ! t//\. le-05: S 
0:58//H0MO SAPIENS (HUMAN) . //P391 68 

F-NT 2RP20046 1 4//HTP0THET I CAL 11.6 KD PROTEIN. //1 . 0:68: 33//VACC I NIA 

VIRUS (STRAIN COPENHAGEN) . //P20561 
F-NT2RP2004655//GLYC I NE-R I CH RNA -BINDING PROTEIN 7.//7. Oe-OS: 70: 42 
//ARAB (OOPS IS THALIANA (MOUSE-EAR CRESS) . //QO 32 SO 
F-NT 2 RP2004664//HY POTHET I CAL 104.0 KD PROTEIN C32A11 . 03C IN CHROMO 
SOME l.//0.30:78:38//SCHIZOSACCHAROMTCES POMBE (FISSION TEAST). //Q 
10326 

F-NT2RP2004675 
F-NT2RP2004681 

F-NT2RP2004689//HTP0THET I CAL 78.3 KD PROTEIN IN RAM? -ATP 7 INTERGEN 
IC REGION. //0. 021:1 79: 24//SACCHAROMTCES CEREVISIAE (BAKER'S YEAST 
).//P34243 

F-NT2RP2004709//HYP0THETICAL PROTEIN NJ0647.//0. 90:39 : 43//METHAN0C 
OCCUS JANNASCHII.//Q58063 

F-NT2RP2004710//GAR2 PROTEIN.//0. 085 : 60 : 30//SCH I ZOSACCHAROMYCES PO 
NBE (FISSION YEAST). //P41 891 

F-NT2RP2004736//HM ALU SUBFAMILY J WARNING ENTRY M ! !//4. 4ft- 1 5: 9 
7 49//HOMO SAPIENS (HUMAN) . //P391 88 

F-NT2RP2004743//MALE SPECIFIC SPERM PROTEIN MST87F. //O. 43: 24:41 //D 
ROSOPHILA MELANOGASTER (FRUIT FLY).//P08I75 

F-NT2RP2004767//36. 4 KO PROLINE-RICH PROTEIN. //0. 0051 : 88: 27//LYC0P 
ERSICON ESCULENTUM (TOMATO) . //Q00451 

F-NT2RP2004768//SERINE/THRE0NINE-PROTEIN KINASE NRKI (EC 2.7.1.-) 
(N-RICH KINASE I) . //9. 0«-29: 1 66 : 43//SACCHAR0MTCES CEREVISIAE (BAKE 
R S TEAST). //P38692 
F-NT2RP2004775 

F-NT2RP2004791 //PROBABLE LEUCTL-TRNA SYNTHETASE (EC 6.1.1.4) (LEUC 
INE— TRNA LIGASE) (LEURS) .//7. 4e-60:226:S3//CAENORHABDITIS ELEGAN 
S.//Q09996 

F-NT2RP2004799//SUCCINYL-COA LIGASE [GDP-FORMINC], BETA-CHAIN PREC 
URSOR (EC 6.2.1.4) (SUCCINYL-COA SYNTHETASE. BETA CHAIN) (SCS-BET 
A).//2.2e-42:l33:57//NEOCALLIMASTIX FRONTALIS (RUMEN FUNGUS) .//P53 
587 

F-NT2RP2004802//HVPOTHET I CAL 17.1 KO PROTEIN IN PURS 3' REGION.//0. 
018:86: 32//SACCHAROMYCES CEREVISIAE (BAKER'S TEAST). //P38899 
F-NT2RP20048I6//H<BETA>S8 PR0TEIN.//1. Oft-68: I45:93//MUS MUSCULUS 
(MOUSE). //P403 36 

F-NT2RP2004841//DSRD PROTE IN. //0. 83: 33: 39//ARCHAE0CL08US FULGIOUS. 
//P70742 

F-NT2RP2004B61 //KERATIN. HIGH- SULFUR MATRIX PROTEIN, 1 1 1 A3A. //O. 00 
72:41 :39//OV IS ARIES (SHEEP) . //P02443 

F-NT2RP2004897//METALLOTH IOME 1 N-L I KE PROTEIN 1. //O. 99:41 : 41//CASUA 
R INA CLAUCA (SlAMP OAK) . //Q395I I 

F-NT2RP20O4933//DEATH-ASS0C I ATED PROTEIN KINASE I (EC 2.7.1.-) (OA 
P KINASE D.//8.4e-34:102:67//HOMO SAPIENS (HUMAN) . //P533 55 
F-NT2RP2004936//HIGH POTENTIAL I RON- SULFUR PROTEIN. ISOZTME 2 (HIP 
IP 2).//0.87:36:33//ECT0THl0RH0OOSPIRA VACUOLATA. //P38524 
F-NT2RP2004959//STEM CELL FACTOR PRECURSOR (SCF) (MAST CELL GROWTH 
FACTOR) (MCF) (C-KIT LIGANO) . //1 . 0:69: 28//CANI S FAMILIAR IS (DOG). 
//Q06220 

F-NT2RP2004961//ZINC FINGER PROTEIN 33A (ZINC FINGER PROTEIN K0X3 
I) (KIAA006S) (HA0946) (FRAGMENT) . //2. 1 ft-21 : 73: 58//H0M0 SAPIENS (H 
UMAN).//Q06730 ' 
F-NT2RP2004962//! » ! ! ALU SUBFAM I LT SB WARNING ENTRY ! ! ! !//0. 17: 28. 
57//H0M0 SAPIENS (HUMAN) . //P3 9 189 

F-NT2RP20O4967//HYP0THETICAL 7.3 KD PROTEIN. //O. 76 : 41 : 3I//THERM0PR 
OTEUS TENAI VIRUS 1 (STRAIN KRAI) (TTVD.//PI9301 
F-NT2RP2004978//SPERMAT ID-SPECIFIC PROTEIN T2 [CONTAINS: SPERM PRO 
T AMINE SP2].//0.44:40:4S//SEP1A OFFICINALIS (COMMON CUTTLEFISH) // 
P80002 

F-NT2RP20049S2 

F-NT2RP2004985//HYPOTHETICAL PROTEIN KIAA0144. //I. 2ft-51 : 204: 57//HO 
MO SAPIENS (HUMAN) . //Q 141 57 

F-NT2RP2004999//L0NG NEUROTOXIN 1 (ALPHA-BUNGAROTOXIN) (BCTX).//0. 
23:73:26//BUNGARUS MULTICINCTUS (MANY-BANDEO KRAIT). //P01 378 
F-NT2RP2005000//ATPASE STABILIZING FACTOR 15 KD PROTEIN. //O. 1 2 : 37 : 
32//SACCHAROMTCES CEREVISIAE (BAKER'S TEAST). //PI 6 96 5 
F-NT2RP2005001//SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//0.90:54:31//HOMO SAPIENS (HUMAN) . //P2253 I 

F-NT2RP2005003//DOWN REGULATORY PROTEIN OF INTERLEUX IN 2 RECEPTOR. 
//!.6e-30:78:S6//MUS MUSCULUS (MOUSE) . //PI 5533 

F-NT2RP2005012//NPL1 PROTEIN (SEC63 PROTEIN) . //O. 00024: 94: 35//SACC 
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HAROMYCES CEREVISIAE (BAKER'S YEAST) . //PI 4906 

F-NT2RP2005018//GAG P0LYPR0TE1N (CORE POLYPROTEIN) [CONTAINS: CORE 
PROTEINS PI 9. P10] (FRAGMENT). //t.O: 91 :2B//AV I AN ENDOGENOUS ROUS- 
ASSOCIATED VlRUS-0 (EV-2) (AVIAN RETROVIRUS RAV-O) . //P06937 
F-NT2RP20OSO20 

F-NT2RP20OS022//VEGETATIBLE INCOMPATIBILITY PROTEIN HET-E-1.//4. 9 

•-l!:106:3S//POOOSPORA ANSERINA. //Q00808 

F-NT2RP2OO5031 

F-NT2RP2005037//ANTI -SILENCING PROTEIN 1.//2. 2*-32: 1 17:5S//SACCHAR 
OMYCES CEREVISIAE (BAKER' S YEAST) . //P 3 2 44 7 

F-NT2 RP20OS038//DNA NUCLEOT I OYLEXOTRANSFERASE (EC 2.7.7.31) (TERM I 
NAL ADDITION ENZYME) (TERMINAL DEOIYNUCLEOT I DYLTRANSFERASE) (TERM I 
NAL TRANSFERASE). //9. 3 e-28: 1 87 : 40//AMBYST0MA MEXICANUM (AXOLOTL)./ 
/0S748S 

F-NT2RP2005I08//CUTICLE COLLAGEN 2.//0. 33:62: 38//CAENORHABDITIS EL 
EGANS.//P176S6 

F-NT2RP200SI16//PUTATIVE EUKARYOTIC TRANSLATION INITIATION FACTOR 
3 ALPHA SUB UN IT (EIF-3 ALPHA). //4. Oe-54: 161 :63//CA£N0RHABDITIS ELE 
GANS.//P34466 

F-NT2RP200SI26//CHLOROPLAST SOS RIBOSOMAL PROTEIN L27 (FRAGMENT)./ 
/O. 23:46:39//PLEUROCHRYSIS HAPTONENOFERA. //P41552 
F-NT2RP20051 39//COLLAGEN ALPHA I (III) CHAIN (FRAGMENTS) . //O. 016:4 
3:37//BOS TAURUS (BOVINE) .//P 2 5 508 

F-NT2RP20051 40//HYPOTHET I CAL 7.4 KD PROTEIN YCF33. //O. 96: SI : 39//GU 
ILLARDI A THETA (CRYPTOMONAS PHI) . //078SI 7 

F-NT2RP20051 44//TUB8Y PROTE I N. //5. 6«-08 : 66 : 45//MUS MUSCULUS (NOUS 

E).//PS0SB6 

F-NT2RP200S147 

F-NT2RP20OSIS9//PHOT0SYSTEM II 4 KD REACTION CENTRE PROTEIN PRECUR 
SOR. //O. 94 : 67 : 29//N I COT I ANA TABACUM (COMMON TOBACCO) . ANO SP INAC I A 

OLERACEA (SPINACH). //PI 2 1 64 
F-NT2RP2005 I 62//HYP0THET I CAL 54.2 KD PROTEIN IN ERP5-ORC6 INTERGEN 
IC REGION. //I. 2e-33: 1 39: S1//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P3882! 

F-NT2RP200 5 1 6 8//HETEROGEN0US NUCLEAR RIBONUCLEOPROTEIN U (KNRNP U 
).//2.8e-33:102:61//HOMO SAPIENS (HUMAN) . //Q00839 
F-NT2RP200S204//DNA DAMAGE TOLERANCE PROTEIN RHC31 (RAD3I HOMOLOG 
).//3.9«-28:141:42//SACCHAR0MTCES CEREVISIAE (BAKER'S YEAST). //Q06 
624 

F-NT2RP200S227 

F-NT2RP2005239//TRNA SPLICING PROTEIN SPLI.//2.0«-38: 1 17:64//CANDI 
DA ALBICANS (YEAST).//P87I85 

F-NT2RP20O5254//0MEGA-AGATOXIN IB (OMEGA- AGA- IB) (FRAGMENT) . //O. 2 
6:29:48//AGELEN0PSIS APERTA (FUNNEL-NEB SPIDER) . //PI 5970 
F-NT2RP2005270//HOMEOBOI PROTE I N H0X-A4 (CHOX- 1.4). //0. 037 : 62 : 34// 
CALLUS CALLUS (CHICKEN) . //PI 7277 

F-NT2RP20O5276//LONG-CHA IN-FATTY-ACID— COA LIGASE 4 (EC 6.2.1.3) 
(LONG-CHAIN ACYL-COA SYNTHETASE 4) (LACS 4) . //2. Oe-S9: 174: 6I//RATT 
US NORVEGICUS (RAT) . //035547 

F-NT2RP2005287//ZINC FINGER PROTEIN 26 (2 INC FINGER PROTEIN KOI 20) 

(FRAGMENT) . //1 . 5e-0S : 27 : 70//HOM0 SAPIENS (HUMAN) . //PI 7031 
F-NT2RP2005288//PROBABLE RU8RED0X I N HUPI . //1 . 0: 42 : 28//RHIZ0BIUM LE 
GUMINOSARUM (8I0VAR VICIAE).//P28IS1 

F-NT2RP2005289//! ! ! ! ALU SUBFAMILY SP BARN INC ENTRY ! ! ! !//1 . 1 «-21 : 
7S:70//HOMO SAPIENS (HUMAN). //P3 9 1 93 

F-NT2RP2005293//TRANSLAT I ON INITIATION FACTOR IF-2.//0. S8: 170: 24// 
HELICOBACTER PYLORI (CAMPYLOBACTER PYL0RD.//PS5972 
F-NT2RP20OS31S//CUTICLE COLLAGEN 7 (FRAGMENT) . //O. 09) : 65 : 38//CAEN0 
RHABOITIS ELECANS.//P18832 

F-NT2RP20O5325//CHROMOGRANIN A PRECURSOR (CCA) (PITUITARY SECRETOR 
Y PROTEIN I) (SP-I) [CONTAINS: PANCREASTATIN: IE-14] .//9. 5e-09: 98: 
39//HOMO SAPIENS (HUMAN) . //PI 0645 

F -NT 2 RP20 OS 33 6 //HYPOTHETICAL 68.7 KD PROTEIN IN STB1-NCK1 INTERGEN 
IC REGION. //O. 00011: 124 : 28//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P42846 

F-NT2RP2005344//PR08ABLE CALCIUM-TRANSPORTING ATPASE 4 (EC 3.6.1.3 
8) . //4. 7e-2l : 92 : 52//SACCHAROMYCES CEREV I S I AE (BAKER' S YEAST) . //Ql 2 
675 

F-NT2RP2005354 

F-NT2RP2005358//MY0S1N IC HEAVY CHAIN. //0. 012: 91 : 39//ACANTHAM0EBA 
CASTELLAN 1 1 (AMOEBA) . //PI 0569 

F-NT2RP2005360//ACROSIN PRECURSOR (EC 3.4. 21. !0).//0.OO22:73:36//O 
RYCTOLACUS CUNICULUS (RABBIT) . //P48038 

F-NT2RP2005393//HYPOTHET I CAL 25.9 KD PROTEIN AH6.3 IN CHROMOSOME I 
I . //O. 0008S : 1 35: 28//CAENORHABD I T I S ELE CANS. //Q092O2 
F-NT2RP200S407//SQUALENE BONOOXYGENASE (EC 1.14.99.7) (SQUALENE EP 
OXIDASE) (SE).//0.96:t09:26//SACCHAROMYCES CEREVISIAE (BAKER'S YEA 
ST).//P32476 

F-NT2RP200S436//EXTENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN).// 
0.00ll:54:42//ZEA MAYS (MAIZE) .//PI 49 1 8 
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F-NT2RP200S44I//PROLINE-RICH PROTEIN MP-2 PRECURSOR. //O. 039 : 1 62 : 29 

//MUS MUSCULUS (MOUSE) . //P05 1 42 

F-NT2RP200S453 

F-NT2RP2005457//NADH-UBIQUINONE OX I DO REDUCTASE SUBUNIT B14.5B (EC 
1.6.5.3) (EC 1.6.99.3) (COMPLEX l-BU.SB) (CI-B14. SB). //4. 0«-IO: 12 
4:37//B0S TAURUS (80VINE) .//Q02827 

F-NT2RP2005464//HYPOTHETICAL 9.5 KD PROTEIN. //O. 96:42: 33//VACCINIA 

VIRUS (STRAIN COPENHAGEN) . //P20S53 
F-NT2RP200546S//MITOCHOM)RIAL CARRIER PROTEIN R1M2.//4. 6«-09: 92: 42 
//SACCHAROMYCES CEREVISIAE (BAKER' S YEAST).//P38I27 
F-NT2RP2005472//HYPOTHET I CAL PROTEIN BB0129.//0. 76:80:32//B0RRELIA 

BURGDORFERI (LYME DISEASE SPIROCHETE) . //OS 1 155 
F-NT2RP2005476//! ! ! ! ALU SUBFAMILY SP IARNING ENTRY ! \ ! !//1 . Oe-31 : 
39B9//HOMO SAPIENS (HUMAN) . //P391 93 

F-NT2RP2005490//METALLOTHIONEIN-II (MT-I I) . //O. 14: 27: 33//SCYLLA SE 
RRATA (MUD CRAB) . //P02806 

F-NT2RP200 5491 //DMA -DIRECTED RNA POLYMERASE SUBUNIT I (EC 2.7.7.6 
) . //O. 95:45: 3 1//METHAN0C0CCUS JANNASCHI I . //Q5878S 
F-NT2RP2005495//HYPOTHET I CAL 10.8 KD PROTEIN IN GP30-RIII INTERGEN 
IC REGION.//0.99:68:30//BACTERIOPHACE T4.//Q02407 
F-NT2RP200S496//ZINC FINGER PROTEIN 1 35. //I . 4e-54: 1 20: 59/ /HOMO SAP 
(ENS (HUMAN) . //P52742 

F-NT2RP2005498//PROTEIN PHOSPHATASE PP2A, 55 KO REGULATORY SUBUNI 
T. ALPHA ISOFORM (PROTEIN PHOSPHATASE PP2A B SUBUNIT ALPHA ISOFOR 

H) (ALPHA-PR55).//9.5e-76:146:86//RATTUS NORVEGICUS (RAT).//P36876 
F-NT2RP200S501//GALECTIN-3 (CALACTOSE-SPECIF IC LECTIN 3) (MAC-2 AN 
TIGEN) (ICE-BINDING PROTEIN) (35 KO LECTIN) (CARBOHYDRATE BINDING 
PROTEIN 3S) (CBP 35) (LAMIN IN-BINDING PROTEIN) (LECTIN L-29) (L-3 

I) (GAL ACTOS I OE -B t ND I NG PROTEIN) (GALBP) . //O. 025: 70: 40//HOM0 SAPIE 
NS (HUMAN). //PI 7931 

F-NT 2RP200 S509//PROC0LLAGEN ALPHA 1(1) CHAIN PRECURSOR. //1. 0: 166:2 
7//CALLUS CALLUS (CHICKEN) . //P02457 

F-NT2RP2005S2O//CHROMOSQME ASSEMBLY PROTEIN XCAP-E.//7. 9e-4S: 1 18: 7 
9//XEN0PUS LAEVIS (AFRICAN CLAIED FROG) . //PS0533 
F-NT2RP200552S//50S RIBOSOMAL PROTEIN L11.//1. 0: 47: 27//BORRELI A BU 
RGDORFER I (LYME DISEASE SPIROCHETE) .//OS 13 54 

F-NT2RP200S531//PROTEIN-TYROSINE PHOSPHATASE MEG1 (EC 3.1.3.48) (P 
TPASE-MEGI) (M£G).//9.8e-U:84:4S//H0MO SAPIENS (HUMAN) . //P29074 
F-NT2RP2005539//RINC CANAL PROTEIN (KELCH PROTEIN) .//4. 9e- 10: 90: 33 
//DROSOPHILA MELANOCASTER (FRUIT FLY) .//Q04652 

F-NT2RP2005540//NUCLEOTIDE BINDING PROTEIN EXPZ. //O. 36: 1 19:21//BAC 
ILLUS SUBTILIS.//P39115 

F-NT2RP2005549//HYPOTHETICAL 32.0 KD PROTEIN C16C10. 10 IN CH80MOS0 
ME IM.//6.0e-39:l79:46//CAENORHA8OITIS ELEGANS. //Q09253 
F-NT2RP2005S55 

F-NT2RP2005557//HYP0THETICAL 23.7 KD PROTEIN C13G6.14 IN CHROMOSOM 
E l.//4.9e-06:90:35//SCHIZ0SACCHAROMYCES P0M8E (FISSION YEAST) . //Q 
09790 

F-NT2RP2005S81 

F-NT2RP2005600//BASIC PROLINE-RICH PEPTIDE P-E (IB-9) . //O. 014: 37: 4 
0//HOMO SAPIENS (HUMAN) . //P0281 1 

F-NT2RP200560S//GONADOL IBER IN I PRECURSOR (LHRH I) (LUTEINIZING HO 
RHONE RELEASING HORMONE I) (GONADOTROPIN RELEASING HORMONE I) (GNR 
H I) (LULIBERIN 1) (FRAGMENT). //0. 64: 26: 42//MACACA MULATTA (RHESUS 

MACAQUE) . //P55247 
F-NT2RP2005620//HYPOTHETICAL 45. 1 KD PROTEIN IN RPS5-ZMS1 INTERGEN 
IC REGION. //6.7t-31:1 38 : 49//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P47160 

F-NT2RP2005622//NEUR0TOX IN-LIKE PROTEIN STRI (ANATOXIN AAH STR1) ./ 
/O. 3 9 : 22 : 40//ANDROCTONUS AUSTRAL I S HECTOR (SAHARA SCORP I ON) . //P809 
50 

F-NT 2 RP 200 56 3 5/ /HYPOTHETICAL 80.7 KD PROTEIN IN ERC7-NM02 INTERGEN 
IC REGION. //5. 8a-43: 1 44 : 56//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P36795 

F-NT2RP2005637//VPU PROTEIN (U ORF PROTE IN). //O. 91 :33:4S//CHIMPANZ 
EE IMMUNODEFICIENCY VIRUS (SIV(CPZ)) (CIV) . //PI 7286 
F-NT2RP2005640//METALLOTHIONE IN-LIKE PROTEIN LSC54. //O. 63:41 : 31//B 
RASSICA NAPUS (RAPE).//P43402 
F-NT2RP2005645 

F-NT 2 RP 200 56 5)// OCTANE R-B I ND INC TRANSCRIPTION FACTOR 3A (OCT -3 A) 
(OCT-4).//0.0023:50:42//HOMO SAPIENS (HUMAN) . //QO 1 850 
F-NT2RP2005654//HYPOTHETICAL 48.6 KD PROTEIN IN BET1-PAN1 INTERGEN 
IC REGI0N.//6.U-16:76:44//SACCHAROMYCES CEREVISIAE (BAKER* S YEAS 
T).//P40S64 

F-NT2RP2005669//NETALLOTHIONE1N-II (NT- 1 1) .//O. 76: 1 6: SO//SCYLLA SE 
RRATA (MUD CRAB) . //P02806 

F-NT2RP2005675//PUTAT I VE ORAL CANCER SUPPRESSOR (DELETED IN -ORAL C 
ANCER-l).//6.5e-26:1l6:54//MESOCRlCETUS AURATUS (GOLDEN HAMSTER) . / 
/P491I9 

F-NT2RP2005683//HYPOTHETICAL PROTEIN HI0275.//0. 1 7 : SO : 40//HAEMOPH I 
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LUS INFLUENZAE. //P4397S 

F-NT2RP2005690//PYRROIINE-S-CARBOXYLATE REDUCTASE (EC I.I. 1.1) (P5 
CR) (P5C REDUCTASE).//!. 3<M 6: 75: 30//PISLMI SATIVUM (GARDEN PEA).// 
Q04708 

F-NT2RP200S694//HYPOTHETICAL PROTEIN KIAA003I. //9. 6e-11 : 1 3S:34//HO 
NO SAPIENS (HUMAN). //Ql 5034 

F-NT2RP200S701//SALIVARY PROL INE-R ICH PROTEIN PO (ALLELE ■) (CONTA 
INS: PEPTIDE P-0] (FRAGMENT) .//0. 084: 158: 32//H0M0 SAPIENS (HUNAN). 
//PI 01 SI 

F-NT2RP20O57I2//METALL0THI0NEIN-I I (NT- 1 D.//0. 19: 14: 50//STENELLA 
COERULEOALBA (STRIPED DOLPHIN) . //PI 4425 

F-NT2RP200571 9//C0LLAGEN ALPHA 1(1) CHAIN (FRACNENT) . //! . 0: 38:41// 
ORYCTOLAGUS CUNICULUS (RA8BI T> . //P02456 

F-NT2RP200S722//ZINC FINGER PROTEIN ZFP-36 (FRACNENT) . //7. 8«-37 : 1 3 
l:62//H0MO SAPIENS (HUNAN). //PI 641 S 

F-NT2RP200S723//M! ! ALU SUBFAMILY SC NARNING ENTRY ! ! ! !//0. 98: 23 : 
60//H0HO SAPIENS (HUMAN) . //P391 92 

F-NT2RP200S726//HYPOTHET I CAL PROTEIN TP0375. //O. 98:30:43//TREP0NEN 
A PALLI0UH.//083390 

F-NT2RP2005732//PERIOO CLOCK PROTEIN (FRAGMENT) . //0. 41 : 20: SS//DROS 
OPHILA ROBUST A (FRUIT FLY) .//QO 3296 

F-NT2RP2Q05741//SNR1 PROTEIN PRECURSOR (VCS- ALPHA 1). //O. 38:58: 36/ 
/RATTUS N0RVEC1CUS (RAT) . //PI 3432 

F-NT2RP2005748//Z1NC FINGER PROTEIN K0X23 (FRAGMENT). //0. 026: 19:68 
//HOMO SAPIENS (HUMAN) . //PI 7034 

F-NT2RP20057 52/ /PROCOLLAGEN ALPHA 1(111) CHAIN PRECURSOR. //O. 90 : 1 0 
1 : 31//H0M0 SAPIENS (HUMAN) . //P0246 I 

F-NT2RP20057S3//DNA-6IND1NG PS2/P100 COMPLEX, 100 KO SUBUNIT (FRAG 
MENTS) . //O. SO: 22: 59//HOMO SAP I ENS (HUMAN) . //P30808 
F-NT2RP2005763//PUTATIVE ATP-OE PENDENT RNA HELICASE STE13.//4. 7e-l 
4: 108: 3 7//SCH I ZOSACCHARONYCES PONBE (FISSION YEAST) . //Q09 1 8 1 
F-NT2RP200S767//NONHI STONE CHROMOSOMAL PROTEIN 6B. //4. 1 e-08 : 65 : 32/ 
/SACCHAR0«YC£S CEREVISIAE (BAKER' S YEAST) .//P1 1633 
F-NT2RP2005773//PYRROLINE-5-CARBOXYLATE REDUCTASE (EC 1.5.1.2) (PS 
CR) (P5C REDUCTASE).//!. 2e-1 4:65: 61//H0MO SAPIENS (HUMAN) . //P32322 
F-NT2RP2005775//NEUR0LYSIN PRECURSOR (EC 3.4.24.16) (NEUROTENSIN E 
NDOPEPTIOASE) (NITOCHONDRIAL OLIGOPEPTIDASE N) (MICROSOMAL ENDOPEP 
TIDASE) (MEP) . //1 . 3t- 1 03 : 1 99 : 90//ORYCTOLAGUS CUN I CUIUS (RABBIT).// 
P42675 

F-NT2RP2005781//SALIVARY ACIDIC PROLINE- RICH PHOSPHOPROTE I N 1/2 PR 
ECURSOR (PRP-1 / PRP-3) (PRP-2 / PRP-4) (PIF-F / PIF-S) (PROTEIN A 
/ PROTEIN C) (CONTAINS: PEPTIDE P-CJ.//0.090: 73:36//KOMO SAPIENS 
(HUNAN). //PO 28 10 

F-NT 2RP2 005784//T RANS- ACT t NG TRANSCRIPTIONAL PROTEIN ICPO (IMMEDIA 
TE -EARLY PROTEIN IE110) (VMM1I0) (ALPHA-O PROTEIN) .//3. 5e-0S: 79: 37 
//HERPES SIMPLEX VIRUS (TYPE I / STRAIN 17).//P08393 
F-NT2RP20O5804//HYPOTKETICAL PROLINE-RICH PROTEIN (FRAGMENT) . //I . 8 
e-07 : 43 : S5//0IEN I A FUS I FORM I S. //P2 1 260 

F-NT 2RP2 0058 1 2//HYP0THET I CAL 39.3 KO PROTEIN IN GCN4-MBP1 INTERGEN 
IC REGION. //6.38-14: 143: 31//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P400O4 

F-NT2RP20058 1 S//FERROCHELATASE (EC 4.99.1.1) (PROTOHEME FERRO-LYAS 
E) (HEME SYNTHETASE).//0.0017:123:37//MYC08ACTERIUM AV1UM.//O07401 
F-NT2RP2005835//SHP1 PROTE I N. //1 . 2e-08 : 1 35 : 2 6//SACCHAR0MYCES CEREV 
ISIAE (BAKER* S YEAST) . //P34223 

F-NT2RP2005841 //SMALL PROLINE-RICH PROTEIN II (SPR-II) (CLONE 174 
N).//0.23:28:53//HOMO SAPIENS (HUMAN) . //P 2 2532 

F-NT2RP2005853//HYPOTHET I CAL 8.5 KO PROTEIN IN ASIA-MOT A INTERGEN I 
C REGI0N.//0.99:33:48//BACTERI0PHAGE T4.//P22917 
F-NT2RP200S857//CHR0MOS0ME ASSEMBLY PROTEIN XCAP-C.//8. 6«-S4: 235:6 
6//XEN0PUS LAEVIS (AFRICAN CLAMED FROG) . //P50S32 
F-NT2RP2005859//NALE SPECIFIC SPERM PROTEIN NST84DB.//0. 017:60: 40/ 
/DROSOPHILA MELANOGASTER (FRUIT FLY). //Q0 1643 

F-NT2RP200S868//ATP SYNTHASE B* CHAIN PRECURSOR (EC 3.6.1.34) (SUB 
UNIT I l).//0. 28: 121 :28//SPINACIA OLERACEA (SPINACH) V/P3 1853 
F-NT2RP200S886//M I CRONUCLEAR LINKER HI STONE POLYPROTEIN (NIC LH) 
[CONTAINS. LINKER HI STONE PROTEINS ALPHA, BETA, DELTA AND GAMMA}./ 
/O. 80: 130: 2S//TETRAHYMENA THERMOPHILA.//P4063I 
F-NT2RP2C05890 

F-NT2RP2005901//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L).//0. 35: 
I8:44//DR0S0PHILA YAKUBA (FRUIT FLY).//P03933 

F-NT2RP200S908//! » H ALU SUBFAMILY SQ NARNING ENTRY » ! ! !//!. Q«-28: 
61:65//HONO SAPIENS (HUMAN) .//P39 194 

F-NT2RP2005933//PERIOD CLOCK PROTEIN (P230) (FRAGMENT) . //I . 7«- 11:8 
5:49//ACETABULARIA NEDITERRANEA (NERNAID* S NINE GLASS) .//PI 2347 
F-NT2RP2005942//POLY(A) POLYMERASE (EC 2.7.7.19) (PAP) (POLYNUCLEO 
TIDE ADENYLYLTRANSFERASE).//7.2«-S9:216:S8//BOS TAURUS (BOVINE).// 
P2S500 

F-NT2RP2005980//HYPOTHETICAL 11.5 KO PROTEIN IN RS PSA- AST! INTERGE 
NIC REGI0N.//1.0:49:34//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST)./ 



/P3818S 

F-NT2RP20O6023//DNA REPAIR PROTEIN RECN (RECOMBINATION PROTEIN N) 
(FRAGMENT) .//1. 0:40: 45/ A I BR 10 CHOLERAE. //P52 1 1 8 
F-NT2RP20O6038//HYPOTHETICAL 30.2 KD PROTEIN C02F5. 4 IN CHROMOSOME 

tit. //4. Oe-1 1 : 90: 3 4//CAEN0RHABD I T I S ELECANS. //P34281 
F-NT2RP2006043//LAMININ BETA-1 CHAIN VARIANT (LAMININ BETA- 1-2 CHA 
IN) (FRAGMENT) . //O. 00067 : 73 : 38//GALLU5 CALLUS (CHICKEN) . //Q01 636 
F-NT2RP20O6052//METALLOTHIONEIN-I (NT-D.//0. 19:31: 38//CERCOPITHEC 
US AETHIOPS (GREEN MONKEY) (GRIVET). //P02797 

F-NT2RP2006069//COLLAGEN ALPHA 2(0 CHAIN (FRAGMENTS). //I. 0:66: 34/ 
/RATTUS NORVEGICUS (RAT) . //PO 2466 

F-NT2RP20O6071//RESTIN. //0. 40: 1 56. 29//GALLUS CALLUS (CHICKEN) . //04 
2184 

F-NT2RP2006098//HYPOTHETICAL 21.7 KD PROTEIN IN TUP1-ABP1 INTERGEN 
IC REGION. //O. 99:95 20//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST)./ 
/P25651 

F-NT2RP2006100//LONG NEUROTOXIN 4 (ALPHA-NEUROTOX IN) . //O. 94: 43: 34/ 
/OPHIOPHAGUS HANNAH (KING COBRA) (NAJA HANNAH) . //P80 156 
F-NT2RP2006I03//SOS RI80S0MAL PROTEIN L32.//0. 40: 36: 38//SYNECHOCYS 
TIS SP. (STRAIN PCC 6803). //P7 30 14 

F-NT2RP2006 1 OS//CUT I CLE COLLACEN 1 . //O. 28:85:29//CAEN0RHAB0ITIS EL 
EGANS.//P08I24 

F-NT2RP2006141//HYPOTHETICAL 72.5 KO PROTEIN C2F7. 10 IN CHROMOSOME 
I.//I.9«-08:S7:42//SCHIZ6SACCHAR08JYCES PONBE (FISSION YEAST) . //QO 
9701 

F-MT2RP2006I66 

F-NT2RP20061 84//HYP0THET I CAL 11.2 KD PROTEIN IN CSGC-NDOG INTERGEN 
IC REGION PRECURSOR. //O. 95: 87 :26//ESCHERI CHI A COLI. //P7S917 
F -NT 2 RP20061 86//M I CR0TU8ULE- ASSOCIATED PROTEIN 2.//0. 088: 124: 33//M 
US MUSCULUS (MOUSE) . //P20357 

F-NT2RP2006196//! ! ! ! ALU SUBFAMILY SP RARNINC ENTRY ! ! • !//4. 0«-05 
49:6I//H0M0 SAPIENS (HUMAN). //P391 93 

F-NT 2 RP2006 200// PROCOLLAGEN ALPHA 2(V) CHAIN PRECURSOR. //O. 0013: 20 
S:32//H0N0 SAPIENS (HUMAN) . //PO 5997 

F-NT2RP2006219//GONAOAL PROTEIN GDL. //3. 5«-18: 1 58: 37//OROSOPHILA M 
ELANOGASTER (FRUIT FLY) . //P22468 

F-NT2RP20O6237//FIBRINOGEM- AND IC-BINDINC PROTEIN PRECURSOR (NRP 
PROTE I N) . //0. 79 : 1 03 : 28//STREPTOC0CCUS PYOGENES. //P301 4! 
F-NT2RP200623B//PROLINE-RICH PROTEIN MP-3 (FRAGMENT) . //4. 7t- 07 : 1 2 
7:39//MUS MUSCULUS (MOUSE) . //POS 143 

F-NT2RP2006258//PROBABLE ES PROTEIN. //0. 78:47 :34//RHESUS PAPILLOMA 
VIRUS TYPE 1 (RHPV D.//P24834 

F-NT2RP2006261//PENAEIOIN-3A PRECURSOR (P3-A).//0.61 : 3S : 40//PENAEU 
S VANNAMEI (PENOEID SHRINP) (EUROPEAN NHITE SHRIMP) . //P81058 
F-NT2RP200627S//ELECTROMOTOR NEURON-ASSOCIATED PROTEIN 2 (FRAGNEN 
T).//1.2e-28:S9:S7//TORPEDO CAL J FORMICA (PACIFIC ELECTRIC RAY).//P 
14401 

F-NT2RP2006312//HIGH-NOBILITY-GROUP PROTEIN (NONHISTONE CHROMOSOMA 
L PR0TEIN).//I.6e-06:53:3S//TETRAHYMENA PYR IFORMI S. //P40625 
F-NT2RP2006320//TAT PROTEIN (TRANSACT I VAT I NG REGULATORY PROTEIN) 

(FRAGMENT) . //O. 90:24: 41//HUMAN IMMUNODEFICIENCY VIRUS TYPE 1 (BHS 

ISOLATE) (HIV-D.//P04612 

F-NT2RP2006321//!!!! ALU SUBFAMILY SP NARNING ENTRY • ! ! !//0. 0051 : 2 
S:76//HOMO SAPIENS (HUMAN) . //P39I 93 

F-NT2RP2006323//MtSXOTT-ALDRICH SYNDROME PROTEIN (RASP). //O. 84:33: 
39//HOMO SAPIENS (HUMAN) . //P42768 

F-NT2RP2006333//MYOTOXIN 3 PRECURSOR (CROTAMINE 3);//0. 56: 37:40//C 
ROTALUS DURISSUS TERRIFICUS (SOUTH AMERICAN RATTLESNAKE) . //P24333 
F-NT2RP2006334//SUCCINYL-COA LIGASE [GOP- FORMING] . ALPHA-CHAIN 3 P 
RECURSOR (EC 6.2.1.4) (SUCC I NYL-COA SYNTHETASE. ALPHA CHAIN 3).// 
0. 00097 : 46 : 4 I//TR I CHOMONAS VAC INAL I S. //P53401 

F-NT2RP2006365//NONSPECIFIC LI PIO-TRANSFER PROTEIN 4.3 PRECURSOR 
(LTP 4. 3).//0. 1B:75:29//H0RDEUM VULGARE (BARLEY) . //Q42842 
F-NT2RP2006393//OMEGA-CONOTOXIN MV 1 1 C. PRECURSOR (FRAGMENT). //O. 82: 
15:66//C0NUS MAGUS (MAGUS CONE) . //P37300 

F-NT2RP2006436//ANTERI0R-RESTRICTED HOMEOBOI PROTEIN (RATHKE POUCH 

HOMED BOX) . // 1 . 4e-08 : 50 : SO//MUS MUSCULUS (MOUSE) . //Q6 1 6S8 
F-NT2RP2006441//METALL0TH I ONE IN-LIKE PROTEIN l.//0.99:22:S4//MIMUL 
US GUTTATUS (SPOTTED MONKEY F LONER) (YELLOM MONKEY FLOflER) . //P2023 
8 

F-NT2RP2006454//SPERN PROTAMINE Pi . //O. 60: 47 : 36//TACHYGLOSSUS ACUL 

EATUS ACULEATUS (AUSTRALIAN ECHIDNA) . //P3531 1 

F-NT2RP2006456 

F-NT2RP2006464//PHOTOSYSTEN I I RON- SULFUR CENTER (PHOTOSYSTEN I SU 
BUN I T V 1 1 ) (9 KO POL YPEPT t DE) (PS I -C) . //O. 91 : 79 : 30//SYNECH0C0CCUS 
SP. (STRAIN PCC 7002) (AGMENELLUM QUADRUPL I CATUM) . //P3 1 087 
F-NT2RP2Q06467//PUTATIVE CUTICLE COLUCEN F55C10. 3.//0. 15:53: 35//C 
AENORHABOITIS ELEGANS. //Q21184 

F-NT2RP2006472//HYPOTHETICAL 19 KO PROTEIN (ORF 167) . //O. 33 : 98: 26/ 
/NARCHANTIA POLYMORPHA (LIVER10RT).//P!2202 
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F-NT2RP2006534 

F-NT2RP2006554//ANT1 -SIGMA F FACTOR ANTAGONIST (STAGE II SPORULATI 
ON PROTEIN AA).//0.91:S0:34//BACILLUS SPHAER1CUS. //032723 
F-NT2RP20065S5//SECRET0RY CARR I E R- ASSOC I ATED MEMBRANE PROTEIN I (S 
CAMP 37) . //6. Oe-66 : 93 : 96//RATTUS NORVEG ICUS (RAT) . //PS6603 
F-NT2RP2006S7I //CYTOCHROME P4S0 2B10 (EC 1.14.14.1) (CTPIIB10) (TE 
STOSTERONE 16-ALPHA HYDROXYLASE) (P4 SO- 16-ALPHA) (CLONE PF3/46).// 
4.5e-40:138:S7//NUS MUSCULUS (MOUSE). //PI 2791 

F-NT2RP2O06S73//SPERM PROTAMINE PI (CYSTEINE-RICH PROTAMINE).//0. S 
3:46:39//B0S TAURUS (BOVIKE).//P023I8 

F-NT2RP2006598//!!!! ALU SUBFAMILY SX IARNINC ENTRY •! ! I//1.3.-I2: 
44:77//H0M0 SAPIENS (HUMAN). //P39 195 

F-NT2RP3OOOO02//M!! ALU SUBFAMILY SC IARNINC ENTRY !! ! !//1.4e-l9: 
60.63//KOMO SAPIENS (HUMAN) .//P39 192 

F-NT2RP3O00031 //HYPOTHETICAL 89.8 KD PROTEIN F41HI0.6 IN CHROMOSOM 
E IV.//2. le-39:21O:42//CAEN0RHABDITIS ELECANS. //Q 2 02 96 
F-NT2RP300004S//P0SSIBLE THIOPHENE AND FURAN OXIDATION PROTEIN THD 
F.//1. 4«-25 : 1 49 : 44//PSEUD0N0NAS PUT I OA. //P2S7S5 
F-NT2RP3000047//NPL4 PROTEIN. //4. 7e-48: 2 75: 38//SACCHAROMYCES CEREV 
ISIAE (BAKER' S YEAST) . //P33755 

F-NT2RP3OO0O5O//2INC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPFI). 
//3.2e-72:232:59//HOMO SAPIENS (HUMAN) . //PS 1 522 

F-NT2RP3M0055//MALE SPEC I F I C SPERM PROTE I N MST840B. //O. 26:57: 36// 
OROSOPHiLA MELANOGASTER (FRUIT FLY). //O0 1843 

F-NT2RP3Q000S8//HYP0THET I CAL 182.0 KD PROTEIN IN NMDS-H0M6 INTERGE 
NIC REGION. //O. 0014:66: 34//SACCHAR0MYCES CEREVISiAE (BAKER' S YEAS 
D.//P47170 

F-NT2RP30O0072//HYPOTHET I CAL 6.7 KD PROTEIN IN NOHA-CSPI INTERGENI 
C REGI0N.//0.9S:49:30//ESCHERICHIA C0LI.//P77696 
F-NT2RP300Q080//! ! M ALU SUBFAMILY J IARNINC ENTRY • ! H//S. Ie-I7 : 6 
4 68//H0M0 SAPIENS (HUMAN) . //P3 9 1 88 

F-NT2RP300008S//BIOTIN CARBOXYLASE (EC 6.3.4.14) (A SUBUNIT OF ACE 
TYL-COA CARBOXYLASE (EC 6.4.1.2)) (ACC).//4.4e-43:169:S1//BACILLUS 

SUBTILIS.//P49787 
F-NT2RP3000092//CELL DIVISION CONTROL PROTEIN 1.//0. 00016: 103: 31// 
SACCHAROMYCES CEREVISIAE (BAKER' S YEAST) . //P40986 
F-NT2RP30001 09//ACYL CARR I ER PROTE I N HOMOLOG (ACP) . //0. 76 : 83 : 28//M 
YCOPLASMA GENITALIUM.//P47S29 
F-NT2RP3000I34 

F-NT2RP3O00142//GAR2 PROTEIN. //0. 00098: 241 : 20//SCHI ZOSACCHAROMYCES 

POMBE (FISSION YEAST). //P41 891 
F-NT2RP3000149//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6D.//0.001 
4: 33 : 36//PONGO PYGMAEUS ABEL 1 1 {SUMATRA* ORANGUTAN) . //P92694 
F-NT2RP3000186//MH ALU SUBFAMILY J IARNINC ENTRY !!! !//6. 3e-15:3 
6:83//HOM0 SAPIENS (HUMAN). //P39 188 

F-NT2RP30QO197//HYPOTKETICAL 6.0 KO PROTEIN IN THII2 5' REGION. //O. 
91: 21: 52// SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //PS3820 
F-NT2RP3000207//CLUCOAMYLASE S1/S2 PRECURSOR (EC 3.2.1.3) (CLUCAN 
1 , 4- ALPHA- GLUCOS I OASE) ( 1 . 4-ALPHA-D-GLUCAN GLUCOHYOROLASE) . //O. 02 
6 : 209: 27//SACCHAR0MYCES CEREV I S I AE (BAKER* S YEAST) . //P08640 
F-NT2RP300022O//DNA-BINDINC P52/PI0O COMPLEX. 100 KO SUBUNIT (FRAG 
NENTS).//!.0:26:42//HOMO SAPIENS (HUMAN) . //P30808 
F-NT2RP3O00233//RING CANAL PROTEIN (KELCH PROTEIN). //2. U-42: 249:3 
9//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //Q04652 

F-NT2RP3000235//HOMEO8OX PROTEIN H40 (FRAGMENT) . //0. 55:4S:40//APIS 
MELLIFERA (HONEYBEE). //PI S8S8 
F-NT2RP3000247//HYPOTHET I CAL PROTEIN KIAA0218.//1. 7e-82:123:69//HO 
MO SAPIENS (HUMAN) . //Q9307S 

F-NT2RP30002S I //SERINE PROTEINASE STUBBLE (EC 3.4.21.-) (STU8BLE-S 
TUBBLOIO PROTEIN).//I.O:53:33//DR0SOPHILA MELANOGASTER (FRUIT FLY 
).//Q053!9 

F-NT 2RP30002 5 2/ /HY POTHE T I CAL 40 KD GTP-BINDINC PROTEIN IN RIBOSOMA 
L PROTEIN GENE CLUSTER S' REGI0N.//2. 2e-06: 96: 32//HALOBACTERIUN CUT 
IRUBRUM.//PI7I03 

F-NT2RP30002S5//HIST0NE HI.1 (FRAGMENT) . //O. 95:71 :33//B0S TAURUS 
(8OVINE).//P02253 

F-NT2RP3000267//HYPOTKETICAL 21.1 KO PROTEIN IN SSR-SERA INTERGENI 
C REGION (O182).//0.38:77:33//ESCH£RICHIA COLI.//P09160 
F-NT2RP3000299//MY0SIN IC HEAVY CHAIN. //I. 2«-1 1 : 1 47 : 34//ACANTHAM0E 
BA CASTELLANI I (AMOEBA) . //P10569 

F-NT2RP3000312//HYP0THETICAL 57. S KD PROTEIN IN VMA7-RPS2SA INTERG 
ENIC REGION. //O. 64:216: 29//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P53214 

F-NT2RP3000320//TRANSLATION INITIATION FACTOR IF-2. //5. 2«-0S: 1 84: 2 
2//AQUIFEX AE0LICUS.//O6782S 

F-NT2RP3000324//HYPOTHETICAL PROTEIN H1 1036. //O. 69:64: 35//HAEMOPHI 
LUS INFLUENZAE. //P44097 

F-NT2RP3000333//IIR1A PROTEIN. //O. 35:51 :41//TRITICUM AESTIVUM (IKE 
AT).//Q01482 

F-NT2RP300034I//!!!! ALU SUBFAMILY SB IARNINC ENTRY ! ! ! !//2. 1«-30: 

[0 6 6 7] 



57 8Q//HOMO SAPIENS (HUMAN) . //P3 9 189 
F-NT2RP3000348 

F-NT2RP30003 50/ /HYPOTHET I CAL 40 KD GTP-BINDING PROTEIN IN RIBOSOMA 
L PROTEIN GENE CLUSTER 5' REGION. //0. 001 1 :77:35//HALOBACTERIUM CUT I 
RUBRUM.//P17103 

F-NT2RP3000359//GTP:AMP PHOSPHOTRANSFERASE MITOCHONDRIAL (EC 2.7. 
4.10) (AK3).//1. 2«-97: 222 :84//B0S TAURUS (BOVINE) . //P08760 
F-NT2RP3000361//PRE-MRNA SPLICING FACTOR PRP6.//2.2e-08:l28:28//SA 
CCHARONYCES CEREVISIAE (BAKER'S YEAST). //PI 9735 
F -NT 2 RP 3000 366/ /RAS - RE LATEO PROTEIN RAB- 1 6. //2. 1 e- 1 07 : 206 : 99//MUS 
MUSCULUS (MOUSE). //P35293 

F-NT2RP3000393//HOMEOBOX PROTEIN H0X-C4 (H0X-3E) (CPI9) .//O. 0023: 3 
6:52//HOMO SAPIENS (HUMAN).//P09017 

F-NT2RP3000397//PUTATIVE PRE-MRNA SPLICING FACTOR RNA HELICASE (OE 
AH BOX PROTEIN 1 3) . //5. 5e-27 : 116: 44//MUS MUSCULUS (MOUSE). //03S266 
F-NT2RP3O0O403//PRE-NRNA PROCESSING PROTEIN PRP40.//0. 00044:67 : 34/ 
/SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P33203 
F-NT2RP30QO4I8//RETR0V I RUS- RELATED POL POLYPROTEIN [CONTAINS: REVE 
RSE TRANSCRIPTASE (EC 2.7.7.49): ENDONUC LEASE] . //2. 2e- 1 6 : 228 : 34//M 
US MUSCULUS (MOUSE). //P1 1369 

F-NT2RP3000433//! ! ! • ALU SUBFAMILY j IARNINC ENTRY !♦!!//». 7e-17: 7 
9:S5//HOM0 SAPIENS (HUMAN) . //P39188 

F-NT2RP3000439//HYPOTHETICAL 46.4 KD PROTEIN IN FFH-GRPE INTERGENI 
C REGION. //9. 8e-l 0:201 : 26//ESCHERICHI A C0LI.//P37908 
F-NT2RP3000441//PROTE IN-EXPORT MEMBRANE PROTEIN SECC HOMOLOG. //O. 9 
l:48:35//MYC08ACTERIUM LEPRAE. //P38388 

F-NT2RP3000449//H0ME0BOX PROTEIN H0X-B8 (CHOX-2. 4) (FRAGMENT). //I . 

0:42:33//CALLUS CALLUS (CHICKEN).//P2368I 

F-NT2RP30004S1 

F-NT2RP3000456//COLLAGEN ALPHA 1(1) CHAIN (FRAGMENT S).//0. 00018: 1 / 
8:36//RATTUS NORVEG ICUS (RAT) . //P024S4 

F-NT2RP3000484//METALLOTHIONEIN-III (MT-IM) (CROITH INHIBITORY FA 

CTOR) (G I F).//0. 098:40: 27//BOS TAURUS (B0VINE).//P37359 

F-NT2 RP 3 000487/ /SULFATED SURFACE GLYCOPROTEIN 185 (SSC 185). //O. 00 

037: 16: 81//V0LVOX CARTER I . //P2 1 997 

F-NT2RP3000512 

F-NT2RP3000526//HYPOTHET I CAL NIN REGION PROTEIN ORF56.//0. 51 :37:43 
//BACTERIOPHAGE LAMBDA. //P03769 

F-NT2RP3000527//ZINC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPFI). 
//1.0«-16:234:30//HOMO SAPIENS (HUMAN). //PS 1522 
F-NT2RP3000531//POLIOV1RUS RECEPTOR PRECURSOR (CD1S5 ANTIGEN) .// 3. 
4«-15:l92:3D//HOMO SAPIENS (HUMAN). //PI 51 51 

F-NT2RP3000542//CYTOCHROME C OXIDASE POLYPEPTIDE II (EC 1.9.3.1) 
(FRAGMENT). //0. 60: 51 :39//ASTER I NA PECTIN IFERA (STARFISH). //P1 1958 
F-NT2RP3000561 //HYPOTHET I CAL ATP-8INDING PROTEIN NJ0423.//0. 79: 53: 
3 2//ME THANOCOCCUS J ANNAS CH 1 1 . //QS7866 

F-NT2RP3000S62//ACCESS0RY GLAND PEPTIDE PRECURSOR (PARAGON I AL PEPT 
IDE B).//0. 99:26:34//DROSOPHILA NAUR I T I ANA (FRUIT FLY). AND DROSOP 
HI LA S1MULANS (FRUIT FLY) . //01 8666 

F-NT2RP3O0OS78//HYPOTKETICAL 49.8 KD PROTEIN IN RPLI4B-GPA1 INTERG 
ENIC RECION.//1.S«-26:127:37//SACCHAR0MYCES CEREVISIAE (BAKER'S YE 
AST) . //P38755 
F-NT2RP3000582 

. F-NT2RP3000584//METALLOTH1 ONE IN- II (MT- 1 1 ) . //O. 28 : 27 : 29//MUS MUSCU 
LUS (MOUSE) . //P02798 

F-NT2RP3O0OS9O//UVS-2 PROTEIN. //4. 8e- 10: 113: 33//NEURQSPORA CRASSA. 
//P33288 

F-NT2RP300OS92//TRANSCRIPTJON INITIATION FACTOR TFllO 135 KD SUBUN 
IT (TAFI 1-135) (TAFII135) (TAFI 1-130) (TAFI 1 130) . //0. 00087: 178:31/ 
/HOMO SAPIENS (HUMAN) . //000268 

F-NT2RP3000S96//VEMANUCLEIN-ALPMA.//I . 8e-05:98: 34//DR0S0PHI LA MELA 
NOGASTER (FRUIT FLY) . //P25992 

F-NT2RP3000599//SPLICEOSOME ASSOCIATED PROTEIN 62 (SAP 62) (SF3A6 
6).//0.00095:90:37//HOMO SAPIENS (HUMAN) . //Ql 5428 
F-NT2RP3O0O603//5E5 ANTIGEN. //I . 0e-09: 181 :34//RATTUS NORVEGICUS (R 
AT).//Q630O3 

F-NT2RP300O605//STEROL REGULATORY ELEMENT BINDING PROTElN-1 (SREB 
P-1) (STEROL REGULATORY ELEMENT-BINDING TRANSCRIPTION FACTOR 1).// 
0.00098: 76 :34//HOMO SAPIENS (HUMAN) . //P369S6 

F-NT2RP300O622//HYPOTHETICAL PROTEIN MG096 HOMOLOG 5 (P02JJRF427) . 
//O. 15: 52: 36 //MY CO PLASMA PNEUMONI AE. //P75277 

F-NT2RP3000624//HYPOTHET I CAL PROTEIN KIAA0256.//5. 4«-16: 222: 31//H0 

MO SAPIENS (HUMAN). //Q93073 

F-NT2RP3000628 

F-NT2RP3000632//ZINC FINGER PROTEIN 90 (ZFP-90) (ZINC FINGER PROTE 
IN NK10).//2.Oe-16:S2:63//MUS MUSCULUS (MOUSE). //Q6 1 96 7 
F-NT2RP3000644//! ! ! » ALU SUBFAMILY SO IARNINC ENTRY M ! I//6. 7e-40: 
102:79//HOMO SAPIENS (KUMAN).//P39I94 

F-NT2RP300066 1 //HYPOTHET I CAL 139.1 KD PROTEIN C088I1.3 IN CHROMOSO 
ME ll.//6.0a-08:83:36//CAENORHABOITlS ELECANS. //Q09441 
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F-NT2RP30Q0S6S//HOMEOBOI PROTEIN PROPHET OF PIT- J (PROP-1) (P ITU IT 
ART SPECIFIC HOMEOOOMAIN FACTOR). //0. 13:48: 35//HOMO SAPIENS (HUMA 
N).//075360 

F-NT2RP30O068S//HYPOTHETICAL 33. S KO PROTEIN IN CAT I 5' REGION (QRF 
T) . //O. 26 : 202 : 23//CLOSTR IOIUN KLUYVER I . //P38943 

F-NT2RP3000690// INORGANIC PYROPHOSPHATASE (EC 3.6.1.1) (PTROPHOSPH 
ATE PHOSPHO- HYDROLASE) (PPASE) . //O. 99: 131 : 26//SACCHAR0WTCES CEREV 
ISIAE (BAKER'S YEAST) .//P008I7 

F-NT2RP3000736//HYPOTHETICAL 28.7 KD PROTEIN IN RNR3-ARC15 INTERGE 
NIC REGION. //3.5«-27: 211 : 34//SACCHAROMYCES CEREVISIAE (BAKER'S YEA 
ST).//P405I6 

F-NT2RP3000739//HYPOTHET1CAL 33.5 KD PROTEIN CI04.02C IN CHRONOSOM 
E l.//6.0e-23:1!4:42//SCHIZ0SACCHAR0MVCES PONBE (FISSION YEAST).// 
Q10149 

F-NT2RP3000742//1 -PHOSPHATIDYL I NOS I TOL-4. 5-B I SPHOSPHATE PKOSPHOOIE 
STERASE DELTA I (EC 3.1.4.11) (PLC-DELTA- I) (PHOSPHOLIPASE C-DELT 
A-1) (PLC-1tl).//6.7«-12:8S:36//RATTUS NORVEGICUS (RAT). //PI 06 8 8 
F-NT2RP3OO07S3//CELL SURFACE GLYCOPROTEIN I PRECURSOR (OUTER LAYER 
PROTEIN B) (S-LAYER PROTEIN O.//0.00011 :208:28//CLOSTRIDIUM THER 
NOCELLUM. //Q068S2 

F-NT2RP3Q00759//ADP-RIB0SVLATI0N FACTOR 6.Z/8. te-28: I 41 : 38//GALLUS 

CALLUS (CHICKEN).//P26990 
F-NT2RP30O08I5//CYTOCHROME C-SSI (C55I) (CYTOCHROME C8) . //O. 24: 45: 
37//PSEUDONONAS DEN I TRIF I CANS. //PO0 103 

F-NT2RP3000825//ALPHA-UCTALBUNIN (LACTOSE SYNTHASE B PROTEIN (EC 
2. 4. 1. 22)) . //O. 82: 51 : 39//NACROPUS RUFOGR ISEUS (RED-NECKED IALLABY 
).//P07458 

F-NT2RP3000826//COLLACEN ALPHA I (II I) CHAIN (FRAGMENTS) . //0. 025: 7 
9:37//BOS TAURUS (BOVIN£).//P25508 

F-NT2RP3DO083S//HYPOTHET I CAL PROTEIN IN KSGA 3' REGION (ORF LS) (FR 
ACMENT) . //O. 85 : 36 : 47//NYC0PLASMA CAPR ICOLUN. //P43040 
F-NT2RP30O084l//UDP~GLUCUR0NOSYLTRANSFERASE 1-7 PRECURSOR. MICROSO 
HAL (EC 2.4.1.17) (UDPGT) (UGTU7) (UCT1-07) (UCTI.7) (UGT1A7) (UC 
TP4) (FRAGMENT) . //1 . 0 : 70 : 34//MUS MUSCULUS (MOUSE) . //Q624S2 
F-NT2RP3000645//PUTATIVE SERINE/THREONINE- PROTEIN KINASE P78 (EC 
2.7. l.-).//5.2e-72:247:61//HOMO SAPIENS (HUMAN) . //P27448 
F-NT2RP3000847//HYPOTHET I CAL PROTEIN KIAAOI61.//0.037:55:30//HOMO 
SAPIENS (HUMAN) . //P50876 

F-NT2RP3OO0850//! ! M ALU SUBFAMILY SQ RARNING ENTRY • ! M//7. 4e-3l : 
90:75//HOMO SAPIENS (HUNAN). //P39 194 

F-NT2RP3000852//HYDROPHO8IC SEED PROTEIN (HPS) . //0. 33:23:6 9//GLYC I 
NE MAX (SOYBEAN). //P24337 

F-NT2RP30Q0859// INKED I ATE-EARLY PROTE I N. //3. 6e-07 : 189: 25//HERPESV I 

RUS SAINIRI (STRAIN 11).//QOI042 

F-NT2RP3000865 

F-NT2RP3Q00668//MYOSIN HEAVY CHAIN, CARDIAC MUSCLE ISOFORM (FRAGME 
NT).//1.4«-09:232:26//GALLUS CALLUS (CHICKEN). //P2 96 16 
F-NT2RP3000869//CUTICLE COLLAGEN 2.//4. 5e-08: SB:46//CAEN0RHAB0ITIS 
ELECANS.//P17656 

F-NT2RP3000675//HONE08OX PROTEIN CDX-2 (CAUDAL-TYPE HOMEOBOX PROTE 

IN 2). //O. 90 : 62: 37//NUS MUSCULUS (MOUSE) . //P43241 

F-NT2RP300090I //COLLAGEN ALPHA 1(1) CHAIN (FRAGMENTS) .//O. 99: 1 24: 3 

3//B0S TAURUS (B0¥INE).//P02453 

F-NT2RP30O09O4 

F-NT2RP3000917//DHP1 PROTEIN. //6. 5«-60:229:55//SCHIZOSACCHAROMYCES 

PONBE (FISSION YEAST) . //P40848 
F-NT2RP3000919//HVPOTHETICAL 33.5 KD PROTEIN C1D4.02C IN CHROMOSOM 
E l.//2.4«-19:159:34//SCHIZOSACCHAROMYCES PONBE (FISSION YEAST).// 
Q10I49 

F-NT2RP3000968//40S R I BOSOMAL PROTEIN S 1 5A. //3. 7e-48 : 73 : 98//H0M0 S 
API ENS (HUMAN). AND RATTUS NORVEGICUS (RAT) . //P39027 
F-NT2RP3000980//COPA/INCA PROTEIN (REPA3 PROTEIN). //O. 24: I9:47//ES 
CHER I CHI A C0LI.//P13946 

F-NT2RP3000994//MATERNAL EFFECT PROTEIN STAUFEN.//1. 4«-10: 78:48//D 
ROSOPHILA MELANOGASTER (FRUIT FLY) .//P2SIS9 

F-NT2RP3001O04//HYP0THETICAL 7.6 KD PROTEIN B0563.8 IN CHROMOSOME 

X . //0. 70 : SO : 3 2//CAEN0RHABD I T I S ELECANS. //Q1 1 084 

F-NT2RP3001007 

F-NT2RP30010S5//N-TERMINAL ACETYLTRANSFERASE COMPLEX ARDI SU8UNIT 
HOMOLOG.//1.3e-05:138:28//DICTYOSTELIUM DISCOIDEUM (SLIME NOLO).// 
P36416 

F-NT2RP300I057//ZINC FINGER PROTEIN 45 (BRC1744) .//4. Oe-28: 141 :S1/ 
/HOMO SAPIENS (HUMAN) . //Q02386 

F-NT2RP300 1081 //HYPOTHETICAL 46.4 KD PROTEIN T16H12.5 IN CHROMOSOM 
E IM.//3.8e-08:l44:29//CAEN0RHABDITIS ELECANS. //P3 4568 
F-NT2RP300I084//SPIOROIN 2 (ORAGLINE SILK FIBROIN 2) (FRAGMENT).// 
3.4«-06:217:32//NEPHIU CUV I PES (ORB SPIOER).//P46804 
F-NT2RP300I096//SYNAPT0NENAL CONPLEX PROTEIN SC65.//1 . U-30: 244: 33 
//RATTUS NORVEGICUS (RAT). //Q6 4375 

F-NT2RP3001 107//ARYLSULFATASE F (EC 3.1.6.-) (ASF) (FRAGMENT) . //O. 



041:47:44//HOMO SAPIENS (HUMAN) . //PS4793 
F-NT2RP30O1 109 

F-NT2RP3001 III //MALE SPECIFIC SPERM PROTEIN MST840C.//0. 17:28: 39// 
DROSOPHILA MELANOGASTER (FRUIT FLY).//Q01644 

F-NT2RP3001113//INV0LUCR I N.//0. 00036:1 92 :23//MUS MUSCULUS (MOUSE). 

//P48997 

F-NT2RP3001 1 1S 

F-NT2RP3001 1 I6//AMIN0PEPTIDASE G (EC 3.4.11.-) (FRAGMENT) . //O. 99 : 2 
9:51//STREPT0MYCES LIVIDANS.//Q54340 

F-NT2RP30011I9//COLLACER ALPHA 4(1 V) CHAIN (FRAGMENT) .//O. 0015:73. 
39//BOS TAURUS (BOVINE) .//Q29442 

F-NT2RP3001120//ZINC FINGER PROTEIN ZFP-36 (FRAGMENT) .//I . 3«-57: 22 
9:S2//H0MO SAPIENS (HUMAN). //PI 64 15 

F-NT2RP3001 I 26//HYPOTHETICAL 91.2 KD PROTEIN IN RPS48-SCH9 INTERCE 
NIC REGION. //2.8e-07: 83 : 34//SACCHAR0NVCES CEREVISIAE (BAKER'S YEAS 
T).//P38888 

F-NT2RP3001I33//CALCIUM BINDING PROTEIN. //2.0e-08: 171 :32//DICTY0ST 
EL I UN DISCOIDEUM (SLIME MOLD) . //P35085 

F-NT2RP300I140//F-SPONDIN PRECURSOR. // 2. Ot- 1 47: 244: 97//RATTUS NORV 
EGICUS (RAT).//P35446 

F-NT2RP300I147//TROP0MY0SIN 2 (TNI I ) . //O. 1 1 : 1 59 : 23//SCHI STOSOMA MA 
NSONI (BLOOD FLUKE). //P42638 

F-NT2RP30D11S0//XTAPEPT IDE-REPEAT PROTEIN T2.//6. 2e-Q9: 163: 25//MU 
S MUSCULUS (MOUSE). //Q06666 

F-NT2RP300I1S5//DMA POLYMERASE ALPHA-BINDING PROTEIN (P081/CTF4 PR 
OTEIN) (CHROMOSOME REPLICATION PROTEIN CHLI 5) . //4. 1 e-OS: 244: Z3//SA 
CCHAROMYCES CEREVISIAE (BAKER* S YEAST) . //QO 1454 
F-NT2RP300I176//LEUK0SIALIN PRECURSOR (LEUCOCYTE S I ALOGL YCOPROTE I 
N) (SIALOPHORIN) (CD43) (LY 48) (B CELL DIFFERENTIATION ANTIGEN L 
P-3) . //O. 21:131: 26//MUS MUSCULUS (MOUSE) . //PI 5702 
F-NT2RP3001 2 1 4//SAP1 PROTEIN. //0. 058 : 1 33 : 30//SACCHAR0MYCES CEREV I S 
IAE (BAKER'S YEAST) . //P3 99 5 5 

F-NT2RP300l2tfi//CYLICIN I (MULTIPLE-BAND POLYPEPTIDE I) (FRAGMENT 
).//2.1e-08:137:33//HOM0 SAPIENS (HUMAN) . //P 3 5663 
F-NT2RP3001 221//GANMA-BUTYR08ETAINE, 2-OXOGLUTARATE 01 OXYGENASE (EC 
1.14. M.I) (GAMNA-BUTYROBETA I NE HYDROXYLASE). //4. 2 «-05: 1 3) : 26//PS 
EUDOMONAS SP. (STRAIN AK-I) . //P80193 

F-NT2RP3001 232//HYPOTHET ICAL PROTEIN PRECURSOR IN CSS 3' REGION (FR 
AGMENT).//0.75:S7:31//ESCHERICHtA COLI.//P33792 
F-NT2RP3001236//TRANSFORMING PROTEIN MAF.//0. 017: 136: 30//AVIAN MUS 
CULOAPONEUROTIC FIBROSARCOMA VIRUS AS42. //P23091 
F-NT2RP3001239//ELECTROMOT0R NEURON- ASSOCIATED PROTEIN 1 (FRAGMEN 
T).//4.2t-55:221:49//T0RPEDO CAL I FORK I CA (PACIFIC ELECTRIC RAY).// 
PI 4400 

F-NT2RP3001245 

F-NT2RP30012S3//TR0PONYOSIN 2. MUSCLE THORACIC ISOFORM (TROPOMYOSI 
N I). //O. 0042: 142: 24//DROSOPH I LA MELANOGASTER (FRUIT FLY) . //P09491 
F-NT2RP3001260//COLLAGEN ALPHA 4(IV) CHAIN PRECURSOR. //O. 001 1 : 89: 4 
3//H0M0 SAPIENS (HUMAN) . //P53420 

F-NT2RP300I268//ZINC FINGER PROTEIN 45 (BRCI 744) ,//9. 0e-29: 194: 44/ 
/HOMO SAPIENS (HUMAN). //0D2386 - 

F-NT2RP3001272//HYPOTHETICAL 75.2 KD PROTEIN C13F4.08C IN CHROMOSO 
ME l.//8.2e-17:183:26//SCHIZ0SACCHAR0MYC£S POMBE (FISSION YEAST)./ 
/Q 1 01 99 

F-NT2RP3001 274//SER I NE/THREON I NE PROTEIN PHOSPHATASE 5 (EC 3.1.3.1 
6) (PP5) (PROTEIN PHOSPHATASE T) (PPT) (FRAGMENT).//!. 7e-09: 78:39/ 
/MUS MUSCULUS (MOUSE) . //QG 06 7 6 

F-NT2RP300I281//! M» ALU SUBFAMILY J EARNING ENTRY ! ! ! !//7. 7e-08 : 3 
8:71//H0M0 SAPIENS (HUMAN) . //P3 91 88 

F-NT2RP30O1 297//HYPOTHET ICAL PROTE IN K IAA0281 (HA6725) . //2. 2e-57 : I 
S9:70//HOMO SAPIENS (HUMAN) . //Q92S56 

F-NT2RP3001307//SPERM PROTAMINE P1.//0. 21 :46:39//0RNITH0RHYNCHUS A 

NATINUS (DUCKBILL PLATYPUS) . //P3 5307 

F-NT2RP3001318 

F-NT2RP3001 325//ENHANCER OF RUDIMENTARY HOMOLOG. //I . 0:73: 24//BRACH 
YDAN10 RERIO (ZEBRAFISH) (ZEBRA DAN 10) .//Q98874 

F-NT2RP3001338//ZINC FINGER PROTEIN 29 (ZINC FINGER PROTEIN KOX26) 

(FRAGMENT). //0. 0021: 56: 35//HOMO SAPIENS (HUMAN). //PI 7037 
F-NT2RP300I339//CITRON PR0TEIN.//3. 6e-06:90: 33//NUS MUSCULUS (NOUS 
E).//P49025 

F-NT2RP3001 340//HYPOTKET ICAL PROTEIN UL61 . //7. 2e-11 : 202 : 34//HUMAN 
CYTOMEGALOVIRUS (STRAIN A0 16 9) . //PI 681 8 

F-NT2RP3O01 3SS//TR I CARBOXYLASE TRANSPORT PROTEIN PRECURSOR (CITRAT 
E TRANSPORT PROTEIN) (CTP) (TRICARBOXYLATE CARRIER PROTEIN) . //7. 7 
e-16:129:33//HOMO SAPIENS (HUMAN) . //PS3007 

F-NT2RP3001 3S6//RAS-RELATED PROTEIN RABA (FRAGMENT) . //0. 0004 1 : 66 : 2 
8//D I CTYOSTEL I UH DISCOIDEUM (SL IME MOLD) . //P34 141 
F-NT2RP3001374 

F-NT2RP3001 383//PTB-ASSOC I ATED SPLICING FACTOR (PSF).//2.5e-06: 19 
0:32//HOMO SAPIENS (HUMAN) .//P2 3 2 46 
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F-NT2RP300I384//CH0RI0N PROTEIN SI 5. //O. 00079:94: 37//OROSOPHILA VI 
RILIS (FRUIT FLY). //PI 3424 

F-NT2RP3001 392//VPU PROTEIN (ORF-X PROTEIN) (UPX PROTE IN). //1. 0:2 
2:4S//CAPRIN£ ARTHRITIS ENCEPHALITIS VIRUS (CAEV).//P3I8J4 
F-NT2RP3001 396//HYPOTHET I CAL 8.1 KO PROTEIN (0RF4).//1. 0: 37: 32//ST 
RAI8ERRY IILO YELLOW EDGE- ASSOC I ATEO VIRUS (SMYEAV) . //Q00848 
F-NT 2RP 3001 3 98//KRUEPPEL -RELATED ZINC FINGER PROTEIN 2 (HKRZ PROTE 
IN) (FRAGMENT). //1.9e-08: 45: 37//WMKJ SAPIENS (HUMAN). //PI 0073 
F-NT2RP3001399//SSU72 PROTEIN. //7.3««1 8: 84: 5Z//SACCHAR0MYCES CEREV 
ISIAE (BAKER'S YEAST). //P53S38 

F-NTZRP300I407//SCYI PROTEIN.//!. Se-08: 143: 25//SACCHAROMYCES CEREV 
ISIAE (BAKER' S YEAST) . //PS 300 J 

F-MT2RP3001420//HVPOTHETICAL 7.9 KD PROTEIN.//0. 25:41 :26//VACClNIA 

VIRUS (STRAIN COPENHAGEN) . //P 20 54 2 
F-NT2RP300I426//DNAJ PROTEIN. //7. S«-l 5:78: 43//HAEMOPH I LUS INFLUENZ 
AE. //P4373S 

F-NT2RP3001 4Z7//WERNER SYNDROKE HEL I CASE. //3. 6 1- 13: 159:3 3//H0M0 SA 
PI ENS (HUMAN). //QUI 91 

F-NTZRP3001 4Z8//NUCLE0PR0TE I N TPR.//I. 8e-S3: 1!7:99//HOMO SAPIENS 
(HUMAN). //PI Z270 

F-NT 2 RP300 1 43 2/ /NADH-UB I QU I NONE OX I OOREOUCTASE CHAIN S (EC 1.6. S. 
3) (FRAGN£NT).//0.9€:S2:21//TARSIU5 SYRICHTA (TARSI ER).//Q3S1 SI 
F-NT2RP30D1447//HYPOTHET ICAL S. S KD PROTEIN IN REPLICATION ORIGIN 
REGION (0RF1).//0.96:45:3S//ESCHERICHIA C0LI.//PM50S 
F-NT2RP300U49//HOMEOBOI PROTEIN SA1-1 (CHOX-3) (FRAGMENT) . //0. 004 
3:53:43//CALLUS GALLUS (CHICKEN). //PI 9601 

F-NT2RP30014S3//MALE SPECIFIC SPERM PROTEIN MST8408.//0. 0048:65:40 
//DROSOPHILA MELANOGASTER (FRUIT FLY).//Q01643 

F-NT2RP3001457//VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS2B. 
//O. 55: 1 21 : 20/ /SACCHAROMYCES CEREV ISIAE (BAKER' S YEAST) . //Q02767 
F-NT2RP3001459//MY0SIN IC HEAVY CHAIN. //O. 10: 126: 34//ACANTHAM0EBA 
CASTELLAN 1 1 (AMOEBA) . //PI 0569 

F-NT2RP3001472//NQNHIST0NE CHROMOSOMAL PROTEIN 6A.//3. 0e-14:87:43/ 
/SACCHAROMYCES CEREVISIAE (BAKER' S YEAST). //P1 1632 
F-NT2RP300I490//METALLOTHI ONE IN-LIKE PROTEIN LSC54. //1. 0:39: 35//BR 
ASSICA NAPUS (RAPE) . //P43402 

F-NT2RP300I495//UBIQU I TIN-PROTEIN LI CASE RSP5 (EC 6. 3. 2. -). //3. 3 
e-14:148:35//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) . //P 3 9940 
F-NT2RP3001497//COLLAGEN ALPHA I (XI I) CHAIN (FRAGMENTS). //0. 13:44: 
38//BOS TAURUS (BOVINE).//P25508 

F-NT2RP3001S27//SPERM PROTAMINE P1.//0. 35:29 :37//D I DELPHI S HARSUPt 
ALIS VIRGIN I ANA (NORTH AMERICAN OPOSSUM). AND MONOOELPHIS OOMESTIC 
A (SHORT-TAILED GREY OPOSSUM) . //P35305 

F-NT2RP3001S29//HYP0THETICAL 43.3 KD OTP -BINDING PROTEIN IN DACB-R 
PMA INTERGENIC REGION. //3. 3e-21 : 125:37//ESCHERICHIA COL I .//P42641 
F-NT2RP3001S38//HNF3/FH TRANSCRIPTION FACTOR GENESIS (MINGED HELIX 

PROTEIN CMH-3).//0.13:53:39//GALLUS GALLUS (CHICKEN) .//P79772 
F-NT2RP3001554//ELECTR0M0T0R NEURON-ASSOCIATED PROTEIN 2 (F RAGMEN 
T).//2.3»-48:137:S2//T0RPEDO CALIFORNICA (PACIFIC ELECTRIC RAY).// 
PI 4401 

F-NT2RP3001 580//GERM CELL-LESS PROTEIN. //8. 2 1 8 : 1 00 : 42//DR0S0PH I L 
A MELANOGASTER (FRUIT FLY) . //QO 1820 

F-NT2RP3001587//UBIQUI TIN-ACTIVATING ENZYME El -LIKE (POLYMERASE- IN 
TERACT I NG PROTE IN 2) . //2 . Oe-47 : 1 88 : 5 1 //SACCHAROMYCES CEREV I S I AE (B 
AKER'S YEAST). //P52488 

F-NT2RP3001589//!!!! ALU SU8FAMILY SP WARNING ENTRY ! ! ! !//7. 4e-41 : 
87:80//HOM0 SAPIENS (HUMAN). //P391 93 

F-NT2RP3001 607//ATP SYNTHASE PROTE I N 8 (EC 3. 6. 1 . 34) (A6L) .//I. 0:4 
9:32//DICENTRARCHUS LABRAX (EUROPEAN SEA BASS) . //036362 
F-NT2RP30O1608//EXTENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN).// 
0.0013:I77:2S//ZEA MAYS (MAIZE) .//P 1491 8 

F-NT2RP300I621//MALE SPECIFIC SPERM PROTEIN MST84DO.//0. 84:29:37// 
DROSOPHILA MELANOGASTER (FRUIT FLY) . //QO 1645 

F-NT2RP3001 6Z9//RAS-RELATE0 C3 BOTULINUM TOXIN SUBSTRATE I (P21-RA 
CI) (FRACMENTS).//0.91:57:24//CAVIA PORCELLUS (GUINEA PIG).//P8023 
6 

F-NT2RP3001634//!!!! ALU SUBFAMILY SB IARNING ENTRY ! ! M//8. 9e-l I : 
73:54//H0M0 SAPIENS (HUMAN). //P39 189 

F-NT2RP30O1 642//HYPOTHET I CAL PROTEIN KIAA0210.//1. U-12: 117:29//H0 
NO SAP I ENS (HUMAN) . //Q92609 

F-NT2RP3001 646//HYP0TKET I CAL 29.3 KD PROTEIN (ORF92).//0.0092:69:3 
4//0RCY I A PSEUDOTSUGATA MULT I CAPS I D POLYHEDROS IS VIRUS (OPMNPV) . // 
010341 

F-NT2RP300 1671 //RING CANAL PROTEIN (KELCH PROTEIN) . //0. 0042: 55:41/ 

/DROSOPHILA MELANOGASTER (FRUIT FLY) .//Q046S2 

F-NT2RP3001672 

F-NT2RP3001676//CTP-BINDING PROTEIN LEPA (FRAGMENT) .//I. 2e-l 5: 56:6 
2//PSEUD0MONAS FLUORESCENS. //P26843 

F-NT2RP3001678//SPIDR0IN 2 (DRAGLINE SILK FIBROIN 2) (FRAGMENT).// 
0.054:1 87 :31//NEPHILA CLAVIPES (ORB SPI0ER).//P46804 
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F-NT2RP3001679//HYPOTHETICAL 68.7 KD PROTEIN ZK75T. 1 IN CHROMOSOME 

1 1 1 . //I . Stt-07 : 63 : 44//CAEN0RHABO I T I S ELEGANS. //P34679 
F-NT2RP30016B8//auCOAMYLASE SI PRECURSOR (EC 3.2.1.3) (GLUCAN I. 
4-ALPHA-GLUCOSIDASE) (1. 4-ALPHA-O-CLUCAN GLUCOHYDROLASE) (GA I ) . // 
1 . 0 : 83 : 28//SACCHAROMYCES 0 1 ASTAT ICUS (YEAST) . //P04065 
F-NT2RP3001690//MYOSIN HEAVY CHAIN. CARDIAC MUSCLE BETA ISOFORM.// 
0.021: 247: 24//HOMO SAPIENS (HUMAN). //PI 2883 
F-NT2RP3001698 

F-NT2RP3001708//T1ISTED GASTRULATION PROTEIN PRECURSOR. //7. 7o-l 2: 7 
3 : 4 3 //DROSOPHILA MELANOGASTER (FRU I T FLY) . //P54356 
F-NT2RP3001712//CEC-1 PROTEIN. //I. 9s-07:121 :29//CA£N0RHABDITlS ELE 
CANS.//P34618 

F-NT2RP3001716//SALIVARY CLUE PROTEIN SGS-3 PRECURSOR. //O. 89:54: 40 
//DROSOPHILA SIMULANS (FRUIT FLY). //PI 3729 

F-NT2RP300 1 724//CHROMOOOMA I N-HEL I CASE-DNA-B I NO I NG PROTEIN 1 (CHO- 

1).//7.Se-41:164:48//H0M0 SAPIENS (HUMAN) . //O 14646 

F-NT2RP3001 727//HYPOTHETICAL 37.7 KD PROTEIN ZK686. 3 IN CHROMOSOME 

III. //I . Se-51 : 240:41//CAEN0RHA8DITIS ELEGANS. //P3466 9 
F-NT2RP300I730//SEPTIN 2 HOMOLOG (FRAGMENT) . //2. 4e- 1 22 : 267 : 86//HOM 
0 SAPIENS (HUMAN). //QUI 41 

F-NT2RP300I739//INTESTINAL SOOIUM/DICARBOXYLATE COT RAMS PORTER (NA 
(*) /D I CARBOXYLATE COTRANSPORTER) . //O. 99:63: 34//RATTUS NORVECICUS 
(RAT).//P70S45 

F-NT2RP30O1752//!!!! ALU SUBFAMILY SP WARNING ENTRY M!!//4.0e-21 
60:85//H0MO SAPIENS (HUMAN) .//P39I93 

F-NT2RP3001753//HYPOTHETICAL PROTEIN KIAA0127. //7. 9e-12:B3:44//H0N 
0 SAPIENS (HUMAN) . //Ql 41 40 

F-NT2RP3001764//DUAL SPECIFICITY PROTEIN PHOSPHATASE 6 (EC 3.1.3.4 
8) (EC 3.1.3.16) (DUAL SPECIFICITY PROTEIN PHOSPHATASE PYST1). //7. 
7e-25:146:36//HOM0 SAPIENS (HUMAN) .//Q 16828 

F -NT 2RP 300 1 777//SER I NE/THREON IKE-PROTEIN KINASE STE20 HOMOLOG (EC 
2.7.1.-).//0.0096:204:25//CANDIOA ALBICANS (YEAST) .//Q922 12 
F-NT2RP3001782//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6D.//0. 91 : 
34:44//P0NG0 PYGMAEUS ABEL 1 1 (SUMATRAN ORANGUTAN) . //P926 94 
F-NT2RP30O1 792//HETEROGENEOUS NUCLEAR R I BONUCLEOPROTE I N N (HNRNP 
N) . //I. 8«-33: 159: 53//HOMO SAPIENS (HUMAN) . //PS2272 
F-NT2RP300I 799//L IGHT-HARVESTING PROTEIN B800/830/1020. ALPHA- 2 CH 
AIM (EHS-ALPHA-2) (ANTENNA PIGMENT PROTEIN. ALPHA- 2 CHAIN). //0. 14: 
46 : 28//ECTOTH I ORHODOSP I RA HALOCHLOR I S. //P80 1 03 

F-NT2RP30018I9//PROCOLLAGEN ALPHA 2(1) CHAIN PRECURSOR. //O. 00030: 7 
7.36//H0M0 SAPIENS (HUMAN) . //P081 23 

F-NT2RP3001 844//0CTAMER-B I NO I NG TRANSCRIPTION FACTOR 1 (OTF-I) (N 
F-A1 ) (FRACMENT) . //O. 99 : 43 : 34//MACROPUS EUGENI I (TAMMAR WALLABY) . / 
/Q28466 

F-NT2RP3001854//FIBRINOGEN- AND IG-6INDING PROTEIN PRECURSOR (MRP 
PROTEIN).//9.3e-10:213:24//STREPTOCOCCUS PYOGENES. //P301 41 , 
F-NT2RP30O1855//H0ME0BOX PROTEIN PKNOXt (HOMEOBOX PROTEIN PREP-1). 
//2.6e-61:220:60//HOMO SAPIENS (HUMAN) .//P55347 
F-NT2RP300 1 857//VECETAT I BLE INCOMPATIBILITY PROTEIN HET-E-1.//1. 0 
e-13:213:24//PODOSPORA ANSER I NA. //000808 

F-NT2RP3001896//SPLICEOSOME ASSOCIATED PROTEIN 62 (SAP 62) (SF3A6 
6).//0.074:124:34//HOMO SAPIENS (HUMAN) .//Ql 5428 
F-NT 2RP3001898//REGULA TORY PROTEIN E2.//0. 36: 1 31 :29//CANINE ORAL P 
APILLOMAVIRUS (COPV) . //Q89420 

F-NT2RP30019I5//CHITIN BIOSYNTHESIS PROTEIN CHS 5 (CAL3 PROTEIN).// 
0. 0021: 237: 2 3//SACCHAR0MYCE$ CEREVISIAE (BAKER* S YEAST). //Ql 21 14 
F-NT2RP3001 926//HYPOTHETICAL 14.0 KD PROTEIN IN RPLIS6-GCR3 INTERC 
ENIC REGION.//1.0:63:34//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). 
//Q03880 

F-NT2RP3001929//!!!! ALU SUBFAMILY SX WARNING ENTRY ! ! !!//!. 4t-14: 
35:60//HOMO SAPIENS (HUMAN). //P39 195 

F-NT2RP300 1 931 //HYPOTHETICAL 59.3 KD PROTEIN IN TAP42-ARP9 INTERGE 
NIC REGION.//0.86:I62:24//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST 
).//Q05040 

F-NT2RP3001938//CLYC0PR0TEIN GP50.//0. 0036:54:40//PSEUD0RABIES VIR 
US (STRAIN RICE) (PRV) . //P0764S 

F-NT2RP3001943//33.2 KD PROTEIN IN DIND-RPH INTERGENIC REGION (ORF 

X) . //1 . 0 : 1 1 3 : 27//ESCHER I CHI A COL I. //P23839 
F-NT2RP300l944//HYP0THETiaL 47.6 KD PROTEIN C16C10.S IN CHROMOSON 
E IU.//4. le-56:208:47//CAEN0RHABDITIS ELEGANS. //QO 92 51 
F-NT2RP3001969//PUFF 11/9-2 PROTEIN PRECURSOR. //O. 0078:149: 26//SC I 
ARA COPROPHILA (FUNGUS GNAT) . //P2231 2 

F-NT2RP300I989//SPERM PROTAMINE PI (CYSTE I NE-R I CH PROTAMINE).//!. 
0:41:31//MU$ MUSCULUS (MOUSE) . //P0231 9 

F-NT2RP3002002//! M! ALU SUBFAMILY SX WARNING ENTRY !!•!//!. 2e-44 : 
69:79//HOMO SAPIENS (HUMAN).//P39I95 

F-NT2RP3002004//TRANSCRI PT ION FACTOR BF-2 (BRAIN FACTOR 2) (8F2)./ 
/0. 00024 : 45 : 40//MUS MUSCULUS (MOUSE) . //Q61 34S 

F-NT2RP3002007//TENASCIN PRECURSOR (TN) (HEXABRACHION) (CYTOTACTI 
N) (NEURONECT I N) (CMEM) (Jl) (NIOTENOINOUS ANTIGEN) (GLIOMA -ASSOC I 



9 3 6 



ffi!E#2 002-3046777 



#2000—118776 



[313 7 1 J 



ATED-EXTRACELLULAR MATRIX ANTICCN) (CP 150-225) (TEHASC I H-C) . //0. 2 
1:115: 28//HOMO SAP I ENS (HUMAN) . //P248 2 1 

F-NT2RP30020I4//HVPOTHETICAL 32.0 KO PROTEIN COSFS. 2 IN CHROMOSOME 

Ml //I. 76-25: 1 39: 48//CAEN0RHAB0 1 T I S ElECANS. //Q09232 
F-NT2RP3002Q33//ACTIYAT0R OF APOPTOSIS HARAXIRI (NEURONAL DEATH PR 
OTEIN OPS). //O. 14: 65: 41 //HOMO SAPIENS (HUMAN) . //OOO 1 98 
F-RT2RP3002045//ALPHA -ADAPT IN C (CLATHRIN ASSEMBLY PROTEIN COMPLEX 
2 ALPHA-C LARGE CHAIN) (100 KO COATED VESICLE PROTEIN C) (PLASMA 
MEMBRANE ADAPTOR HA2/AP2 ADAPT IN ALPHA C SUBUN I T).//8. 16-108: 192:9 
8//MUS MUSCULUS (MOUSE). //PI 7427 

F-NT2RP30020S4//HYPOTHET I CAL 35.5 KO PROTEIN IN TRANSPOSON TIMS 56. 
//0. 046 : 176: 31//STREPT0NYCES FRADIAE. //P201 86 

F-NT2RP3002056//140 KD NUCLEOLAR PHOSPHOPROTE I N (N0PP140).//!. 46-0 
7:245:25//RATTUS NORYEGICUS (RAT) . //P4I 777 

F-NT2RP30020S7//SMALL HYDROPHOBIC PROTEIN.//' . 0 : 12:6 6//S I M I AN VIRU 
S 5 (STRAIN 13) (SV5) . //P07577 

F-NT2RP3O02062//PROTEASE A INHIBITOR 3 (PROTEINASE INHIBITOR 1(A) 
3).//I.O:49:32//SACCHARONYCES CEREVISIAE (BAKER' S YEAST). //PO 1094 
F-NT2RP3002063//ACYL CARRIER PROTEIN (ACP) .//0. 99: 38: 3I//HAEM0PHIL 
US INFLUENZAE. //P43709 

F-NT2RP3002081 //HYPOTHETICAL 100.5 KD PROTEIN C1B9.04 IN CHRONOSOM 
E l.//S.8e-3S:2S3:37//SCHIZOSACCHAR0NYCES PONBE (FISSION YEAST).// 
Q10429 

F-NT2RP3002097//HYPOTHET I CAL 99.1 KO PROTEIN IN SPX19-GCR2 INTERCE 
NIC REGION. //6. 2«-06: 99: 3 I//SACCHARONYCES CEREVISIAE (BAKER'S YEAS 
T).//P40164 

F-NT2RP3002102//HYPOTHETICAL 7.4 KD PROTEIN. //0. 68:34 : 47//TKERN0PR 
OTEUS TENAX VIRUS I (STRAIN KRAI) (TTVI) . //PI 9302 
F-NT2RP3002108//HYPOTHETICAL 105.5 KD PROTEIN RI3F6. 10 IN CHROMOSO 
HE lll.//7.9«-t9:179:34//CAENORHABDiTIS ELECANS. //Q2 1 986 
F-NT2RP3002142//MM ALU SUBFAMILY J MARNING ENTRY • !l!//2. 66-17:3 
7:75//H0MO SAPIENS (HUMAN) . //P 39 188 

F-NT2RP3002 1 46//CUT 1 CLE COLLAGEN 40. //O. 00034: 90: 37//CAENORHABD I T I 
S ELEGANS.//P34804 

F-NT2RP3002147//SALIVARV PROLINE-RICH PROTEIN PO PRECURSOR (ALLELE 

S).//0. 011:1 66 28//HOMO SAPIENS (HUMAN) .//PI 0163 
F-NT2RP3002151//G1 TO S PHASE TRANSITION PROTEIN 1 HOMOLOG (GTP-BI 
NDING PROTEIN GST1-HS).//4. Se-1 1 :60: 53//H0NO SAPIENS (HUMAN) . //PI 5 
170 

F-NT2RP30021 63//TRANSCR I PT I ON INITIATION FACTOR TFI ID 135 KD SUBUN 
IT (TAFI 1-135) (TAFII135) (TAFII-130) (TAF1 1 130). //0. 028: 191 :29//H 
OHO SAPIENS (HUMAN). //OOO 26 8 

F-NT2RP3002 ^//TRANSCRIPTIONAL REGUUTOR PROTEIN HCNGP.//2. 3e-l3 
1 : 223 : 91 //MUS MUSCULUS (MOUSE) . //Q0261 4 

F-NT2RP3002166//D-ALANYL CARRIER PROTEIN (DCP).//1. 0:65:33//LACT08 
ACILLUS CASEI.//P55153 

F-NT2RP3D02173//MH ALU SUBFAMILY SQ RARNING ENTRY • ! ! !//2. 46-26: 
114:62//K0HO SAPIENS (HUMAN). //P 391 94 

F-NT2RP30O2181//MALE SPECIFIC SPERM PROTEIN NST8400. //O. 25:31 :38// 
DROSOPHILA NELANOGASTER (FRUIT FLY) . //Q01 64S 

F-NT2RP3002244//SPERN PROTAMINE PI (CYSTEINE-RICH PROTAMINE) . //O. 0 
69:I6:62//0VIS ARIES (SHEEP). AND CAPRA HIRCUS (GOAT). //P04 102 
F-NT2RP3002248//N I CROF I BR I LLAR- ASSOC I ATEO PROTEIN 1 (ASSOCIATED Nl 
CR0FI8RIL PROTEIN) (AMF) . //O. 0079:187: 24//GALLUS CALLUS (CHICKEN). 
//P55080 

F-NT2RP3002255//PROLINE-RICH PROTEIN NP-3 (FRAGMENT) . //4. 66- 10:16 
8 : 34//MUS MUSCULUS (MOUSE) . //PO 5 1 43 

F-NT2RP3002273//SCD6 PROTEIN. //I. 56-1 1 : 160: 33//SACCHAROMYCES CEREV 
ISIAE (BAKER'S YEAST) . //P45978 

F-NT2RP30O2276//PRO8ABLE E4 PROTEIN. //O. 91 : 64: 29//HUMAN PAPILLOMAV 
IRUS TYPE 16.//P06922 

F-NT2RP30O2303//HYPOTHETICAL 30.2 KD PROTEIN C407.04C IN CHRONOSOM 
E I.//1. 76-42: 191 :43//SCHIZQSACCHAROMYCES POMBE (FISSION YEAST).// 
014171 

F-NT2RP3002304 

F-NT2RP3002330//NNP- 1 PROTE IN. //O. 52: 140: 1 8//MUS MUSCULUS (MOUSE) . 
//P56183 

F-NT2RP3002343//5E5 ANT I CEN. //0. 0056: 189: 30//RATTUS NORVECICUS (RA 
T).//Q63003 

F-NT2RP30023 51 //NAD-DEPENDENT NETHYLENETETRAHYDROFOLATE DEHYDROCEN 
ASE (EC 1.5.1.15) / METHENYLTETRAHYOROFOLATE CYCLOHYDROLASE (EC 3. 
5.4.9) MITOCHONDRIAL PRECURSOR. //I . Oe-66 : 1 96 : 68//HOMO SAPIENS (HUM 
AN). //PI 3995 

F-NT2RP3002352//PRESYNAPTIC PROTEIN SAP102 (SYNAPSE-ASSOCIATED PRO 
TEIN 102) (NEUROENOOCR I NE-DLG) (NE-OLC). //O. 79: 173:27//HOMO SAPIEN 

5 (HUMAN) . //Q92796 

F-NT2RP3002377//PUTATIVE HELICASE YGR27 1 1. //I . Oe-56 : 21 6 : 44//SACCHA 
ROMYCES CEREVISIAE (BAKER' S YEAST). //P53327 

F-NT2RP3002399//MIN I CHROMOSOME MAINTENANCE PROTEIN S.//1. 4t-19: 13 

6 3I//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P53091 



F-NT2RP3002402//EBNA-6 NUCLEAR PROTEIN (EBNA-3C) (EBNA-4B) . //O. 74 : 
107:36//EPSTEIN-6ARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4).// 
P03204 

F-NT2RP300245S//DNAJ PROTE I N (FRAGMENT) . //S. 6«-06 : 57 : 42//AGROBACTE 
RIUM TUMEFAClENS. //P50018 

F-NT2RP3002484//HYPOTHETICAL 46.5 KD PROTEIN C12BI0.04 IN CHROMOSO 
ME l.//0.00032:52:48//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST).// 
Q 10438 

F-NT2RP3002 SOI //HYPOTHETICAL 34.9 KD PROTEIN IN FRE2-JEN1 INTERGEN 
IC REGION. //9. 40-42: 209 : 4 2//SACCHA ROMYCES CEREVISIAE (BAKER' S YEAS 
T).//P36007 

F-NT2RP3002S12//HYPOTHETICAL 37.4 KD PROTEIN IN GPM1 -MCR1 INTERGEN 
IC REGION. //7.7e- 32: 162: 37//SACCHAROMYCES CEREVISIAE (BAKER' S YEAS 
T).//P36059 • 

F-NT2RP3002529//PUTAT I VE VACUOLAR PROTEIN SORTING-ASSOCIATED PROTE 
IN C2G11.03C.//2. 10-45:241 :43//SCHIZOSACCHAROMYCES POMBE (FISSION 
YEAST) . //Q09605 
F-NT2RP3002545 

F-NT2RP3002549//HYPOTHET ICAL 26.6 KD PROTEIN TI9C3.4 IN CHROMOSOME 

I II.//!. 8e-41 : 151 :S2//CAEN0RHABDITIS ELECANS. //Q 100 10 
F-RT2RP3002 566// IMMEDIATE-EARLY PROTE I N IE180.//0. 56: 1 30: 24//PSEUO 
0 RABIES VIRUS (STRAIN KAPLAN) (PRV) . //P33479 
F-NT2RP3002587 
F-NT2RP3002590 

F-NT2RP3002602//PROTEIN DISULFIDE ISOMERASE PRECURSOR (POD (EC 5. 
3.4.1) (THIOREDOXIN- RELATED GLYCOPROTEIN 1) .//O. 00091 : 1 1 1 : 28//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST). //PI 796 7 

F-NT2RP3002603//HYPOTHETICAL 14.2 KD PROTEIN IN BLAB 3: RECI0N.//1 . 
0:65:4O//STREPT0NYCES CACAO I. //P 3 36 54 

F-NT2RP3002628//DNAJ-LIKE PROTEIN SLR0093.//2. 40-17: 101 :44//SVNECH 
OCYSTIS SP. (STRAIN PCC 6803) . //P50027 

F-NT2RP3002S31//METALLOTHIONEIN-IB (NT-IB). //O. 092: 36: 33//HONO SAP 
I ENS (HUMAN). //P07438 

F-NT2RP3002650//DUAL I N.//3. 00-21:1 84 :37//GALLUS CALLUS (CHICKEN) . / 
/Q90830 

F-NT2RP3002659//PROCOLLAGEN ALPHA 2(1) CHAIN PRECURSOR. //O. 00016: 2 
23:33//HOMO SAPIENS (HUMAN) . //P081 23 

F-NT2RP3002660//40S RIBOSOMAL PROTEIN S2TA.//0. 16:72: 31//CAEN0RHA8 
OITIS ELECANS. //P37 165 

F-NT2RP3002663//OXYSTEROL-BINOING PROTEIN. //5. 40-23: 168: 41//H0N0 S 
API ENS (HUMAN) . //P220S9 

F-NT2RP30O267 I //HYPOTHETICAL 124.5 KD PROTEIN IN SK0I-RPL44A INTER 
GENIC REGION. //6. 00-38: 203: 43//SACCHAROMYCES CEREVISIAE (BAKER'S Y 
EAST).//P53893 

F-NT2RP3002682//NADH-U8 IQU I NONE OXIDOREDUCTASE CHAIN 4L (EC 1.6.5. 
3).//0.25:63:31//ARTEMIA SAL IMA (BRINE SHRIMP) . //PI 9049 
F-NT2RP3002687//HYPOTKET I CAL 30.4 KD PROTEIN IN LEF3-IAP2 INTERGEN 

IC REGION. //O. 029: 60: 36//AUTOGRAPHA CALIFORNICA NUCLEAR POLYHEOROS 

IS VIRUS (ACNNPV).//P41469 

F-NT2RP3002688//K I NES IN-LIKE PROTEIN KIF1B. //5. 3e-61 : 1 30 : 88//NUS M 
USCULUS (MOUSE). //Q6057S 

F-NT2RP30O270! //SPERM MITOCHONDRIAL CAPSULE SELENOPROTEIN (NCS).// 
7.40-OS:1O9:33//MUS MUSCULUS (MOUSE) . //PI 5265 

F-NT2RP3002713//PR08ABLE ATP-DE PENDENT RNA HELICASE ODXlO (DEAH BO 
X PROTEIN 10). //O. 77:70 : 32//HOMO SAPIENS (HUMAN) . //Q1 3206 
F-NT2RP3002763//HYPOTHET I CAL 11.3 KO PROTEIN C2C6.07 IN CHROMOSOME 
I. //G. 76-11:66: 40//SCH I ZOSACCHAROMYCES POMBE (F I SS I ON YEAST) . //01 
4056 

F-NT2RP3002770//COLLAGEN ALPHA 1(IX) CHAIN (FRAGMENT). //O. 33 : 87: 34 
//MUS MUSCULUS (MOUSE) . //Q05722 

F-NT2RP30027BS//LETHAL(2)OENTICLELE$S PROTEIN (DTL83 PROTEIN) .//9. 
70-36:187:39//DROSOPHILA MELANOGASTER (FRUIT FLY) . //Q24371 
F-NT2RP3002799//! ! ! ! ALU SUBFAMILY j IARNING ENTRY ! ! ! !//5.6e-08:4 
l:73//H0MO SAPIENS (HUMAN). //P39 188 

F-NT2RP3002810//!!!! ALU SUBFAMILY SP IARNING ENTRY HM//0. 0034:3 
5:65//H0M0 SAPIENS (HUMAN). //P3 9 193 

F-NT2RP3002818//MAJ0R CENTROMERE AUTOANT I GEN B (CENTROMERE PROTEIN 

8) (CENP-B).//3. 26-17: 148: 37//MUS MUSCULUS (MOUSE). //P? 7 7 90 
F-NT2HP3002861 //HYPOTHETICAL 70.2 KD PROTEIN IN GSH1 -CHS6 INTERGEN 
IC REGION. //I. 76-05: 95: 31 //SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P42951 

F-NT2RP3002869//TRYPSIN INHIBITOR II (8DT I - It ) . //O, 97 : 2 3 : 39//BRYON 
I A OIOICA (RED BRYONY). //P1 1968 

F-NT2RP3002876//ACIOIC PROLINE-RICH PROTEIN PRECURSOR (CLONE PRP3 
3).//0. 00017: 140: 31//RATTUS NORVECICUS (RAT) . //P04474 
F-NT2RP3002877//! !!! ALU SUBFAMILY SQ IARNING ENTRY ! » ! !//2. Se-06: ' 
S5:60//HOMO SAPIENS (HUMAN) . //P 39 1 94 

F-NT2RP3002909//P53-BINDING PROTEIN S3BP2 (BCL2-6INDINC PROTEIN) 
(BBP).//4. 66-08:1 29 :38//HOMO SAPIENS (HUMAN). //Q1 3625 
F-NT2RP30029 II //HYPOTHETICAL PROTEIN CI8. //O. 99:26:S0//SMINEPOX VI 
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RUS (STRAIN KAS2A) (SPV).//P32217 

F-NT2RP30O2948//RINC CANAL PROTEIN (KELCH PROTEIN).//!. 20-23: 113:4 
7//DR0S0PHILA NELANOCASTER (FRUIT FLY) . //Q046S2 
FHIT2RP3M29S3//CADHER IN-RELATED TUMOR SUPPRESSOR PRECURSOR (FAT P 
ROTEIN).//0.55:116:27//OR0SOPHILA NELANOCASTER (FRUIT FLY).//P334S 
0 

F-NT 2RP30O2955//HYPOTHET I CAL 16.5 KD PROTE I N I N BLTR-SPO 1 1 1 C I NTER 
GENIC REGI0N.//0.87:67:37//BAClLLUS SUBTIL I S.//P5444S 
F-NT2RP30O2969//LONG-CHA I N-FATTY-AC I D — COA LI CASE 4 (EC 6.2.1.3) 
(LONG-CHAIR ACTL-COA SYNTHETASE 4) (LACS 4). //6. 70-S6: 189: 59//HOMO 
SAPIENS (HUMAN). //0604B8 
F-NT2RP3002972//HYPOTHET I CAL 73.0 KD PROTEIN IN CLA4-NID1 INTERGEN 
IC REGI0N.//0.0028:I47:27//SACCHAR0NTCES CEREVISIAE (BAKER'S YEAS 
T).//P48566 

F-NT2RP3002978//PHO8ABLE E5 PROTEIN. //O. IS: SS: 36//HUMAN PAPILLONAV 
IRUS TYPE 5I.//P265S3 

F-NT2RP30O298S//NETALLOTHI0NEI N (NT). //O. 0031 :49:42//PLEUR0NECTES 
PLA TESSA (PLAICE).//P07ZI6 

F-NT2RP30O2988//NEUROGENIC LOCUS NOTCH HOMOLOG PROTEIN 1 PRECURSOR 
(NOTCH PROTEIN).//1.0:lll:29//NUS NUSCULUS (MOUSE) . //Q01 70S 

F-NT2RP3003008//HYPOTHET I CAL S4. 7 KO PROTE I N F37A4. I IN CHROMOSOME 
III. //0. 9S : 1 1 2 : 2 5//CAEN0 RHABO I T I S ELEGANS. //P41 879 

F-NT2RP3003032 

F-NT2RP3OO30S9//HYPOTHET 1 CAL 52. 3 KO PROTEIN C56F8. 06C IN CHROMOSO 
ME I PRECURSOR. //9. 70-27: 21 6 : 37//SCHI20SACCHAROMYCES POMBE (FISSIO 
N YEAST). //QI02S4 

F-NT2RP3003061//ANKYRIN R (ANXYRINS 2.1 AND 2.2) (ERYTHROCYTE ANXY 
R I N).//3. 70-25:1 67 :34//H0M0 SAPIENS (HUNAN). //PI 6 157 
F-NT2RP3003068//SERYL-TRNA SYNTHETASE (EC 8.1.1.11) (SERINE— TRNA 
LIGASE) (SERRS) (FRAGMENT). //O. 074:82: 3 9//SULF0L08US SOLFATARICUS. 
//033780 

F-NT 2R P30O3 07 1 / /VASOD I LATOR- ST I MULATED PHOSPHOPROTE IN (VASP).//0.0 
085:I28:30//H0M0 SAPIENS (HUNAN) . //P50552 

F-NT2RP3003078//SPERN ACROSOMAL PROTEIN FSA-ACR. 1 PRECURSOR (FRAGM 
ENT).//0.028:185:31//VULPES VULPES (RED FOI) . //PS33S3 
F-NT2RP30O3 I 01 //TETRACYCLINE RESISTANCE PROTEIN. CLASS C (TETA(C) 
).//?.0e-14:243:25//ESCHERICHIA C0LI.//PO2981 

F-NT2RP30031 21//SUPPRESS0R PROTEIN SRP40.//7. 40-05: 143:2 7//SACCHAR 
OMYCES CEREVISIAE (BAKER' S YEAST) . //P 32 583 

F-NT2RP3003I33//85 KD YES-ASSOCIATED PROTEIN (YAP85). //0. 024:61 :42 
//CALLUS CALLUS (CHICKEN) . //P4S936 

F-NT2RP3003138//KINES IN-LIKE PROTEIN KIF4.//1. 1e-1 18: 151 :93//MUS M 
USCULUS (MOUSE). //P33 174 

F-NT2RP3003139//ATP-BINDING CASSETTE TRANSPORTER ABC1.//1.0: 70: 30/ 
/SCHIZOSACCHAROMYCES POMBE (FISSION YEAST) . //Q92337 
F-NT2RP300314S//M1LX FAT GLOBULE -ECF FACTOR 8 PRECURSOR (MFG-E8) 
(HMFG) (BREAST EPITHELIAL ANTIGEN BA46) (MFGM).//2. Oe-12: 121 :37//H 
OMO SAPIENS (HUMAN).//Q0843I 
F-NT2RP30031SO 

F-NT2RP30031S7//ZINC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPF1). 
//4. 00-79: 260: S4//H0M0 SAPIENS (HUMAN). //PS 1522 

F-NT2RP3003185/AROPOMYOSIN. //O. 077: 1 22: 27//SCHI ZOSACCHAROMYCES PO 
MBE (FISSION YEAST) . //Q 02088 

F-NT2RP3003193//2INC FINGER PROTEIN 1 3S.//7. 20-91 : 239:65//HOMO SAP 
I ENS (HUMAN) . //PS 2742 

F-NT2RP30O31 97//HYPOTHET ICAL 28.1 KD PROTEIN IN SIPU-PBPC INTERGEN 
IC REGION.//!. 3«-07: 1 17: 34//BACILLUS SUBT I L I S. //P42966 
F-NT2RP3003203//HYPOTHET I CAL 33. S KO PROTEIN C1D4.02C IN CHRONOSOM 
E I. //9. 90-23:1 32 :39//SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST).// 
QI0149 

F-NT2RP3003204//RAS-LIKE PROTEIN RASB.//0. 92: 103: 27//DICTYOSTELIUM 

DISCOIDEUH (SLIME HOLD) . //P32252 
F-NT2RP3003210//VERY HYPOTHETICAL 13.2 KD PROTEIN IN PTC3-SAS3 INT 
ERGENIC REGI0N.7/0.23:I06:33//SACCHAR0MYCES CEREVISIAE (BAKER'S YE 
AST).//P38190 

F-NT2RP30032 1 2//SUPPRESS0R PROTEIN SRP40. //0. 019:171: 23//SACCHAROM 
YCES CEREVISIAE (BAKER' S YEAST) . //P32583 

F-NT2RP3OO3230//CORON IN-LIKE PROTEIN P57.//8. 30-74: 183: 73//BOS TAU 
RUS (BOVINE).//q92l76 

F-NT2RP3003242//STANN I OCALC I N PRECURSOR. //! . 4 8 -2 1 : 1 27 : 37//HOMO SAP 
I ENS (HUMAN). //P52823 

F-NT2RP30O3251//DO1N REGULATORY PROTEIN OF INTERLEUKIN 2 RECEPTOR. 
//3. 1 0-S1 : 1 98 : S2//MUS NUSCULUS (MOUSE) . //PI S533 
F-NT2RP3003264//E6 PROTE IN. //I. 0:31 :4I//HUMAN PAPILLOMAVIRUS TYPE 
48.//080920 

F-NT2RP3003278//45. 8 KD PROTEIN IN SHMI-MRPL37 INTERGEN I C REGION. / 
/8. 60-07: 80: 33//SACCHAROMYCES CEREVISIAE (BAKER' S YEAST) . //P38344 
F-NT2RP3003282//DYNANIN 2 (DYNANIN UDNN) . //8. Oe- 1 08 : 226 : 88//MU5 MU 
SCULUS (MOUSE). //P390S4 

F-NT2RP3003290//BIOH PROTEIN. //O. 0055: 107: 30//ESCHER I CHI A COLI.//P 



13001 

F-NT2RP30O3 30 I //MITOCHONDRIAL LON PROTEASE HOMOLOG 1 PRECURSOR (EC 

3.4.21. -).// 1- 3 0-69: ZOO: S5//ARAB IMPS IS THALIANA (MOUSE-EAR CRES 
S).//064948 

F-NT2RP3003302//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //6. 40-69: 10 
2:66//HOMO SAPIENS (HUMAN) . //P08547 

F-NT2RP30033 11 //MYOSIN II HEAVY CHAIN. NON MUSCLE. //O. 18: 225: 26// A 
CANTHAMOEBA CASTELLAN 1 1 (AMOEBA) . //P0S6S9 

F -NT 2 RP 3003 31 3// SAL I VARY PROLIKE-RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIDE P-0] (FRAGMENT) . //0. 0014: 142: 33//HOMO SAPIENS (HUMAN 
).//PI0162 

F-NT2RP3003327//52 KD RO PROTEIN (SJOGREN SYNDROME TYPE A ANTIGEN 
(SS-A)) (RO(SS-A)) (RO52).//8.80-18:94:43//MUS NUSCULUS (MOUSE).// 
Q62191 

F-NT 2RP3003330//HYP0THET ICAL PROTEIN K I AAO 176 (FRAGMENT) . //I. 3 0-2 
0:I23:44//HOMO SAPIENS (HUMAN). //Q 146 81 

F-NT2RP3003344//HYPOTHETICAL 6.8 KD PROTEIN IN I CDC -NINE INTERGENI 
C RECION.//t.0:28:42//ESCHERtCHIA COL I . //P75991 
F-NT2RP3003346//! »! ! ALU SUBFAMILY SB2 MARNING ENTRY !!!!//6.9e-2 
6:74:78//HOMO SAPIENS (HUMAN). //P39 191 

F-NT2RP3003353//HYPOTHETICAL 52.4 KD PROTEIN R0807. 2 IN CHROMOSMC 

1 1 1.//3. 70-10: 1 18: 33//CAEN0RHAB0 IT IS ELEGANS. //P3064I 
F-NT2RP3003377//PUTATIVE CUTICLE COLLAGEN F09G8. 6. //I . 50-05: 102:37 
/ /CAENORHABD I T I S ELEGANS. //P34391 
F-NT2RP3003384 

F-NT2RP3003385//SKD3 PR0TEIN.//5. 10-83: 210: 69//MUS NUSCULUS (NOUS 

E).//Q60649 

F-NT2RP3003403 

F-NT2RP30034O9//SOI-22 PROTE I N.//0. 042:1 73 :28//HOMO SAPIENS (HUHA 
N).//O15370 

F-NT 2RP30034 11 //PROBABLE E3 PROTEIN. //0. 17:91 : 31//B0VINE PAPILLOMA 
VIRUS TYPE 2. //PI 1300 

F-NT2RP3003427//HOLOTRICIN 3 PRECURSOR. //O. 012 : 36 : 41 //HOLOT RICH I A 

OIOMPHALIA.//Q2S05S 

F-NT2RP3003433 

F-NT2RP3003464//HYP0THET ICAL 57. 5 KD PROTEIN IN VNA7-RPS25A INTERG 
EN I C REG I ON. //0. 0042 : 1 10: 40//SACCHAROMYCES CERE V I S I AE (BAKER' S YEA 
ST).//P53214 
F-NT2RP3003490 

F-NT2RP3003491//10 KO CHAPERON IN (PROTEIN CPN10) (PROTEIN GROES) 
(HEAT SHOCK 10 KD PROTEIN) .//O. 99:49 :34//LEPT0SP IRA INTERROGANS. // 
P3S472 

F-NT2RP3003S00//SCY1 PROTEIN. //6. 80-U: 192: 26//SACCHAROMYCES CEREV 
ISIAE (BAKER'S YEAST) . //P53009 

F-NT2RP3003543//COLUGEN ALPHA 5(1 V) CHAIN PRECURSOR. //O. 0026: 1 75: 
30//H0MO SAPIENS (HUMAN) . //P2 9400 

F-NT2RP30O35S2//ANNEX IN V 1 1 (SYNEX IN) (FRAGMENT) . //0. 19:21: 47//B0S 

TAURUS (BOVINE). //P20072 
F-NT2RP3003SSS//HYPOTHETICAL 32.6 KD PROTEIN IN MET30-PIC2 INTERGE 
NIC REGION. //7. 30-27:1 59 :43//SACCHAR0MYCES CEREVISIAE (BAKER'S YEA 
ST).//P40S29 

F-NT2RP3003584//RNA RE PL I CASE POLYPROTEIN (EC 2. 7. 7. 48) . //1 . 0: 99: 3 
O//TURNIP YELLOM MOSAIC VI RUS. //PI 0358 

F-NT2RP3003S72//PUTATIVE CUTICLE COLLAGEN F09G8. 6. //O. 33 : 1 28: 32//C 
AENORHABOITIS ELEGANS. //P34391 

F-NT2RP3003576//!!!! ALU SUBFAMILY SX IARNING ENTRY ! • M//7. 1 0-28: 
S8:77//HOMO SAPIENS (HUMAN) . //P391 95 

F-NT 2RP300 3 S89//RAS- RELATED PROTEIN RAB-IO. //S. 40-54: 1 14 : 94//CANI S 

FAMILIAR IS (MG).//P24409 
F-NT2RP3003621 //COAGULATION FACTOR XII PRECURSOR (EC 3.4.21.36) (H 
ACE NAN FACTOR) (HAF).//2. 00-15 : 89: 40//HOM0 SAPIENS (HUMAN) . //P0074 
8 

F-NT2RP3003625//MALE SPECIFIC SPERM PROTEIN MST84M.//0. 99: 22 50// 
DROSOPHILA NELANOCASTER (FRUIT FLY) . //Q01 645 

F-NT2RP30036S6//HOME080X PROTEIN 0TX3 (20TX3) . //O. 30: 11 1 : 2S//BRACH 
YDANIO RERIO (ZEBRAFISH) (ZEBRA OANIO) .//Q90267 

F-NT2 RP 30036 5 9//HYP0THET ICAL 49.8 KD PROTEIN IN RPL14B-GPA1 INTERC 
ENIC REGION. //I. 10-20: 127: 37//SACCHAROMYCES CEREVISIAE (BAKER* S YE 
AST) . //P38755 

F-NT2RP300366S//PENAEIDIN-3C PRECURSOR (P3-C) .//O. 34: 52: 34//PENAEU 
S VANNAMEI (PENCE ID SHRIMP) (EUROPEAN IHITE SHRIMP) . //P8 1060 
F-NT2RP3003672//T-CELL SURFACE GLYCOPROTEIN E2 PRECURSOR (E2 ANTIC 
EN) (COS 9) (HIC2 PROTEIN) (12E7).//8. 70-15: 146: 42//HOMO SAPIENS (H 
UMAN).//P14209 

F-NT2RP3003680//HYPOTHET I CAL 55.1 KD PROTEIN IN FAB I -PES 4 INTERGEN 
IC REGION.//4.30-25:159:4O//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P43601 

F-NT2RP3003686//NONH1 STONE CHROMOSOMAL PROTEIN HMG-17.//0. 067:63: 3 
I //CALLUS CALLUS (CHICKEN) .//P023I4 

F-NT2RP3003701//F-SPONOIN PRECURSOR. //I. 80-13: 193: 27 //RATTUS NORVE 
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GICUS< (RAT).//P3S44S 

F-NT2RP3O03716//SLIT PROTEIN PRECURSOR. //I. 3«-12: ISO: 34//DROSOPHIL 
A MELANOCASTER (FRUIT FLV).//P240W 

F-NT2RP300J725//INSERTION ELEMENT IS136 HYPOTHETICAL 16.9 KD PROTE 
IN. //O. 47 : 1 09: 28//ACROBACTER I UN TUNEFACIENS. //P05680 
F-NT2RP300174S//HYPOTHETICAL 7.7 KO PROTEIN IN FIIX 3' REGION (ORF 
1).//0.S7:34:38//AZ0RHIZOBIUM CAULIN0DANS.//P26486 . 
F-NT2RP300379S//!!!! ALU SU8FANILT SI IA RUING ENTRY ! ! M//4. 3t-IO: 
40:90//H0NO SAPIENS (HUNAN) . //P391 95 

F-NT2RP3Q03799//MAT I NG-TYPE PHERONONE B8PI (3) PRECURSOR. //O .75:40: 
36//SCHI ZOPHYLLUM CONNUNE (BRACKET FUNCUS) .//P78744 
F-NT2RP3O03800//PROTO-ONCOCENE TYROSINE- PROTE IN KINASE SRC (EC 2. 
7.1.112) (PfiO-SRC) . //4. 2e-S 1 : 72 : 9S//CALLUS CALLUS (CHICKEN) .//POOS 

F-NT2RP3003805//HYPOTHET I CAL 32.1 KO PROTEIN IN 08P7-CCN3 INTERGEN 
IC REGION. //0. 00089: 160: 2S//SACCHAR0NYCES CEREVI SI AE (BAKER'S YEAS 
T).//P3«121 

F-NT2RP3003809//COLLAGEN ALPHA 1(111) CHAIN (FRAGMENTS). //O. 028: 13 
S:3S//GALLUS GALLUS (CHICKEN). //PI 2 1 OS 

F-NT2RP300381 9//C-H0RDE I N (PCP387) (FRAGMENT) . //0. 0028 : 90 : 33//HORO 
EUM VULGARE (BARLEY) . //P06472 

F-NT2RP3 00382 S//PHOSPHAT I OYLCHOL INE TRANSFER PROTEIN (PC-TP). //S. 6 
e-20:174:31//B0S TAURUS (BOVINE) .//P02 7 20 

F-NT2RP3 00382 8//A0ENYLATE CYCLASE. TYPE V (EC 4.6.1.1) (ATP PYROPH 
OSPHATE-LYASE) (CA(2+)-INHlBITABLE ADENYLYL CYCLASE) . //O. 0017: 11 1 : 
38//CANIS FAMILIAR IS (DOC) . //P30803 

F-NT2 RP 300383 1//END0NUC LEASE C PRECURSOR (EC 3.1.30.-) (ENDO G).// 
1. 1 e-37:l 87 :42//MUS MUSCULUS (HOUSE) . //008600 

F-NT2RP3003833//HYPOTHET I CAL 6.4 KD PROTEIN IN 1NTE-PIN INTERGEN I C 

REGI0N.//1.0:38:39//ESCHERICHIA C0LI.//P7S979 
F-NT2RP3003842 

F-NT2RP3003846//RETINAL DEGENERATION B PROTEIN (PROBABLE CALCIUM T 
RANSPORTER ROG8).//0. 61 : S4: 35//0R0S0PHILA NELANOGASTER (FRUIT FLY 
J.//P43I25 

F-NT2RP3003870//MALE SPECIFIC SPERM PROTEIN NST84DB.//0. 83: SI : 37// 
OROSOPH I LA MELANOCASTER (FRU I T FLY) . //Q0 1 643 

F-NT2RP3003876//PROTEIN TRANSPORT PROTEIN SEC2.//0.0017: 1S1 :27//SA 
CCHAROMYCES CEREVISIAE (BAKER'S YEAST). //PI 7065 

F-NT2RP3003914//UDP-GLUCOSE: GLYCOPROTEIN GLUCOSYLTRANSFERASE PRECU 
RSOR (EC 2.4.1.-) (0UGT).//3. 3t-23: 76 :64//DR0S0PH I LA MELANOCASTER 
(FRUIT FLY).//Q09332 

F-NT2 RP300 3 9 1 8//VES I CLE - AS SOC I ATED MEMBRANE PROTE I N/SYNAPTQ8REV I N 
BINDING PROTEIN (VAP-33). //5. 5e-45: 127:69//APLYSIA CALIFORNICA (CA 
LIFORNtA SEA HARE). //01 6 943 
F-NT2RP3O03932 

F-NT2RP3O0396S//PREPROTEIN TRANSLOCASE SECE SUBUN I T.//0. 96:46:32// 
THERMO TOGA MARIT1MA. //P3S874 

F-NT2RP3003992//NUCLEAR LOCALIZATION SEQUENCE BINDING PROTEIN (P6 
7) .//0. 001 1 : 170: 26//SACCHAROMYCES CEREVISIAE (BAKER' S YEAST) . //P27 
476 

F-NT2RP3004013//DOUBLE-STRANDED RNA-SPECIFIC EDITASE 1 (EC 3. S. -. 
-) (DSRNA ADENOSINE DEAMINASE) (RNA EDIT INC ENZYME D.//3. 6e-21 : 13 
4.-45//RATTUS NORVEGICUS (RAT) . //P5 1400 

F-NT2RP300401 6//HYP0THET I CAL 24.1 KD PROTEIN IN LEF4-P33 INTERGEN I 
C REG I ON. //O. 00021 : 64 : 40//AUT0GRAPHA CAL IFORN I CA NUCLEAR POLYHEDRO 
SIS VIRUS (ACNNPV).//P41479 

F-NT2RP3004041//SPERM PROTAMINE P1.//0. 0028:43:46//ORNITHORHYNCHUS 

ANATINUS (DUCKBILL PLATYPUS) . //P3S307 
F-NT2RP30040S1//NICROBIAL COLLAGENASE PRECURSOR (EC 3.4.24.3) (120 

KD C0LUGENASE).//0.0079:194:24//CL0STRIDIUN PERFRINGENS.//P431S3 
F-NT2RP3004070//MM ALU SUBFAMILY J IARNING ENTRY ! !!!//3. 4e-1 1 : 5 
1:72//HOMO SAPIENS (HUNAN). //P39 188 

F-NT2RP3004078//DNA BINDING PROTEIN RFX2. //2. 7e-1 14: 243 : 87//MUS HU 
SCULUS (MOUSE). //P48379 

F-NT2RP3004O93//HYPOTHET I CAL 32.3 KD PROTEIN IN RHSE-NARV INTERGEN 
IC REGION (0RFB).//8. Oe-13: 111 : 41 //ESCHERICHIA COLI . //P37757 
F-NT2RP300409S//! ! ! ! ALU SUBFAMILY J IARNING ENTRY H ! !//1. Se-17: 7 
2:6S//KOMO SAPIENS (HUMAN) . //P391 88 

F-NT2RP300411Q//!!!! ALU SUBFAMILY SX IARNING ENTRY !H!//2.6«-10: 
SI :72//HOMO SAPIENS (HUNAN) .//P39I9S 

F-NT2RP300412S//ZINC FINGER PROTEIN 7S.//1. U-28: 118:47//H0M0 SAPI 
ENS (HUMAN). //PS1 81 S 

F-NT2RP3004 1 45/ /AEROLYS I N REGULATORY PROTEIN. //0. 01 2:45: 3 3//AER0M0 
NAS SOBRIA.//P09165 

F-NT2RP3004148//METALLOTHIONEIN-I (NT-1) .//O. 055: t8:50//COLUMBA LI 
VIA (DOMESTIC PIGEON). //PI 5 786 

F-NT2RP3004155//UBI QUI NONE BIOSYNTHESIS PROTEIN C0Q7 HOMOLOG. //I. 7 
e-82:178:89//RATTUS NORVEGICUS (RAT).//Q63619 

F-NT2RP30041 89//VEGETATIBLE INCOMPATIBILITY PROTEIN HET-E-1 .//I. 7 
•-1I:215:24//POOOSPORA ANSER I NA. //Q00808 
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F-NT2RP3004206//CROOKED NECK PROTE IN. //3. Se-1 01 : 241 : 73//DR0S0PHI LA 
MELANOCASTER (FRUIT FLY) . //PI 7886 

F-NT2RP3004207//CUT I CLE COLLAGEN 1 2 PRECURSOR. //0. 13:130: 33//CAENO 
RHABOITIS ELEGANS.//P20630 

F-NT2RP3004209//U8IQUITIN CARBOXYL-TERMINAL HYDROLASE 4 (EC 3.1.2. 
15) (UBIQUITIN THIOLESTERASE 4) (U6 1 QUI TIN-SPECIFIC PROCESSING PRO 
TEASE 4) (OEUBIQUITINATINC ENZYME 4) (UBIQUITOUS NUCLEAR PROTEIN H 
0M0L0C).//6.$e-16:207:29//HOM0 SAPIENS (HUMAN). //Ql 3107 
F-NT2RP300421S//PROTEIN TRANSPORT PROTEIN SEC61 GAMMA SUBUNir.//!. 
0:69:3I//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P3S1 79 
F-NT2RP3004242//HYPOTHETICAL 30.2 KD PROTEIN ZK632. 12 IN CHROMOSOM 
E III.//1. 1e-64:191:63//CAEN0RHABDITIS ELEGANS.//P34657 
F-NT2RP3004246//RING3 PROTEIN (KIAA9001) . //0. 060: 101 : 28//HOMO SAPI 
ENS (HUMAN) . //P25440 

F-NT2RP30042S3//COLLAGEN ALPHA 1(1) CHAIN (FRAGMENTS) . //I . 1 e-07 18 
4:35//B0S TAURUS (BOVINE). //P024 53 

F-NT 2RP3004 2 56//SUPPRE SSOR PROTEIN SRP40. //4. 9t-08: 98: 39//SACCHARO 
NYCES CEREVISIAE (BAKER'S YEAST) . //P32583 

F-NT2RP3004262//DNAJ PROTEIN HOMOLOG 1 (HDJ-1) (HEAT SHOCK PROTEIN 

40) (HSP40).//1.6e-63:210:61//HOMO SAPIENS (HUMAN). //P2 5685 
F-NT2RP3004282//HYPOTHET I CAL PROTEIN F44C4. 1 IN CHROMOSOME II (FRA 
GMENT).//I.6«-29:177:38//CAEN0RHABDITIS ELECANS. //P54073 
F-NT2RP30O4332//DNA-OIRECTED RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7.7.6) (RP61) (FRAGMENT). //0. 030:1 18: 36//CRICETULUS GRISEUS (CH 
INESE HAMSTER). //P1 1414 
F-NT2RP3004334 

F-NT2RP3004341 //ALPHA- INTERNE! IN (ALPHA- INK) . //O. 91 : 1 10: 26//NUS NU 
SCULUS (MOUSE). //P46660 

F-NT 2RP3O04348//HYPOTKET I CAL 105.3 KD PROTEIN C01C6.S IN CHROMOSOM 
E 1 1 1.//0. 60: 198:24//CAEN0RHA8DITIS ELECANS. //P460 12 
F-NT2RP3004349//H ! ! ALU SUBFAMILY SP IARNING ENTRY !! • 0e-37: 
60:76//HOMO SAPIENS (HUMAN) . //P 3 91 93 

F-NT2RP3004378//HYPOTHET I CAL 18.8 KD PROTEIN IN CNTR-GGT INTERGENI 
C REGION (0162).//0.0026:76:28//ESOCRICHIA COLI .//P46854 
F-NT2RP3004399//LEUCINE-RICH PRIMARY RESPONSE PROTEIN 1 (FOLLICLE- 
STIMULATING HORMONE PRIMARY RESPONSE PROTEIN).//4.4e-l09:212:96//H 
OMO SAPIENS (HUMAN). //Q92674 

F-NT2RP3004424//JTV-1 PROTE IN. //4. 5e-1 8:60: 70//HOM0 SAPI ENS (HUMA 
N).//Q13I55 

F-NT2RP3004428//METALL0THI0NEIN-A (MTA) . //0. 001 0: 36 : 47//STRONCYL0C 
ENTROTUS PURPURATUS (PURPLE SEA URCHIN).//P04734 
F-NT2RP3004451 //MYOSIN I C HEAVY CHAIN. //0. 00072: 113: 34//ACANTHAM0E 
BA CASTELLAN 1 1 (AMOEBA). //PI 056 9 

F-NT2RP3004454//VERPROL I N. //3. 3e-07 : 156: 29//SACCHAR0MYCES CEREV I S I 
AE (BAKER* S YEAST) . //P37370 

F-NT2RP3004466//HYPOTHET I CAL PROTEIN F-215. //0. 0013: 12S: 32//HUNAN 
ADENOVIRUS TYPE 2.//P03291 

F-NT2RP3004470//HYPOTHET I CAL 15.4 KD PROTEIN C16C10. II IN CHROMOSO 
ME III.//1.0:33:5I//CA£N0RHABDIT1S ELECANS. //Q09254 
F-NT2RP3004472//CERM CELL-LESS PROTEIN. //7. 3t-33: 1 70:40//OROS0PHIL 
A MELANOCASTER (FRUIT FLY) . //QOI820 

F-NT2RP300447S//RHO-GAP HEMATOPOIETIC PROTEIN CI (PI IS) (KIAA013I 
).//8.4«-S4:2U:46//H0M0 SAPIENS (HUMAN) . //P981 71 
F-NT2RP3004480//VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS35. 
//3. 9«-47 : 1 99 : 4 9//SACCHAR0MYCES CEREV I S I AE (BAKER* S YEAST) . //P34 1 1 
0 

F-NT2RP3004490//SKIN SECRETORY PROTEIN XP 2 PRECURSOR (APEG PROTE I 
N).//O.0O13:121:33//XENOPUS LAEVIS (AFRICAN CLAIED FROG). //PI 7 43 7 
F-NT2RP3004498//HYPOTHET ICAL 43.5 KD PROTEIN IN COTD-KDUO INTERGEN 
IC REGION PRECURSOR. //0. 066: 87: 3S//BAC I LLUS SUBTIL IS. //P50S40 
F-NT2RP3004503//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY ! ! • !//2. Oe-34 . 
102:69//HOMO SAPIENS (HUMAN) . //P391 94 

F-NT 2 RP3004 504// SUPPRESSOR PROTE IN SRP40. //O. 64: 93: 34//SACCHAROMYC 
ES CEREVISIAE (BAKER'S YEAST) . //P32583 

F-NT2RP3004507//M08I PROTEIN (MPS! BINDER 1) .//2. 2e-16:90:42//SACC 

HAROMYCES CEREV I SI AE (BAKER* S YEAST) . //P40464 

F-NT2RP3004527 

F-NT2RP3004534//S-PHASE ENTRY CYCLIN 6.//0. 38: 148: 22//SACCHAROMYCE 
S CEREVISIAE (BAKER'S YEAST) . //P32943 

F-NT2RP3004539// INSULIN-LIKE CROITH FACTOR BINDING PROTEIN 1 PRECU 
RSOR (IGFBP-1) (IBP-f) (IGF-BINDING PROTEIN 1). //O. 38:89: 38//RATTU 
S NORVEGICUS (RAT) . //P21743 

F-NT2RP3004544//CYTADHERENCE HIGH MOLECUUR IE1GHT PROTEIN 2 (CYTA 
OHERENCE ACCESSORY PROTEIN 2) . //O. 0024 : 200 : 24//MYC0PLASMA PNEUMONI 
AE.//P75471 

F-NT2RP3004566//GASTRULA ZINC FINGER PROTEIN XLCGF17. 1 (FRAGMENT) 
//4.6e-25:126:43//XEN0PUS LAEVIS (AFRICAN CUIED FROG) .//PI 871 3 
F-NT2RP3004569//ANKYR I N. //8. 3e-07 : 1 50 : 28//MUS MUSCULUS (MOUSE) . //Q 
02357 

F-NT2RP3004572//TRANSCRIPTION INITIATION FACTOR TFIID 150 KD SUBUN 
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IT (TAFII-ISO) (TAFI I150).//I.6o-70:247:54//DROSOPHILA MELANOGASTE 
R (FRUIT FLY).//Q2432S 

F-NT2RP3004578//CENTROMERIC PROTEIN E (CENP-E PROTEIN).//!. S0-IO:2 
10:26//HOMO SAPIENS (HUMAN). //Q02224 

F-NT2RP3004594//P54 PROTEIN PRECURSOR. //O. 0044: 230: 24//ENTER0COCCU 
S FAECIUH (STREPTOCOCCUS FAECIUM) .//P13692 

F-NT2RP3O04617//DOtM REGULATORY PROTEIN OF INTERLEUKIN 2 RECEPTOR. 
//1.50-14:113:34//MUS NUSCULUS (MOUSE) . //PI 5533 

F-NT2RP300461 8//HYP0THET I CAL ltS.4 KO PROTEIN ZK7S7. 3 IN CHROMOSON 
E lll.//4.S0-O8:149:3O//CAENORHABDITIS ELEGANS. //P34S81 
F-NT2RP3004669//ETHAN0LAMINE KINASE (EC 2.7.1.82) (EASILY SHOCKED 
PROTEIN).//!. 00- 24 :7S:48//DR0S0PH I LA NELANOCASTER (FRUIT FLY). //PS 
4352 

F-NT2RP3004670//CUTICLE COLLAGEN 2.//0. 00090:1S9:29//CAENORHABDITI 
S ELEGANS. //PI 76 S6 

F-NT2RP4000008//CHLORINE CHANNEL PROTEIN P64.//4. Oe- 79: 243:8 2//B0S 
TAURUS (B0VINE).//P3SS26 
F-NT2RP4000023 

F-NT2RP400003S//! M ■ ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//3. 60-O6: 
46:67//H0M0 SAPIENS (HUHAN).//P39I94 

F-NT2RP4000049//CALDESMON (CDM).//0. 41 :63:34//CALLUS CALLUS (CHICK 
EN). //PI 2957 

F-NT2RP40000S1//DUAL I N.//2. 30-23:1 95 :37//CALLUS GALLUS (CHICKEN) ./ 
/Q90830 

F-NT2RP4000078//RINC CANAL PROTEIN (KELCH PROTEIN).//!. 2 e-24: 182:3 
I//DROSOPHIU MELANOCASTER (FRUIT FLY) . //Q04SS2 

F-NT2RP4000102//IPAR7 PROTEIN. //1 . 0: 54: 33//BACILLUS L I CHEN I FORM I S. 
//Q99166 

F-NT2RP4000109//SLIT PROTEIN PRECURSOR. //1 . 9e-60: 230 : 46//DR0S0PH I L 
A NELANOGASTER (FRUIT FLY).//P24014 

F-NT2RP4000II I //CLEAVAGE AND POLYADENYLAT I ON SPECIFICITY FACTOR. 1 
00 KD. SUBUNIT (CPSF 100 KD SUBUNIT) . //1 . 4«-91 : 157: 1 00//BOS TAURUS 
(BOVINE).//Q10S68 

F-NT2RP4O00129//5E5 ANT I GEN. //0. 00072: 124:37//RATTUS NORVEGtCUS (R 
AT).//Q63003 

F-NT2RP4000147//Z1NC FINGER PROTEIN GCS1.//1. 50-26: 11 9 : 43//SACCHAR 

OMYCES CEREVISIAE (BAKER'S YEAST). //P35I 97 

F-NT2RP40001SO 

F-NT2RP40001 5I//HYP0THET I CAL 31.0 KO PROTEIN RI07.2 IN CHROMOSOME 
III. //4. 2e-31 : 1 80 : 47//CAEN0RHABD 1 T I S ELEGANS. //P32740 
F-NT2RP4000I59//SPORE COAT PROTEIN SP96. //0. 84: 107: 28//DICTYOSTELI 
UN DISCOIOEUM (SLIME MOLD). //P 14328 

F-NT2RP40001 87//HYPOTHET I CAL 98.1 KD PROTEIN IN SPX19-GCR2 INTERGE 
NIC REGION. //2. 40-08: 1 33 :32//SACCHAROMYC£S CEREVISIAE (BAKER" S YEA 
ST).//P401S4 

F-NT2RP40001 8S//TRANS-ACT ING TRANSCRIPTIONAL PROTEIN ICPO (VMV118 
PROTEIN).//5.4e-0S:t43:32//HERPES SIMPLEX VIRUS (TYPE 2 / STRAIN H 
G52).//P28284 

F-NT2RP40O02I0//PAIRED AMPHIPATHIC HELIX PROTEIN. //I . 80-40: 258: 35/ 
/SACCHAROMYCES CEREVISIAE (BAKER' S YEAST) . //P22579 
F-NT2RP40002I2//ATRIAL GLAND- S PECIF IC ANTIGEN PRECURSOR (AGSA) . // 
1.4«-20:104:40//APLYSIA CALIFORNIA (CALIFORNIA SEA HARE) . //PI 5287 
F-NT2RP40002I4//FERREOOXIN.//1.0.I9 42//MOORELLA THERMOACETICA (CL 
OSTRIDIUM THERMOACETICUM).//P002O3 

F-NT2RP4000218//H!! ALU SUBFAMILY J fARNING ENTRY ! ! ! 7e-15:4 
8:60//H0M0 SAPIENS (HUMAN) . //P391 88 

FHIT2RP40OO243//DUALIN.//S. 80-78:1 92 :70//GALLUS GALLUS (CHICKEN)./ 
/Q90830 

F-NT2RP4000246//NPC DERIVED PROLINE RICH PROTEIN 1 (NOPP-1) . //3. 1 
0-83: 207 :76//MUS MUSCULUS (MOUSE). //Q03 173 

F-NT 2 RP40002 S9//GLUTATH I ONE PEROXIDASE 2 (EC 1 . 1 1 . 1 . 9) . //5. 50-29: 1 
53:43//HELIANTHUS ANNUUS (COMMON SUNFL0fER).//023968 
F-NT2RP4000283//ANNEXtN VII (SYNEXIN) (FRAGMENT) . //O. 98: 42 : 40//B0S 

TAURUS (BOVINE).//P20072 
F-NT2RP4000290//HYPOTHET I CAL 116.5 KO PROTEIN C20G8.09C IN CHROMOS 
OME l.//3.Se-71:209:66//SCHIZ0SACCHAROHYCES POMBE (FISSION YEAST). 
//P87I15 

F-NT2RP40003I2//RAS SUPPRESSOR PROTEIN 1 (RSU-1) (RSP-1 PROTEIN) 
(RSP-D.//8. 90-22: 166: 37//HOMO SAPIENS (HUMAN) . //Q1 5404 
F-NT2RP400032 1//VERPR0L I N. //0. 0001 8 : 260 : 2 8// SACCHAROMYCES CEREV I S I 
AE (BAKER' S YEAST) . //P3 7 3 70 

F-NT2RP4000323//ANTHOPLEUR IN B (TOX I N AP-B) . //0. 42: 15: 46//ANTH0PLE 
URA XANTHOGRAMMICA (GIANT GREEN SEA ANEMONE). //P0 1531 
F-NT2RP4000355//HYPOTHETICAL 90.9 KD PROTEIN IN GCN20-CMK1 INTERGE 
NIC REGION. //0. 75:1 25: 29//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST 
).//P43596 

F-NT2RP4000360//ACIOIC PROLINE-RICH PROTEIN PRECURSOR (CLONE PRP2 
5) (FRAGMENT). //O. 27: 92 :33//RATTUS NORVEGICUS (RAT) .//PI 01 64 
F-NT2RP4000367//HYPOTHET I CAL 7.3 KO PROTEIN IN 100 KO PROTEIN RECI 
ON.//0.99:52:32//HUMAN ADENOVIRUS TYPE 41.//P23691 



F-NT2RP4000370//MITOCHONDRIAL PEPTIDE CHAIN RELEASE FACTOR I PRECU 
RSOR (MRF-D.//4. 1e-40:163: 52//HOMO SAPIENS (HUMAN). //07 5570 
F-NT2RP4000376//PHOSPHOLIPASE A-2-ACTIVATING PROTEIN (PLAP).//4.2 
0-59: 1 25 : 80//RATTUS NORVEG I CUS (RAT) . //P543 1 9 

F-NT2RP4000381 //NEUROFILAMENT TRIPLET H PROTEIN (200 KO NEUROF I LAM 
ENT PROTE I N) (NF-H) . //0. 00058 : 194: 30//MUS MUSCULUS (MOUSE) . //P 1 924 
6 

F-NT2RP4000398//Z INC FINGER PROTEIN 184 (FRAGMENT). //I. 2e-4S: 153: 3 
9//H0M0 SAPIENS (HUMAN) . //Q99676 

F-NT2RP400041 5//HYP0THET I CAL 118.4 KO PROTEIN IN BAT2-0AL5 INTERGE 
NIC REGION PRECURSOR. //0. 00066 : 201 : 2 7// SACCHAROMYCES CEREVISIAE (B 
AKER'S YEAST). //P47 179 

F-NT2RP4000417//PROCESSINC ALPHA-1. 2-MAMNOSIDASE (EC 3.2.1.-) (ALP 
HA-1, 2-NAMMOSlOASE IB) . //I . 80-25: 1 96: 40//MUS MUSCULUS (MOUSE). //P3 
9098 

F-NT2RP4000424//!!!! ALU SUBFAMILY SX I ARM INC ENTRY !!! !//t. 00-15: 
72. 61 //HOMO SAPIENS (HUMAN) . //P3 91 95 

F-NT2RP4000448//'!!! ALU SUBFAMILY SC fARNING ENTRY ! ! ! !//7. Qe-23 : 
63:82//HOMO SAPIENS (HUMAN) . //P391 92 

F-NT2RP4000449//REGULATORY PROTEIN SIR2 (SILENT INFORMATION REGULA 
TOR 2).//1.30-4l:lO2:45/ALUYVEROMYCES LACTIS (YEAST) . //P33294 
F-NT2RP40004S5//H0ME0B0X PROTEIN SAX-1 (CHOX-3) (FRAGMENT) . //O. 000 
14:92:30//GALLUS GALLUS (CHICKEN) . //P 196 01 

F-NT2RP4O0O457//UBI0UITIN CARBOXYL-TERMINAL HYDROLASE 7 (EC J. 1.2. 
15) (UBIQUITIN THIOLESTERASE 7) (U8IQUI TIN-SPECIFIC PROCESSING PRO 
TEASE 7) (DEU81QUIT I RATING ENZYME 7) (HERPESVIRUS ASSOCIATED U8IQU 
I TIN-SPECIFIC PROTEASE). //1. 00-29: 21 8. 38//HOM0 SAPIENS (HUMAN). //Q 
93009 

F-NT2RP4000480//TRANSCR I PT I ONAL REGULATORY PROTEIN ALGP (ALGINATE 
REGULATORY PROTEIN ALGR3) . //O. 049: 1 17: 29//PSEUDOMONAS AERUGINOSA./ 
/PI 5276 

F-NT2RP4000481 //HYPOTHETICAL HELICASE C28H8. 3 IN CHROMOSOME III.// 
2. 3e-05: 1 52 : 23//CAENORHABO I T I S ELEGANS. //Q09475 

F-NT2RP4000498//MOB1 PROTEIN (MPS I BINDER 1). //2. 3e-48: 1 72:52//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P40484 

F-NT2RP4000500//HYPOTHET I CAL 83.6 KD PROTEIN R05O3.2 IN CHROMOSOME 

1 1 1 . //1 . 30-23 : 1 65 : 3S//CAEN0RHABD IT I S ELEGANS. //P34535 
F-NT2RP4000515//PHOSPHOO I ESTERASE I (EC 3.1.4.1) (5' -EXONUCLEASE) 
(5" -NUCLEOTIDE PHOSPHODIESTERASE) (FRAGMENT) . //1 . 0: 48: 37//B0S TAUR 
US (BOVINE). //PI 5396 

F-NT2RP40005 1 7//METALL0TH I ONE I M-L 1 KE PROTEIN TYPE 2.//1. 0:41 : 36//V 
ICIA FABA (BROAD BEAN). //Q4 16 57 

F-NT2RP40005!8//ATP-0EPENDENT RNA HELICASE R0K1.//1. 1e-11 :93:3S//S 
ACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P4SB 18 
F-NT2RP4000519//C0LLACEN ALPHA 1(XII) CHAIN (FRAGMENTS) . //0. 68 : 55 : 
40//B0S TAURUS (B0VINE).//P2S508 

F-NT2RP4000S24//IGA FC RECEPTOR PRECURSOR (BETA ANTIGEN) (6 ANT ICE 
N).//0. 37:I87:24//STREPTOCOCCUS ACALACT I AE . //P2 795 1 
F-NT2RP4000528//NPL4 PROTEIN. //2. 1e- 45: 305: 36//SACCHAROMYCES CEREV 
ISIAE (BAKER'S YEAST). //P33755 

F-NT2RP4000541//HOME0BOX PROTEIN CH0X-1 (FRAGMENT) . //O. 23 : 28 : 50//G 
ALLUS GALLUS (CHICKEN). //PI 3544 

F-NT2RP4000556//HYPOTHETICAL 34.1 KD PROTEIN C40HI.4 IN CHROMOSOME 
III.//4. 3e-14:174:34//CAEN0RHABDITIS ELEGANS. //QO 3 S74 

F-NT2RP4000S60//HYPOTHETICAL 68.7 KO PROTEIN ZK7S7. I IN CHROMOSOME 
I II . //2. 1 0- 1 9 : 1 55 : 36//CAEN0RHA&D I T I S ELEGANS 1 //P34679 

F-NT2RP4000SB8//HVPOTHETICAL PROTEIN E-1 1 5. //O. 014: 64: 35//HUMAN AO 

ENOVIRUS TYPE 2.//P03290 

F-NT2RP4000614//SPL ICING FACTOR. ARGININE/SERINE-R ICH 2 (SPLICING 
FACTOR SC35) (SC-35) (SPLICING COMPONENT, 35 KO) (PR264 PROTEIN)./ 
/2. 70-27 : 1 88 : 44//GALLUS CALLUS (CH ICKEN) . //P303S2 
F-NT2RP4O00638//EARLY NOOULIN 55-1 PRECURSOR (N-55-1) (FRAGMENT)./ 
/O. 55:40: 40//GLYCINE MAX (SOYBEAN) . //Q05544 

F-NT2RP4000648//! ! !! ALU SUBFAMILY j WARNING ENTRY ! ! ! !//2. 4«-06: 3 
t:74//HOMO SAPIENS (HUMAN) . //P39 188 

F-NT2RP4000657//HYPOTHET I CAL PROTEIN MJI065.//2. 50-40: 237: 40//METH 

ANOCOCCUS JANNASCHII.//Q58465 

F-NT2RP4000704 

F-NT2RP40OO71 3//HYP0THET I CAL 35.5 KO PROTEIN IN TRANSPOSON TN4556. 
//4. 00-07 : 1 34 : 40//STREPT0MYCES FRAD I AE. //P201 86 

F-NT2RP4000724//RETROV I RUS-RELATEO POL POLYPROTEIN (CONTAINS: REVE 
RSE TRANSCRIPTASE (EC 2.7.7.49): ENOONUCLEASE] .//I. 1«-62: I09:88//H 
OMO SAPIENS (HUMAN). //PI 0266 

F-NT2RP4000728//A-AGGLUTININ ATTACHMENT SUBUNIT PRECURSOR. //O. 003 
3:I90:25//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P32323 
F-NT2RP4000737//PT8-ASSOCIATEO SPLICING FACTOR (PSF) .//l . 00-05: 1 l 
4:34//HOM0 SAPIENS (HUMAN) .//P23246 

F-NT2RP4000739//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) . //I .0:2 

0:50//ANAS PLATYRHYNCHOS (DOMESTIC DUCK) . //P5065S 

F-NT2RP40Q078I //HYPOTHETICAL 27.7 KO PROTEIN IN CPT1-SPC98 INTERGE 
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NIC REGION. //0. 001 1:67: 31 //SACCHA ROUT CES CEREVISIAE (BAKER'S TEAS 
T) . //P5391 5 

F-NT2RP4Q00787//POLLEN SPECIFIC PROTEIN SF3.//1. 3e-l3:79: J9//HELIA 
NTHUS AKNUUS (COMMON SUNFLOWER) . //P29675 

F-NT2RP4D008) 7//SUPPRESS0R PROTEIN SRP40. //1 . 3e-05: 255: 21//SACCHAR 

OMTCES CEREVISIAE (BAKER' S TEAST) . //P32583 

F-NT2RP400083J 

F-NT2RP4000637//MALE SPECIFIC SPERM PROTEIN HST840B.//0. 18:38:44// 
OROSOPHIU MELANOGASTER (FRUIT FIT). //Q0 1643 

F-NT2RP4000839//TRANSCRI PT I ON INITIATION FACTOR TFI 10 SO KO SUBUNI 
T (TAF 1 1 -90) . //0. 026 : 38 : 44//SACCHAR0MTCES CEREV ISIAE (BAKER' S TEAS 
T).//P38129 

F-NT2RP4000855//AM I NOPEPT I OASE B (EC 3.4.11.6) (ARGINTL AMtNOPEPTI 
BASE) (ARGINIKE AMI NOPEPT I OASE) (CTTOSOL AM I NOPEPT i OASE IV) (AP-B 
).//2.Bt-64:229:S3//RATTUS NORVEGICUS (RAT).//009I75 
F-NT2RP4000865//ZINC FINGER PROTEIN ZFP-36 (FRAGMENT) .// 3. 6«-84: 17 
4:S4//HOMO SAPIENS (HUMAN) .//PI 64 15 

F-NT2RP4O00878//MTELOIO UPREGUUTED PROTEIN. //8. 2e-88: 227 : 74//MUS 
MUSCULUS (MOUSE). //03 5682 

F-NT2RP4000879//UB1 QUI TIN-ACTIVATING ENZYME El (A1S9 PROTEIN) . //9. 
le-SS:269:43//H0MO SAPIENS (HUMAN).//P223I4 

F-NT2RP4000907//BDNF / NT-J GROWTH FACTORS RECEPTOR PRECURSOR (EC 
2.7.1.112) (TRKB TYROSINE KINASE) (GP14S-TRKB) (TRK-B).//S. 4e-10:2 
20:25//HOMO SAPIENS (HUMAN). //Q1 6620 

F-NT2RP4000915//60S ACIDIC RIBOSOMAL PROTEIN P2 (FRAGMENT) . //0. 46 : 
23:60//ARABIOOPSIS THALIANA (MOUSE-EAR CRESS). //P51 407 
F-NT2RP400091 8//METHTL-ACCEPT I NG CHEMOTAXIS PROTEIN TLPB. //0. 0001 
0:148:32//BACILLUS SUBTIL IS. //P392I7 

F-NT2RP40O092S//FIBROM0DULIN PRECURSOR (FM) (COLLAGEN-BINDING 59 K 
0 PROTEIN).//3.Se-27:220:36//HOMO SAPIENS (HUMAN) . //Q06828 
F-NT2RP4Q00927//TRANS-ACT I NG TRANSCRIPTIONAL PROTEIN ICPO (PI 35 PR 
OTEIN) (IER 2.9/ER2.6).//0.64:75:37//BOVINE HERPESVIRUS TTPE 1 (ST 
RAIN JURA).//P29128 

F-NT2RP4000928//PHOSPHAT I DATE CTT I OTLYLTRANSFERASE (EC 2.7.7.41) 
(COP-OIGLYCERIDE STNTHETASE) (COP-OIGLTCERIOE PYROPHOSPHORYLASE) 
(CDP-0 I ACTLGLTCEROL SYNTHASE) (CDS) (CTP : PHOSPHAT I DATE CTTIDTLTLTR 
ANSFERASE) (COP-DAG SYNTHASE). //3. te- 104: 263: 66//H0M0 SAPIENS (HUM 
AN).//Q92903 

F-NT2RP4000929//HYPOTHET ICAL 22.2 KO PROTEIN IN NSR1-TIF4631 INTER 
GENIC RECION.//0.93:107:28//SACCHAROMYCES CEREVISIAE (BAKER'S TEAS 
T).//PS3288 

F-NT2RP40009S5//PUTATIVE CUTICLE COLLAGEN F09CB.6.//2. Oe-05: 102: 37 
//CAENORHABD I T 1 S ELEGANS. //P 343 91 

F-NT2RP4000973//HVP0TKETICAL 48.6 KO PROTEIN IN BET 1 -PAN 1 INTERGEN 
IC RECION.//2.3«-t7:78:S6//SACCHAROMTCES CEREVISIAE (BAKER'S TEAS 
T).//P40564 

F-NT2RP4000975//SALIVARY PROLINE-RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIDE P-0] (FRAGMENT) . //0. 0041 : 142 : 3 3 //HOMO SAPIENS (HUMAN 
). //PI 01 62 

F-NT2RP4000979//HYPOTHET I CAL 14.5 KO PROTEIN. //O. 77: 106: 33//VACCIN 
IA VIRUS (STRAIN COPENHAGEN) . //P2051 7 

F-NT2RP4000984//HTPOTHET I CAL 124.8 KD PROTEIN C29E4.4 IN CKROMOSOM 
E IM.//0.90:94:25//CAENORHABOITIS ELEGANS. //P34343 
F-NT2RP4000989//ANTHOPLEUR IN B (TOX I N AP-B) . //O. 76 : 41 : 41//ANTH0PLE 
URA XANTHOCRAMMICA (GIANT GREEN SEA ANEMONE). //PO 1531 
F-NT2RP4000996//PROTEIN Q300. //0. 00024: 41 :53//MUS MUSCULUS (MOUSE 
).//Q02722 

F-NT2RP40009 97//DNA-D I RECTED RNA POLYMERASE I 135 KO POLYPEPTIDE 
(EC 2.7.7.6) (RNA POLYMERASE I SUBUNI T 2) (RPA13S) (RNA POLYMERASE 
I 127 KO SUBUNI T). //8. 7«-1 15:261 :82//RATTU3 NORVEGICUS <RAT).//05 
4888 

F-NT2RP4001004//EC PROTEIN KOMOLOG 2 (FRAGMENT) . //O. 50: 61 : 34// ARAB 
IDOPSIS THALIANA (MOUSE-EAR CRESS) . //Q42377 

F-NT2RP4001 006//HTPOTHET ICAL 43.5 KO PROTEIN IN COTO-KOUD INTERGEN 
IC REGION PRECURSOR. //O. 010:1 52: 29//BACILLUS SUBTIL IS. //P50840 
F-NT2RP4001010//GLUCOAMTLASE SI/S2 PRECURSOR (EC 3.2.1.3) (GLUCAN 
1 , 4- ALPHA- GLUCOSIDASE) ( 1 , 4-ALPHA-D-CLUCAN GLUCOHYOROLASE) . //9. 9 
»>05:247:2S//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST) . //P08640 
F-NT2RP4001029//PR0TEIN GRAINY-HEAD (DMA-BINDING PROTEIN ELF- I) (E 
LEMENT I -BINDING ACTIVITY) (TRANSCRIPTION FACTOR NTF-1) . //1 . 1«-I4: 
17S:31//DR0S0PHILA MELANOGASTER (FRUIT FLY). //PI 3002 
F -NT 2 RP400 1041 //PROBABLE LEUCYL-TRNA SYNTHETASE (EC 6.1.1.4) (LEUC 
INE--TRNA LI CASE) (LEURS) . //1 . 5«-74: 272 : 5S//CAEN0RHAB0I Tl S ELEGAN 
S.//Q09996 

F-NT2 RP40D 1 0 5 7//HTP0THET I CAL 62.2 KO PROTEIN ZK652.6 IN CHROMOSOME 

IN. //0. 0064 : 76 : 3 8 //CAENORHABD I T I S ELEGANS. //P34664 
F-NT2RP4O0l064//DUALIN.//2.5e-24:l99:38//CAlLUS CALLUS (CHICKEN)./ 
/Q90830 

F-NT2RP4001 078//TRANSCR I PT I ON INITIATION FACTOR TFI ID 135 KD SUBUN 
IT (TAFH-135) (TAF 1 1 1 35) (TAFI 1-130) (TAF HI 30). //0. 11 : 139:38//H0 
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MO SAPIENS (HUMAN). //000268 

F-NT2RP4001079//CALC1UM-TRANSP0RTING ATPASE 1 (EC 3.6.1.38) (GOLGI 
CA2f-ATPASE).//1.St-22:242:31//SACCHAROMTCES CEREVISIAE (BAKER' S 
TEAST). //PI 3586 

F-NT2RP4001080//POLYPYRIMIDINE TRACT-BINDING PROTEIN (PTB) (HETERO 
GEMEOUS NUCLEAR R I BOMUCLEOPROTE I N I) (KNRNP I ).//!. 7»-82: 178:6fl//S 
US SCROFA (PIC).//Q29099 

F-NT2RP4001086//LEUCINE-RICH ACIDIC NUCLEAR PROTEIN. //O. 00039: 141 : 
26//RATTUS NORVEGICUS (RAT).//P4991 1 

F-NT2RP400109S//DOUBLE-STRANDED RNA-SPECIFIC EOITASE 1 (EC 3.5.-. 
-) (DSRNA ADENOSINE DEAMINASE) (RNA EDITING ENZYME D.//9. 9«-07 7 
9 43//HOMO SAPIENS (HUMAN) . //P78S63 

F-NT2RP4001 100//HYPOTHETICAL 74.0 KD PROTEIN IN CAJI-H0M3 INTERGEN 
IC REGlON.//4.4e-16:207:35//SACCHAftOMYCES CEREVISIAE (BAKER'S YEAS 
T).//P40032 

F-NT2RP4001117//PR0TEIN TRANSPORT PROTEIN SEC61 ALPHA SUBUNI T.//8. 
1a-11S:224:99//RATTUS NORVEGICUS (RAT) . //P38378 
F-NT2RP400I122//TIPD PR0TEIN.//7. Se-11 : 1 29: 31//DICTT0STELIUM DISCO 
IDEUM (SLIME MOLD) .//0 1 5736 

F-NT2RP4001126//TRICHOHTALIN.//1.4e-19:257:28//0VIS ARIES (SHEEP). 
//P22793 

F-NT2RP4001138//PUTATIVE F420-DE PENDENT NADP REDUCTASE (EC I.-.-. 
-) . //0. 000 1 0 : 204 : 2 5//METHAN0C0CCUS JANNASCH 1 1 . //QS8896 
F-NT2RP4001 143//HTPOTHETICAL 52.9 KO PROTEIN IN SAP1S5-TMR31 INTER 
GENIC REG>0N.//4.Se-34 1 68 : 44//SACCHAR0MTCES CEREV I S I AE (BAKER'S * 
EAST).//P43616 

F-NT2RP4001148//SOF1 PROTEIN. //2. 4e-4l : 1 58: 41 //SACCHAROMYCES CEREV 
ISIAE (BAKER'S YEAST). //P33750 

F-NT2RP4001 1 49//SULFATED SURFACE GLYCOPROTEIN 18S (SSG 185). //I. 3 
s-08 : 1 06 : 4 1 //VOL VOX CARTER I . //P2 1 997 

F-NT2RP4001150//NG-CAM RELATED CELL ADHESION MOLECULE PRECURSOR (N 
R-CAM) (BRAVO) . //3. 6e-24 : 1 94 : 32//GALLUS CALLUS (CHICKEN) . //P35331 
F-NT2RP40011S9//MER0Z0ITE SURFACE ANTIGEN 2 PRECURSOR (MSA-2).//0. 
0056:1I7:25//PLASMODIUM FALCIPARUM (ISOUTE K1 / THAI LAND) . //Q0364 
3 

F-NT2RP4001174//NON-GREEN PLASTID TRIOSE PHOSPHATE TRANS LOCATOR PR 
ECURSOR (CTPT).//5.9e-24:184:34//BRASSICA OLERACEA (CAULIFLOCER)./ 
/P52178 

F-NT2RP4001206//MEROZOITE SURFACE ANTIGEN 2 PRECURSOR (MSA-2).//0. 
0029:1 17: 26//PLASMODIUM FALCIPARUM (ISOLATE K1 / THAI LAND). //QO 364 
3 

F-NT2RP4001207//CHROH0SOME SEGREGATION PROTEIN CSE1.//1. 0«-07: 144: 
2 8// SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P 3 3 30 7 
F-NT2RP4001210//DERM0RPHIN I PRECURSOR [CONTAINS: DELTORPHIN (DERM 
ENKEPHALIN): DERMORPHIN]. //O. 019:1 30: 30//PHYLLOMEDUSA SAUVAGEI (SA 
WAGE'S LEAF FROG) . //P05422 

F-NT2RP4001213//2INC FINGER PROTEIN 1 77. //3. 2«-28 : 1 76 : 39//HOMO SAP 
I ENS (HUMAN). //Q1 3360 

F-NT2RP400I 21 9//DI SULFIDE ISOMERASE NPD1 PRECURSOR (EC 5.3.4.1).// 
2.4«-13:l08:37//SACCHAR0NYCES CEREVISIAE (BAKER'S YEAST) . //Q 12404 
F-NT2RP4001228//RING CANAL PROTEIN (KELCH PROTEIN) .//2. 7e-S6: 242: 4 
0//DROSOPHILA MELANOGASTER (FRUIT FLY) . //004652 

F-NT2RP4001 23S//REGULAT0RT PROTEIN E2.//0. 0080: 100: 38//HUMAN PAPIL 
LOMAVIRUS TTPE 2S.//P36787 

F-NT2RP4001256//CUTICLE COLLAGEN 1 .//O. 014: 104 : 31 //CAENORHABD I T I S 
ELEGANS. //P08 124 

F-NT2RP4001260//BACTERIOCIN Ml CROC IN 817 PRECURSOR (MC81 7) .//O. 000 
77:I6:68//ESCHERICHIA COL I . //P05834 

F-NT2RP400I274//HIST0NE HI . M6. 1 .//O. 98:65: 3S//TRTPAN0S0MA CRUZ I // 
P40273 

F-NT2RP4001276//ELAV PROTEIN. //0. 00054: 134: 13//0R0S0PH I LA VIRILIS 
(FRUIT FLT).//P23241 

F-NT2RP4001313//EXTENSIN PRECURSOR (CELL MALL HTDROXTPROL INE-R I CH 
GLTCOPROTEIN).//0.014:71:3S//NICOTIANA T ABA CUM (COMMON TOBACCO).// 
PI39B3 

F-NT2RP4O01315//VACU0LAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS 9/ 
/2.3e-12:190:27//SACCHAROMTCES CEREVISIAE (BAKER'S YEAST) . //P54 787 
F-NT2RP400I 336//VEGETAT I BLE INCOMPATIBILITY PROTEIN HET-E-1. //O. 00 
37 : 1 08 : 3 1 //PODOSPORA ANSER I NA. //Q00808 

F-NT2RP4001 339//HYPOTHET I CAL PROTEIN NJ0810. //I . 2«-09: 1 50: 34//METH 
ANOCOCCUS JANNASCH 1 1. //Q58220 

F-NT 2 R P40 0 1 34 3//HYP0THET I CAL 85.2 KD PROTEIN F52C9. 3 IN CHROMOSOME 

Ill.//I.4e-18:244:27//CAEN0RHABDITIS ELEGANS. //Ql 01 23 
F-NT2RP4001 345//PHOSPHAT I DYLCHOL I NE-STEROL ACYLTRANSF ERASE PRECURS 
OR (EC 2.3.1.43) (LECITHIN-CHOLESTEROL ACYLTRANSFERASE) (PHOSPHOLI 
P ID-CHOLESTEROL ACYLTRANSFERASE) (FRAGMENT).//4.0c-49:212:S0//GALl 
US CALLUS (CHICKEN). //P53760 

F-NT2RP4001 351 //INTRACELLULAR PROTEIN TRANSPORT PROTEIN US01.//S. 7 
«-1 1 : 229 : 26//SACCHAR0MTCES CEREV ISIAE (BAKER* S YEAST) . //P25386 
F-NT2RP4001 353//RAS SUPPRESSOR PROTEIN 1 (RSU-1) (RSP-1 PROTEIN) 
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<RSP-1).//0. 00088: 84:2 8//H0M0 SAPIENS (HUMAN) . //Q 1 5404 
F-NT2RP400 137 2// IRREGULAR CHIASM C-ROUCHEST PROTEIN PRECURSOR (IRR 
EC PROTEIN).//1.0t-22:222:30//DROSOPHILA MELANOGASTER (FRUIT FLY). 
//Q08180 

F-NT2RP400U73//OV-17 ANTIGEN PRECURSOR (IMMUNODOMINANT HYPODERMAL 
ANTIGEN). //O. 51:92: 2I//0NCH0CERCA VOLVULUS. //P3S99I 
F-NT2RP400I375//NON-RECEPT0R TYROSINE KINASE SPORE LYSIS A (EC 2. 
7.1.112) (TYROSINE" PROTEIN KINASE D.//3. Se-13: 146:35//DICTY0STEL 
IUN OISCOIDEUM (SLIME MOLD) . //P 191 60 

F-NT2RP40OI379//HYPOTHETICAL 64.2 KO PROTEIN IN 5LT2-PUT2 INTERGEN 
IC REGION. //!. 2e-1 4: 207: 28//SACCHAR0MTCES CEREVISIAE (BAKER'S YEAS 
T).//P38767 

F-NT2RP4001389//DNA-DIRECTEO RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7.7.6) (RPB1) (FRAGMENT). //O. 073: II 2: 33//CRICETULUS GRISEUS (CH 
INESE HAMSTER). //P1 1414 

F-NT2RP4001407//CENTROMERIC PROTEIN E (CENP-E PROTEIN).//0.OOI9:23 
3:24//HOMO SAPIENS (HUMAN) . //QO 2 224 

F-NT2RP400I414//SEPTIN 2 HOMO LOG (FRAGMENT) . //6. 2«-89: 1 9S: 8I//H0MO 

SAPIENS (HUMAN). //QUI 41 
F-NT2RP4001433//ZINC FINGER PROTEIN 43 (ZINC PROTEIN HTF6).//I. 5«- 
BS:2I6:S6//H0M0 SAPIENS (HUMAN) . //P28 I 60 

F-KT2RP400 1 442//0NA-0 I RECTED RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7. 7.6) (VERSION O.//0.012: 1 07: 35//ARABIDOPSIS THALI ANA (NOUSE- 
EAR CRESS). //PI 86 1 6 

F-NT2RP4001447//60S ACIDIC RIBOSOMAL PROTEIN P2 (EL 1 2). //O. 0046:6 
9:33//ARTEMIA SALINA (BRINE SHRIMP). //P02 3 99 

F-NT2RP4001474//CBP3 PROTEIN PRECURSOR. //0. 001 1 : 1 1 1 : 29//SACCHAROMY 
CES CEREVISIAE (BAKER'S YEAST) .//P21SS0 

F-NT2RP4001483//2-OX0GLUTARATE DEHYDROGENASE El COMPONENT PRECURSO 
R (EC 1.2.4.2) (ALPHA -KETXLUTARATE DEHYDROGENASE) . //S. 2e-60 : 1 46 : 6 
1//H0M0 SAPIENS (HUMAN).//Q022I8 

F-NT2RP400149S//HVPOTHETI CAL 72. S KO PROTEIN C2F7.10 IN CHROMOSOME 
I . //2. 3e-24: 1 37: 37//SCH I ZOSACCHAROMYCES POMBE (Fl SS I ON YEAST) . //Q 
09701 

F-NT2RP400I 502//HYPOTHET I CAL 24.7 KO PROTEIN IN POM152-REC1 14 INTE 
RGENIC REGION. //S. Oe-22 : 1 48: 34//SACCHAROMYCES CEREVISIAE (BAKER' S 
YEAST) . //P40206 

F-NT2RP400 1 S07//CUT I CLE COLLAGEN 40. //0 . 00029 : 1 88 : 3 1 //CAENORHABD I T 
IS ELECANS.//P34804 

F-NT2RP400 1 S24//LACTX0CC I N A I NMUN I TY PROTE IN. //O. 74:98: 30//LACT0 
COCCUS LACTIS (SUBSP. LACTIS) (STREPTOCOCCUS LACTIS). AND LACTOCOC 
CUS UCTIS (SUBSP. CREMORIS) (STREPTOCOCCUS CREMORIS) .//Q00S61 
F-NT2RP4001S29//PROTEIN GRA I NY-HEAD (DMA-BIND INC PROTEIN ELF-1) (E 
LEMENT I -BINDING ACTIVITY) (TRANSCRIPTION FACTOR NTF- I ) . //2. 8e-06 : 
79:41//DROSOPHILA MELANOGASTER (FRUIT FLY) .//PI 3002 
F-NT2RP400I S47//HYPOTHET I CAL 45. 0 KD PROTEIN IN NOT1/CDC39-HMR INT 
ERGENIC REClON.//5.4»-34:6B:46//SACCHAROMYCES CEREVISIAE (BAKER* S 
YEAST) . //P 2 56 56 

F-NT2RP400 1551 //CELL DIVISION CONTROL PROTEIN 68.//1 . 5e-IB:243: 30/ 
/SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P32558 
F-NT2RP4001555//PUTATIVE ENDONUCLEASE VIII (EC 3.2.-.-).//0.00030: 
1 58 : 2 4/ /MYCOBACTE R I UM TUBERCULOS I S. //P96902 

F-NT2RP4001 567// IMPORT IN ALPHA- 1 SUBUNIT (KARYOPKERIN ALPHA- 1 SU8U 
NIT).//0. 00013: 147: 29//XENOPUS LAEVIS (AFRICAN CLAWED FROG) . //P52 1 
70 

F-NT2RP4001 568//HYPOTHET I CAL PROTE IN K I AA004I (FRAGMENT) . //8. Oe-2 
2:1I9:42//H0M0 SAPIENS (HUMAN) . //Q1 5057 

F-NT2RP4O0I571//NEUROMO0ULIN (AXONAL MEMBRANE PROTEIN CAP-43) (PP4 
6) (B-50) (PROTEIN Fl) (CALMODUL IN-BINDING PROTEIN P- 57) . //0. 012: 1 
67:28//BOS TAURUS (BOVINE). //P068 36 

F-NT2RP4001574//COATOMER GAMMA SUBUNIT (GAMMA-COAT PROTEIN) (GAMM 
A-COP).//6.8*-1l5:208:98//BOS TAURUS (BOVINE) .//P536 20 
F-MT2RP400I S75//N-RELATEO PROTE I N PRECURSOR. //0. 22 : 1 84 : 25//STREPTO 
COCCUS PYOGENES. //PI 6946 

F-NT2RP400 1 592// 1 SOLEUCYL-TRNA SYNTHETASE (EC 6. 1. 1. 5) (ISOLEUCIN 
E — TRNA LI CASE) (ILERS).//7.4e-45:229:39//STNECHOCTSTIS SP. (STRAI 
N PCC 6803).//P73505 

F-NT2RP40016IO//APOLIPOPROTEIN C-lll PRECURSOR (APO-CI 1 1) . //0. 41 :7 
4:28//SUS SCROFA (PIC).//P27917 

F-NT2RP4001614//BASIC PROLINE-RICH PEPTIDE P-E (IB-9).//l . 0:29: 37/ 
/HOMO SAPIENS (HUMAN) . //P0281 I 

F-NT2RP4001634//MYOSIN HEAVY CHAIN. PERINATAL SKELETAL MUSCLE (FRA 
GMENT) . //0. 16: 233: 23//RATTUS NORVECI CUS (RAT) . //P04462 
F-NT2RP4001638//DNA REPAIR/TRANSCRIPTION PROTEIN MET1 8/MMS 1 9. //4. 2 
#-21:249: 30// SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P40469 
F-NT2RP4001644//MYOSIN LIGHT CHAIN KINASE (EC 2.7.1.117) (HLCX) . // 
4.5e-18:ll1:44//DICTYOSTELIUM DISCOIDEUM (SLIME MOLD). //P2 532 3 
F-NT2RP4001 656//HYPOTHET I CAL 108.5 KD PROTEIN R06F6. 2 IN CHROMOSOM 
E U.//3.4e-l3:175:32//CAENORHAflOITIS ELEGANS. // 0096 00 
F-NT2 R P400 1677/ /HY POTHE T I CAL 73.6 KO PROTEIN CY49. 21 . //0. 065:66 : 43 



//MYCOBACTERIUM TUBERCULOS I S. //Q 1 0690 

F-MT2RP4Q01679//M!! ALU SUBFAMILY SQ IARNING ENTRY !!!!//!. 3«- 36: 
103:72//HOMO SAPIENS (HUMAN) . //P391 94 

F-NT2RP4O0I696//PHOTOSYSTEM II REACTION CENTRE J PROTEIN. //0. 93:3 
7:37//CHLORELLA VULGAR I S.//P56338 

F-NT2RP4O0172S//GUANINE NUCLEOT I DE-BIND INC PROTEIN BETA SUBUNIT.// 
4. It- 11 : 128: 32//SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST) .//Q 1 0282 
F-NT2RP4O01730//UOP-GLUCOSE: GLYCOPROTEIN GLUCOSYL TRANSFERASE PRECU 
RSOR (EC 2. 4. 1 . -) (0UGT).//4. U-22: 201 : 27//DR0S0PHILA MELANOGASTER 

(FRUIT FLY).//Q09332 
F-NT2RP40O1739//HOMEOBOX PROTEIN HOX-A10 (H0X-1H) (H0X-I.8) (PL)./ 
/1.0:67:34//H0MO SAPIENS (HUMAN). //P3 12 60 

F-NT2RP40017S3//ZINC FINGER PROTEIN 10 (ZINC FINGER PROTEIN K0X1) 
(FRAGMENT) .//I. 2e-l9:72:62//HOMO SAPIENS (HUMAN). //P2 1 SO 6 
F-NT2RP4001760//BREAXPOINT CLUSTER REGIOM PROTEIN. //I. 8«-13: 179:28 
//HOMO SAPIENS (HUMAN) .//P1 1 274 

F-NT2RP40O1790//ZINC FINGER PROTEIN 38 (ZFP-38) (CTFINS1) (T RAN SCR 
IPTION FACTOR RU49) .//7. 9e-38: 147:49//MUS MUSCULUS (MOUSE) . //Q0723 
1 

F-NT2RP4OO1803//CUTICLE COLLAGEN 12 PRECURSOR. //0. 40:48: 3 9//CAE NOR 
HABOITIS ELEGANS. //P206 30 

F-NT2RP400I822//NOVEL ANTIGEN 2 (NAC-2)://2.7«-27: 173:36//HOMO SAP 
I ENS (HUMAN). //01 48 17 

F-NT2RP40O1823//PUTATIVE CUTICLE COLLAGEN F09C8.6.//3. 3e-l6: 152:42 
/ /CAENORHABD HIS ELEGANS. //P3439I 

F-NT2RP4001 828//H0L I N. //0. 99 : 33 : 36//BACTER I OPHAGE HP1 . //PS 1 727 

F -NT 2RP400 1 8 3 8//METASTAS I S- ASSOC I ATED PROTEIN MTAI.//1. 2e-07:9S.3l 

//HOMO SAPIENS (HUMAN) . //Ql 3330 

F-NT2RP4001 84 I //INTESTINAL MUC IN-LIKE PROTEIN (MLP) (FRAGMENT).// 
0.94: 141 :22//RATTUS NORVEGICUS (RAT) . //P98089 

F-NT2RP4001849//SH3-BINDING PROTEIN 3BP-1 . //S. 6e-52 : 276 : 4S//MUS MU 
SCULUS (M0USE).//PS5I94 

F-NT2RP4001 861 //HYPOTHETICAL 10.6 KD PROTEIN IN GALE-PEPT INTERGEN 
IC REGI0N.//0.92:39:S1//BACILLUS SUBTi LIS. //P5SI85 
F-NT2RP400I889//HYPOTHETICAL BHLF1 PROTEIN. //0. 32:97: 3 1//EPSTE I N-B 
ARR VIRUS (STRAIN 895-8) (HUMAN HERPESVIRUS 4).//P03l81 
F-NT2RP4001893//2-SA-DEPENDENT 8IBONUCLEASE (EC 3.1.26.-) (2-5A-0E 
PENDENT RNAASE) (RNASE L) (RlBONUCLEASE 4) (FRAGMENT) . //3. 6«- 07 : 1 2 
4:29//MUS MUSCULUS (MOUSE) . //Q05921 

F-NT2RP400 1 896/ /HYPOTHET I CAL 89.4 KO TRP-ASP REPEATS CONTAINING PR 
OTEIM IN PMT6-PCT1 INTERGENIC REGION. //3. 9e-10: 210: 28//SACCHAROMYC 
ES CEREVISIAE (BAKER' S YEAST) . //P4293S 

F-NT2RP4001901//ACR0SIN PRECURSOR (EC 3. 4. 21 . 10). //2. 4«-07: 53:45// 
ORYCTOLACUS CUNICULUS (RABBIT) . //P48038 

F-NT 2 RP400 1 9 2 7//M I CROTUBULE-AS SOC I ATED PROTEIN YTM1.//3. 1 e-19: 170: 
32//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //0 1 2024 
F-NT2RP4001938//ZINC FINGER PROTEIN M0K-2.//1. 3«-28:72: 50//MUS MUS 
CULUS (MOUSE). //P24399 

F-NT2RP4001 946//PR0TE I N-L- I SOASPARTATE O-METHYLTRANSFERASE (EC 2. 
1.1.77) (PROTEIN- BETA-ASPARTATE METHYLTRAMSFERASE) (PIMT) (PROTE 1 
N L- 1 SOASPARTYL METHYL TRANSFERASE) (L-ISOA5PARTTL PROTEIN CARBOXYL 
METHYLTRAMSFERASE). //4.8e-l4:1 83 :30//TR I TICUM AESTIVUM (NHEAT) .// 
043209 

F-NT2RP400I 950//HYPOTHETICAL PROTEIN ORF-1 1 37. //3. 7a-07: II 5: 29//MU 

S MUSCULUS (MOUSE). //PH 260 

F-NT2RP4001953 

F-NT2RP4001 966//MALL-ASSOCI ATED PROTEIN PRECURSOR. //0. 13.I51:27//B 
ACILLUS SUBTILIS.//Q07833 

F-NT2RP4001975//FIBRIL-F0RMINC COLLAGEN ALPHA CHAIN. //0. 00031 : 1 90 : 
31 //RIFT I A PACHYPT I LA (TUBE NORM) . //P30754 

F-NT2RP4002018//RING CANAL PROTEIN (KELCH PR0TEIN).//3. 5«-18: 185: 2 
9//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //Q04652 

F-NT2RP4002047//GTP-BIN01NG PROTEIN GUF1 (CTPASE CUF1) .//4. Ot-49: 1 
58 : 6S//SACCHAR0HYCES CEREV ISIAE (BAKER' S YEAST) . //P46943 
F-NT2RP4002052//HYPOTHETICAL 54.3 KO PROTEIN C23D3.03C IN CHROMOSO 
ME I. //0. 0047: 148: 27//SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST).// 
009844 

F-NT2RP4O02OS8//PUTATIVE PRE-MRNA SPLICING FACTOR ATP-OE PENDENT RH 
A KELICASE F56D2. 6. //O. 057:66: 30//CAENORHABD I T I S ELEGANS. //Q2087 5 
F-NT2RP400207I//VERY HYPOTHETICAL 13.2 KD PROTEIN CY251 . 09. //O. 94 : 
45 : 46//MYC0BACTER I UN TUBERCULOS IS. //Ql 0888 

F-NT2RP4002075//TAT PROTEIN (TRANSACT I VAT I NC REGULATORY PROTEIN)./ 
/0.44:36:38//KUMAN IMMUNODEFICIENCY VIRUS TYPE 1 (NOK ISOUTE) (HI 
V- 1). //PI 8804 

F-NT2RP4002078//ZINC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTFIO) 

(HPF7).//2.6e-l9:46:76//HOMO SAPIENS (HUMAN).//Q0548I 
F-NT2RP4002081//MHC CLASS II REGULATORY FACTOR RFXI (RFX) (ENHANCE 
R FACTOR C) (EF-C).//2.8e-05:196:3l//HOMO SAPIENS (HUMAN). //P2 26 70 
F-NT2RP4002083//HYPOTHETICAL PROLINE-RICH PROTEIN (FRAGMENT) . //O. 0 
064 : 29 : 55//ONEN I A FUS I FORM I S. //P21 260 



[0 6 7 5] 



9 4 2 



£HIiE# 2002-3046777 



#2000-118776 



[^3 7 7] 



F-NT2RP4002408//PROTEIN KINASE CEK1 (EC 2. 7. 1. -).//!. Ie-37:159:S3/ 
/SCHIZ0SACCHA80HYCES POMBE (FISSION YEAST) . //P 3*938 
F-NT2RP4OO2791//30S RIBOSOMAL PROTEIN S20.//I. 0: 73:26//HELICOBACTE 
R PYLORI (CAMPYLOBACTER PYL0RI).//PS6027 

F-NT2RP4002888//HYPOTHET I CAL PROTEIN TP03S2. //O. 91: 52: 26//TREPONEN 
A PALLIDUN.//083371 

F-NT2RP4002905//C2/HITOTIC-SPECIFIC CYCLIN SI 3-7 (B-LIKE CYCLiN) 
(FRAGMEHT).//5.9t-0S:138:27//CLYCINE VAX (SOYBEAN). //P2 SO 12 
F-NT2RP500J459//HOMEOBOX PROTEIN HOI -A3 (HOX-I.S) (MO-1 0) . //O. 027: 
40:40//MUS MUSCULUS (HOUSE) . //P02831 

F-NT2RPS0034SI //HYPOTHETICAL PROTEIN C22F3. 14C IN CHRONOSONE I (FR 
AGMENT).//1.I*-12:I42:3S//SCHIZ0SACCHAR(NIYCES PONBE (FISSION YEAS 
T).//Q09779 

F-NT2RP5003477//VEGETAT I BLE INCONPATIBIL ITY PROTEIN HET-E-I.//5. 3 
e-l3:215:28//PQDOSPORA ANSERINA.//Q00808 

F-NT2RP5003492//GLUC0AHYLASE S1/S2 PRECURSOR (EC 3.2.1.3) (GLUCAN 
1 . 4-ALPHA- aUCOS I DASE) (1 . 4- ALPHA- D—GL UCAN CLUCOHYOROLASE) . //O. 00 
SS:I44:27//SACCHAR0NYCES CEREVISIAE (BAKER* S YEAST) . //P08640 
F-NT2RP5003S00//PROL IKE-RICH PROTEIN HP-2 PRECURSOR. //9. Oe-OS: 103: 
38//MUS NUSCULUS (HOUSE) . //POS 1 42 

F-NT2RPS003S06//HALE SPECIFIC SPERN PROTEIN NST87F.//0. 53:21 : 38//0 
ROSOPHILA HE LAN OCAS TER (FRUIT FLY) . //P081 75 

F-NT2RP5003S1 2//HYP0THET I CAL PROTEIN IN CYC8 3' REGION PRECURSOR (0 
RF2) (FRACNENT) . //O. 92 : 49: 32//PARAC0CCUS DEN I TR I F I CANS. //P29969 
F-NT2RP5003 S 2 2/ /NADPH-CYT OCHROME P450 REDUCTASE (EC 1.6.2.4) (CPR 
).//2.7«-18:l6S:39//PHASE0LUS AUREUS (HUNG BEAN) (VIGNA RAD I ATA)./ 
/P37II6 

F-NT2RPS003S24//COLLAGEN ALPHA 1(1) CHAIN (FRAGMENTS) . //G. 0«-08 : I 2 
S:4I//RATTUS NORVECICUS (RAT) . //P02454 

F-NT2RP5003S34//ATP SYNTHASE. SUBUNIT F (EC 3. 6. 1 . 34) . //O. 88: 37:45 

//HALOBACTER I UN VOLCANII (HALOFERAX VOLCANI I) . //Q4833I 

F-QVARC1 000001 //GAR22 PROTEIN. //I. 9e-05:41 : 58//HONO SAPIENS (HUHA 

PO.//Q99S01 

F-0VARC1000004//70 KD EXOCYST COMPLEX PROTEIN. //3. 7«-08: 186: 25//SA 

CCHARONYCES CEREVISIAE (BAKER' S YEAST) . //PI 9658 

F-OVARC 1 000006//H I STONE H2A. 1 . //4. 7e-55 : 1 1 7 : 98//RATTUS NORYEG I CUS 

(RAT).//P02262 

F-OVARCI 0000 I 3//ID- REPEAT PROTEIN POP1.//0.0OO22:1Z6:2B//SCHIZOSAC 
CHARON YCES PONBE (FISSION YEAST) . //P87060 

F-OVARC 1 0000 14//PROC0LLA GEN ALPHA 1(1) CHAIN PRECURSOR. //2. 3 «-05: 2 
20 : 30//GALLUS GALLUS (CH I CKEN) . //P02457 

F-0VARC100O017//CUTICLE COLLAGEN DPY-I 3. //2. Se-05: 97: 30//CAENORHAB 

DITIS ELEGANS. //PI 76 S 7 

F-OVARCI00O035 

F-OVARC 1 000058//RAS -RELATED PROTEIN RABC. //O. 0001 5: 1 10: 24//DICTY0S 
TEL I UN OISCOIOEUN (SLIME HOLD) .//P34 143 

F-OVARC 1 000060//EXTRACELLULAR R I BON UC LEASE LE PRECURSOR (EC 3.1.2 , 
7.1) (RNASE LE).//6.8e-09:60:4S//LYC0PERSIC0N ESCULENTUM (TOMATO). 
//P80022 

F-OVARC1000068//CYTOTOXIN 4 (CAROIOTOXIN V-l 1-4) . //I . 0: 27:44//NAJA 
MOSSAMBICA (MOZAMBIQUE COBRA) . //PO 14 52 
F-OVARC 100 00 71 //NUCLEAR TRANSPORT FACTOR 2 (NTF-2) (PLACENTAL PROT 
EIN 15) (PP1S).//5.2e-06:11S:29//HOMO SAPIENS (HUMAN). AND RATTUS 
NORVECICUS (RAT). //PI 3662 
F-0VARC1 000085 

F-OVARC 1 000087//HI STONE MACR0-H2A. I. //I. 2e-13: 174: 26//RATTUS NORVE 
GICUS (RAT).//Q02874 

F-0VARC1 000091 //OCTAPEPT I DE-REPEAT PROTEIN T2.//0.0013: 137:32//MUS 
NUSCULUS (MOUSE). //Q06666 

F-OVARC1000092//MIT0CHONORIAL RlBOSOMAL PROTEIN S7.//0. 97:46: 39//A 
CANTHAMOEBA CASTELLAN II (AMOEBA) . //P467S6 

F-OVARC 1 000 1 06//HYP0THET I CAL 141.5 KD PROTEIN IN YPT53-RH02 INTERG 
EN1C REGION. //O. 0012: 165 :29//SACCHAROMYCES CEREVISIAE (BAKER'S YEA 
ST).//P53935 

F-OVARC 1 0001 09//PHOL I NE RICH 33 KD EXTENS IN-RELATED PROTEIN PRECUR 
SOR (FRAGMENT) .//O. 18:35: 34//0AUCUS CAROTA (CARROT) . //P06600 
F-OVARC 1 0001 13//HYP0THET I CAL PROTEIN CIS. //1. 0: 26:26//SIINEPOX VI R 
US (STRAIN KASZA) (SPV) . //P3221 7 

F-0VARCI00O1 14//! ! ! ! ALU SUBFAMILY SO ffARNING ENTRY ! ! ! !//3. 6«-28: 

57:63//KOMO SAPIENS (HUNAN) . //P 39 1 94 

F-0VARC100O133 

F-OVARC1000139//UBIQUITIN CARBOXYL- TERMINAL HYDROLASE 4 (EC 3.1.2. 
15) (UBIQUITIN THIOLESTERASE 4) (UBIQUIT IN-SPECIFIC PROCESSING PRO 
TEASE 4) (DEUBI QUIT I HATING ENZYME 4) (UBIQUITOUS NUCLEAR PROTEIN H 
OMOLOC).//!. 9e- 09: 200:2 9//H0M0 SAPIENS (HUMAN). //Ql 3 107 
F-0VARC1000145//H0ME080X PROTEIN DLX-3. //1 . 0: 65: 30//BRACHYDANIO RE 
RIO (ZEBRAFISH) (ZEBRA DAN 10) .//QO 1702 

F-OVARC 1 0001 48//HYPHAL NALL PROTEIN I (CELL ELONGATION PROTEIN 2). 

//O.I 2:175: 29//CANO IDA ALBICANS (YEAST) . //P46S93 

F-OVARC 1 0001 51//HYP0THET I CAL PROTEIN KIAA0161.//5. 6e-20: 197:30//H0 
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MO SAPIENS (HUMAN) . //P 50176 

F-OVARCI 0001 68//MH ALU SUBFAMILY j IARNINC ENTRY ! ! ! !//0. 0030: 7 
7 :38//HOMO SAPIENS (HUMAN) .//P39I88 

F-OVARC1000191//COLANIC ACID BIOSYNTHESIS PROTEIN ICAH. //O. 95:56:3 
5//ESCHERICHIA COLI.//P320S6 

F-OVARC 1 000 1I8//H I STONE HI . C2. //O. 98 : 70 : 25//TRYPANOSOHA CRUZI.//P4 
0268 

F-OVARC 1000209//HYPOTHET I CAL 20.9 KD PROTEIN IN PL8I-HXT2 INTERGEN 
IC REGION.//2.5«-33:t7B:44//SACCHAROHYCES CEREVISIAE (BAKER'S YEAS 
O.//Q03677 

F-0VARC10O02I2//PROLINE-RICH PROTEIN HP-2 PRECURSOR.//!. 7 e-05: 66: 4 
6//HUS MUSCULUS (MOUSE) .//POS 142 

F-OVARC 1 0Q0240// MM ALU SUBFAMILY SP IARNINC ENTRY '??!//!. Se- 10 
4I:78//H0M0 SAPIENS (HUMAN). //P391 93 

F-OVARC 1 000241 //ENDOTHELIAL PAS DOMAIN PROTEIN I (EPAS-1) (HlF-l A . 
LPHA-L IKE FACTOR) (MHLF) (HI F-RELATED FACTOR) (HRF).//7. 4e-S4:177: 
54//MUS NUSCULUS (HOUSE) . //P9748 1 

F -OV ARC 1 0002 88//HYPOTHET I CAL 54.2 KO PROTEIN IN ERP5-ORC6 INTERGEN 
IC REGION. //2. 9»-20: 1 1 545//SACCHAR0MYCES CEREVISIAE (BAKER' S TEAS 
T).//P3882l 

F-OVARC 10O0302//CORT I COSTERO ID-BINDING GLOBULIN PRECURSOR (CBC) (T 

RANSCORT IN) . //I. 0: 79: 2S//MUS MUSCULUS (MOUSE) . //Q06770 

F-0VARC1 000304//PROTEIN NOV- 1 0. //1 . 6e-79: 181 : 83//MUS MUSCULUS (MOU 

SE).//P23249 

F-OVARC10OO309//THREONINE SYNTHASE (EC 4. 2. 99. 2). //6. 9e- 36: 1 56:42/ 
/ASH8YA GOSSYP 1 1 (EREMOTHEC I UM GOSSYP II). //Q00063 
F-0VARC1 000321 //HYPOTHETICAL 28.1 KD PROTEIN C4F8.03 IN CHROMOSOME 
l.//S.2e-4S:1S9:53//SCHI20SACCHAR0MYCES PONBE (F I SSI OH YEAST). //O 
14179 

F-OVARC1O00326//BASIC PROLINE-RICH PEPTIDE IB-1. //0. 036: 67: 3S//H0M 
0 SAPIENS (HUMAN). //P04281 

F-OVARC1000335//HYPOTHETICAL 39.3 KO PROTEIN IH GCN4-ffBP1 INTERGEN 
IC REGION.//!. 2«-l 6:200: 27//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P40004 

F-OVARC 1 00034 7//HYP0THET I CAL 7.6 KD PROTEIN YCF33. //O. 69:41: 43//CY 
ANAPHORA PARAO0XA.//P48273 

F-OVARCI000384//ANT I FREEZE PEPTIDE 4 PRECURSOR. //O. 98:49: 3 4//PSEUD 
OPLEURONECTA AMERlCANUS (H INTER FLOUNDER) . //PO 2 734 
F-OVARC 1 000408// INTEGUMENTARY MUCIN C. 1 (FIM-C. I) (FRAGMENT) . //B. 1 
e-OS : 1 1 5 : 33//XEN0PUS LAEV I S (AFR I CAN CLAfED FROG) . //Q05049 
F-OVARC 1 0004 11//DYNACT IN. 150 KD ISOFORM (150 KD DYNE I N- ASSOC I A TED 
POLYPEPTIDE) (DP- 150) (DAP- ISO) (PI SO-CLUED) . //D. 00076: 100: 29//RA 
TTUS NORVECICUS (RAT). //P2 8023 

F-OVARC 10004 14//HYP0THET I CAL 7.0 KD PROTEIN IN BLTR-SPOIIIC INTERG 

ENIC REGION.//1.0:46:34//BACILLUS SUBTILIS.//P54431 

F-OVARC 1 0004 20//C0LLAGEN ALPHA 2(VIII) CHAIN (ENDOTHELIAL COLLAGE 

N) (FRAGMENT) . //O. 0028 : 97 : 37//HOMO SAPIENS (HUMAN) . //P 2 5067 

F-OVARC 1 000427/ /HYPOTHET I CAL 13.9 KD PROTEIN IN PRFA-SPOIIR INTERG 

ENIC REC!ON.//0.70:2l:47//BACILLUS SUBTILIS. //P39I SO 

F-OVARC 1 0004 31 

F-0VARC1000437//TENSIN.//9. 2e-42: 1 95: 52//CALLUS CALLUS (CHICKEN) . / 
/Q042OS 

F-OVARC 1 000440//P INCH PROTEIN (PART I CULARY INTERESTING NEI CYS-HIS 

PR0TElN).//3.4e-31:37:97//HOMO SAPIENS (HUMAN) . //P480 59 
F-OVARC 1 000442 

F-OVARC 1 000443//CUT I CLE COLLAGEN 2C (FRAGMENT) . //O. 0056 : 1 63 : 34//HA 
EMONCHUS CONTORTUS.//P16252 

F-OVARC 1 00046 1//F I XU PROTEIN. //O. 36: 36: 44//RHI Z08IUH LECUM I NOSARUM 

(BIOVAR TRIFOLI D//P42710 
F-OVARC1000465//PROTEIN TRANSPORT PROTEIN SEC7.//2. 4«-14: 222 : 26//S 
ACCHAROHYCES CEREVISIAE (BAKER'S YEAST). //P1 1075 
F-OVARC 1000466//! 1 ! ! ALU SUBFAMILY SC IARNINC ENTRY ! M f //2. Je-08 : 
Z9:93//HOMO SAPIENS (HUMAN). //P3 9 1 92 

F-OVARC I 000473//DUAL SPECIFICITY PROTEIH PHOSPHATASE 7 (EC 3.1.3.4 
8) (EC 3.1.3.16) (DUAL SPECIFICITY PROTEIN PHOSPHATASE HKP-X) (FRA 
GHENT). //2.8B-06: 96 :36//RATTU$ NORVECICUS (RAT) . //Q63340 
F-OVA RC 1 000479/ /PHOTOSYSTEH I REACTION CENTRE SUBUNIT X (PSI-K).// 
0. 99:48: 37//CYANIDI UN CALDARIUM (GALDIERIA SULPHURARIA) . //P3I567 
F-OVARC 1 000486 

F-OVARC 1 000496/ /HYPOTHET I CAL PROTEIN HJ1213.//1.0:62:32//METHANOCO . 
CCUS JANNASCHII.//Q58610 

F-OVARC10OO52O//MEROZOtTE SURFACE PROTEIH CMZ-8 (FRAGMENT) . //O. 001 
1:66:40//EIMERIA ACERVULINA.//P09I25 

F-OVARC100O526//PROTEIH Q300.//1.2€-05:51 :43//MUS MUSCULUS (HOUSE 
).//Q02722 

F-OVARC 1000533/ /NEURONAL PROTEIN 3.1 (P31! PROTEIH). //O. 74:43:41// 
HOMO SAPIENS (HUMAN). //Q 1 66 12 

F-OVARC I000543//POLYPEPT I DE H-ACETYLGALACTOSAH I NYLTRANSFERASE (EC 
2.4.1.41) (PROTEIN- UDP ACETYLGAUCTOSAH I NYLTRANSFERASE) (UDP-CALN 
AC: POLYPEPTIDE. N- ACETYLGAUCTOSAH I NYLTRANSFERASE) (GALNAC-T1) . // 
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2.3a-23;192.3S//HOMO SAPIENS (HUMAN). //Q 1 04 7 2 
F-OV ARC 100055* 

F-OVARC) 000SS7//!!!! ALU SUBFAMILY J IARNINC ENTRY !!!!//!. 6e-08: 8 
0:47//H0MO SAPIENS (HUMAN) . //P391 88 

F-OVARC1000S64//VPI PROTEIN (X ORF PROTEIN) (VIRAL ACCESSORY PROTE 
IN).//0.4S:32:S0//HUMAN INMUNODEFICIENCY VIRUS TYPE 2 (ISOLATE 019 
4) (HIV-2).//PI7760 
F-OVARCI 000573 

F-OVARCI 000576//RETA-OEFEKS IN I (BNDB-I).//0.47:29:41//BOS TAURUS 
(BOVINE) . //P481 58 

F-OVARC10O0578//COLLAGEN ALPHA 1(11) CHAIN (FRAGMENTS) . //O. 023:98: 
36//BOS TAURUS (B0VINE).//PO24S9 

F-OYARCI000S88//NITOCHONO8IAL 60S RIBOSOMAL PROTEIN L3.//0. 75:57:2 
9//H0M0 SAPIENS (HUMAN) . //P0900I 

F-OVARC10O0805//AUT0LYSIN PRECURSOR (EC 3.4.24.38) (GAMETE LYTIC E 
NZYME) (CLE) .//0. 91 : 134: 28//CHLAMYOOMONAS RE I NHARDT 1 1 . //P3 It 78 
F-OVARC10O0622//!!!! ALU SUBFAMILY SB IARNINC ENTRY ! ! ! !//2. 6e-36: 
I00:80//HOMO SAPIENS (HUMAN). //P3 9 189 

F-OVARCI 000640//HYPOTHET I CAL 6.5 KO PROTEIN YCF40 (ORF73).//0. 98:3 
4:38//0OONTELLA SINENSIS. //P49S35 

F-OVARCI000649//ANTHER- SPECIFIC PROTEIN SFI8 PRECURSOR (FRAGMENT). 
//0.0036:64:37//HELIANTHUS ANNUUS (COMMON SUNFL01ER) . //P22357 
F-OVARC 1 00066 1 //COLLAGEN ALPHA 2(1) CHAIN (FRAGMENTS) . //O. 21 : 53:47 
//RATTUS NORVEGICUS (RAT).//P02466 

F-OVARCI 0006 78//BACTERI OC IN Ml CROC IN 81 7 PRECURSOR (MCB17).//1.0: 1 
7:58//ESCHERICHIA COL I . //P05834 

F-OVARC1000679//ONA-OIRECTED RNA POLYMERASE OMEGA CHAIN (EC 2.7.7. 
6) (TRANSCRIPTASE OMEGA CHAIN) (RNA POLYMERASE OMEGA SUBUN I T) . //O. 
096:67:29//ESCHERICHIA COL I. //P08374 

F-OVARCI 00068 1 //PROTE IN Q300. //O. 72:16: 43//MUS MUSCULUS (MOUSE) . // 
002722 

F-OVARCI 000682//PROCESS IRC ALPHA- 1, 2-MANNOSIOASE (EC 3.2.1.-) (ALP 
HA-1 . 2-MANNOS IOASE I B) . //7. 6e-70: 1 02 : 99//MUS MUSCULUS (MOUSE) . //P3 
9098 

F-OVARCI 000689/ /CAOM I UM-NETALLOTH I (WE I N (CO-NT) . //0. 032 : 30 : 40//HEL 
IX POMATIA (ROMAN SNAIL) (EDIBLE SNAIL) . //P3 3 187 
F-OVARCI 0O07O0//BRA I N NEURON CYTOPLASN I C PROTE IN 2.//0. 17:60: 40//R 
ATTUS NORVEGICUS (RAT) . //P02684 

F-OVARC1000703//BASIC PROLINE-RICH PEPTIDE P-E ( I B-9) .//O. 57:42:42 
//HOMO SAPIENS (HUMAN) . //P028I 1 

F-OVARCI 0O0722//N-ACETYLLACTOSAM I NE SYNTHASE (EC 2.4.1.90) (M-ACET 
YLGLUCOSAMINE (BETA 1 ->4) GAUCTOSYLTRANSFERASE) (EC 2.4.1.38) (UC 
TOSE SYNTHASE A PROTEIN (EC 2.4.1.22)) (GALACTOSYLTRANSFERASE) (G 
T) . //1 . 1 «-20 : 44 : 70//B0S TAURUS (BOV I NE) . //P08037 
F-OVARCI 0O0730//HYPOTHET I CAL 83.8 KD PROTEIN C27F2.7 IN CHROMOSOME 

1 1 1.//5. 2t-29:224: 36//CAENORHABO I T I S ELEGANS. //Q 1 8262 
F-OVARC 1 000746//MATERNAL EFFECT PROTE I N STAUFEN. //6 . 2a- 1 2 : 78 : 48//D 
ROSOPHILA MELANOGASTER (FRUIT FLY) .//P25I59 
F-OVARCI 000769 

F-OVARC 1 00077 1//RAS-RE LA TED PROTEIN RAB-2. //I . le-46: 1 21 : 79//H0M0 S 

APIENS (HUNAN). AND CAN IS FAMILIARIS (DOG) . //P08886 

F-OVARC 1000781 //HOME OBOX PROTEIN GBX-2 (GASTRULATION AND BRAIN-SPE 

CIFIC HOMEOBOX PROTEIN 2) . //O. 81 : 36: 52//HOMO SAPIENS (HUMAN) . //P52 

951 

F-OVARCI 000787//40S RIBOSOMAL PROTEIN S14 (FRAGMENT). //O. 96:37:48/ 
/SUS SCROFA (PIG).//QZ9303 

F-OVARCI 000800/ / ! ! ! ! ALU SUBFANILY SB IARNINC ENTRY ! ! ! !//2. Se-31 : 
47:82//H0M0 SAPIENS (HUMAN). //P3 9 1 89 

F-OVARC 1 00080 2//HYP0THET I CAL 8.6 KD PROTEIN B0302. 2 IN CHROMOSOME 
X. //0. 1 6 : 55 : 40//CAEN0RHABD I T I S ELEGANS. //Q1 0926 
F-OVARCI 0008 34//SER I NE/TKREON IKE- PROTE IN KINASE PAK -ALPHA (EC 2.7. 
1.-) (P68-PAK) (P21- ACTIVATED KINASE) (ALPHA-PAK) (PROTEIN KINASE 
MUK2).//0.87:140:31//RATTUS NORVEGICUS (RAT) . //P35465 
F-OVARC1000846//NUCLEOLIN (PROTEIN C23).//7. Oe-07: 109:30//MESOCRIC 
ETUS AURATUS (GOLDEN HAMSTER) .//P08 199 

F-OVARC 1 000 8 50/ /HYPO THE T I CAL 56.2 KD PROTEIN IN ERG8-UBP8 INTERGEN 
IC REGION. //6.9e-09:1 80 :28//SACOURONYCES CEREVISIAE (BAKER'S YEAS 
T).//Q0499l 

F-OVARC10008 6 2//LBIQUIT IN-CONJUGATING ENZYME E2-17.S KD (EC 6.3.2. 
19) (UBIQUITIN- PROTEIN LICASE) (UBIQUITIN CARRIER PROTE IN) . //0. 00 
Z0:74:28//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //PS 24 90 
F-OVARC 1 000876//MOB 1 PROTEIN (NPSI BINDER 1) .//9. 8t-39: 1S4:S5//SAC 
CHAROMYCES CEREVISIAE (BAKER* S YEAST) . //P40484 
F-OVARCI 00088 3//METAL LOTH I ONE I N - 1. //0. 87 : 38 : 36//CANO I DA G LAB RATA 
(YEAST) (TORULOPSIS GLABRATA).//P15113 

F-OVARCI 00088 5/ /OX I DO REDUCTASE UCPA (EC 1 .-.-.-) .//2. Se-18: 1 70: 34/ 
/ESCHERICHIA COLI.//P37440 

F-OVARCI 000886//COLLAGEN ALPHA 2(1) CHAIN (FRAGMENT). //0. 00033:60: 
45//BOS TAURUS (BOVINE).//P0246S 

F-OVARC I 000890//PROBABLE E5 PROTEIN. //0. 92:7: 71//HUMAN PAPILLOMAVI 



RUS TYPE 70.//P50774 

F-OVARC 1 00089 I //HYPOTHET I CAL 8.3 KD PROTEIN (ORFS).//1.0: 36:36//PA 
RAMECIUM TETRAURELIA.//P15606 

F-OVARC 1 00081 7//HYPO THE T I CAL 6.1 KD PROTEIN PRECURSOR (0RF87).//1. 
0:34:44//ORCYIA PSEUDOTSUCATA MULT I CAPS ID POLYHEDROSIS VIRUS (OPMN 
PV).//OI0337 

F-OVARC1000912//PUTATIVE CUTICLE COLLAGEN C09GS. 4. //4. Oe-07 : 98 : 35/ 
/CAENORHABDITIS ELEGANS. //Q0945S 

F-OVARCI 00091 5//HYPOTHET I CAL PROTEIN KIAA0288 (HA6H6).//1. 7a-47: 1 
15:76//HOMO SAPIENS (HUMAN) . //P56524 

F-OVARCI 0O0924//CYTOCHROME B (EC 1.10. 2. 2) (FRAGMENT) . //0. 99 : 54 : 24 
//BOA CONSTRICTOR (BOA) . //P9 2848 

F-OVARCI 0O0936//HYP0THET1 CAL 7.5 KD PROTEIN IN INAA-GLPQ INTERGEN I 
C REGION.//1.0:48:33//ESCHERICHIA COL I .//P45505 

F-OVARCI 00093 7// PROCOLLAGEN ALPHA 1(1) CHAIN PRECURSOR. //I. 0: 1 35: 3 
I //HOMO SAPIENS (HUMAN) . //PO 24 52 

F-OVARC 100094S//EARLY El A 11 KD PROTE I N.//0. 087:81 24//MOUSE ADENO 
VIRUS TYPE 1 (MAV-D.//P12533 
F-OVARCI 000948 

F-OVARC 1000959//HVP0THET I CAL PROTEIN NJ0933.//O.99:67:28//METHANOC 
OCCUS JANNASCHI I . //Q58343 

F-OVARCI 000960//!!!! ALU SUBFAMILY SP IARNINC ENTRY ! ! ! !//1 . 8e- 32 : 
S6:75//HOMO SAPIENS (HUMAN) .//P39I93 

F-OVARCI 000964//MAMB IN (GLYCOPROTEIN 1 1 B-l IA ANTAGONIST) (PLATELET 
AGGREGATION INHIBITOR) (DENDR0ASPIN).//1.0:30:36//DENOROASP1S JAM 
ESONI KAIMOSAE (EASTERN JAMESON'S MAMBA) . //P28375 
F-0VARC100097I 

F-OVARC 1 000984//HYPOTHET I CAL 52.3 KO PROTEIN IN MRPL10-ERG24 INTER 
GENIC REGION PRECURSOR. //0. 093: 36: 47//SACCHAROMYCES CEREVISIAE (BA 
KEN'S YEAST) . //P53832 

F-OVARCI 000 996//M02 5 PROTE I N. // 1. 9e- 39:80 :95//MUS NUSCULUS (MOUSE 
).//Q06138 

F-OVARCI 000999//BRA IN-SPECIFIC HOMEOBOX/POU DOMAIN PROTEIN 1 (BRN- 
1 PROTE I N) . //O. 00020 : SO : 40//HOMO SAPIENS (HUMAN) . //P20264 
F-OVARC1001000//!!!! ALU SUBFAMILY SX IARNINC ENTRY !! !!//!. 4t-l6 
43.90//H0M0 SAPIENS (HUMAN) . //P391 95 

F-OVARCI 00 1004//MALE SPECIFIC SPERM PROTEIN NST84DA.//0. 95: 33: 42// 
DROSOPH I LA MELANOGASTER (FRUIT FLY).//Q01642 

F-OVARCI 001 01 0//HYPOTHET I CAL PROTEIN NJ0926.//0. 50:71 : 23//METHANOC 
OCCUS JANNASCHI I.//Q58336 

F-OVARCI 00101 1//CORTISTATIN PRECURSOR. //O. 81 : 45: 3 7//RATTUS NOR VEC I 
CUS (RAT).//Q62949 

F-OVARCI 001 03 2//FERREDOX IN LIKE PROTE IN. //I. 0:26:46//RHIZQ8IUM LEG 
UMINOSARUM (BIOVAR PHASEOl I ) . //Q05561 

F-OVARCI 001 034//METALLOTHI ONE IN- 1 C (NT-1G).//0. 14: 9: 77//HOMO SAPIE 
NS (HUMAN) . //P 1 3640 

F-OVARCI 00 1038//NUCLEOL IN (PROTEIN C23) . //3. 2e-07 : 36 : 80//HOMO SAPI 
ENS (HUMAN). //PI 9338 

F-OVARCI 001 040//!! !! ALU SUBFANILY SQ IARNINC ENTRY !!!!//!. 5«-l 8 : 
4S:60//HOMO SAPIENS (HUMAN) . //P391 94 

F-OVARC 1 001 044//B IS (5* -NUCLEOSTL) -TETRAPHOSPHATASE (SYMMETRICAL) 
(EC 3.6.1.41) (01 ADENOSINE TETRAPHOSPHATASE) . //0. 88:43: 39//ESCHER I 
CHI A COLI.//P05637 

F-OVARC 1001051 //SER I NE PROTEINASE STUBBLE (EC 3.4.21.-) (STU8BLE-S 
TUBBLOID PR0TEIN).//0.34:117:25//DR0S0PHILA NELANOGASTER (FRUIT FL 
.Y).//Q053I9 

F-OVARCI 00 1055//PRE-B CELL ENHANCING FACTOR PRECURSOR. //I . it -33 : 4 
3:97//HOMO SAPIENS (HUMAN) . //P43490 
F-OVARC 100 1062 

F-0VARCI001065//METHI0NYL-TRNA SYNTHETASE (EC 6. 1. 1. 10) (NETHIONIH 
E — TRNA LI CASE) (METRS).//0.79:76:39//BORRELIA BURGDORFERI (LYME 0 
ISEASE SPIR0CHETE).//Q449S1 

F-OVARC1001068//GTP-BINDINC PROTEIN ERA HOMOLOG (FRAGMENT) .// 5. 3 e- 
1 5 : 100: 44//BRADY RH 1 2 08 1 UN J A PON I CUM. //0691 62 

F-OVARC 100 107 2//!!!! ALU SUBFAMILY J IARNINC ENTRY !!! !//0. 0076.4 
1:56//HOM0 SAPIENS (HUNAN) .//P3 9 188 

F-OVARCI 001 074//60S RIBOSOMAL PROTEIN L38.//1 . 0: 32:40//LYC0PERSIC0 
N ESCULENTUM (TOMATO). //P46291 

F-OVARCI 001 08S//HYPOTHET I CAL 126.5 KO PROTEIN C13F4.06 IN CHR0MOS0 
HE l.//0.73:135:2S//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST). //Q I 
0197 

F-OVARC 1 00 1 0 92/ /HYPOTHET I CAL 51.2 KD PROTEIN IN PET54-0IE2 I NTERGE 
NIC REGION. //S.6e-05: 30: 56//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//PS0079 

F-OVARCI 00 1 1 07//SHK 1 KINASE-BINOING PROTEIN 1. //I. Bt-08: 52: 5I//SCH 
IZOSACCHAROMYCES POMBE (FISSION YEAST).//P78963 
F-OVARCI 00 H13//D I APHANOUS PROTEIN. //I . 9e-33: 21 8: 35//DROSOPHI LA ME 
LANOGASTER (FRUIT FLY) . //P46608 

F-OVARC10011I7//GENE 7 PROTE IN.//0. 68: 12: 50//SPIROPLASMA VIRUS 4 
(SPV4).//P11339 



[0 6 7 7] 



9 4 4 



m§E# 2002-3046777 



#2 0 



00-118776 



[313 7 9] 

F-OVARCI001118 

F-OVARCI 001 1 29//30S R I BOSOMAL PROTE IN S 1 7. //O. 15:57: 22//AQU I FEX AE 
0LICUS.//066439 

F-OVARCI 001 1S4//GRANUL INS PRECURSOR (ACRXRANIN) . //2. 3e-95:99:77// 
NUS MUSCULUS (HOUSE) . //P28 798 

F-OVARC 1001 1(1 //GUANINE NUCLEOT 1 0€-B I NO I NC PROTEIN BETA SU6UNIT.// 
0. 1 7 : 87 : 34//ARAB I OOPS IS THAL I ANA (HOUSE-EAR CRESS) . //P49 1 77 
F-OVARCI 00 1162 

F-OVARCI 001 167//TRBO PROTEIN. //O. 92: 24: 4S//ESCHERICH1A COL I. //P4 10 
70 

F-OVARCI 001 169//FRUCT0SE-I, 6-BISPHOSPHATASE (EC J. 1. 3. 1 1) (D-FRUCT 
0SE-I.6-BISPH05PKATE 1-PHOSPWHYDROLASE) (FBPASE) (FRAGNENT) . //0. 8 
2:3S:40//HUS HUSCULUS (HOUSE) . //P97323 

F-OVARCI 001 170//PR0LINE-RICH PEPTIOE P-B. //0. 17:27: 37//M0H0 SAPIEH 
S (HUMAN).//P02814 

F-OVARCI 001 171//!!!! ALU SUBFAHILY J IARNINC ENTRY !!! !//0. 00023:2 
8:75//H0HO SAPIENS (HUMAN). //P3 9 188 
F-OVARCI 00 1173 

F-OVARCIO01176//HYPOTHETICAL BHLF1 PROTEIN. //2. 7«-0S: 158: 3 1//EPSTE 
IN-6ARR VIRUS (STRAIN B9S-8) (HUNAN HERPESVIRUS 4).//P0318l 
F-0VARC1001 180//U8 1 QUI TIN-LIKE PROTEIN DSK2.//1. 4e-l2:208:25//SACC 
HAROHYCES CEREVISIAE (BAKER' S YEAST). //P485 10 

F-OVARC 1 00 1 1 8B//HY POTHE T I CAL 27.8 KO PROTEIN IN VMA7-RPS2SA INTERC 
ENIC RECI0N.//3. 3«-31: 129: 51 //SACCHARONYCES CEREVISIAE (BAKER* S YE 
ASTK//PS321S 

F-OVARC1001200//HYPOTHETiaL 49.0 KO PROTEIN IN NSP1-KAR2 INTERCEN 
IC REGION.//0.OI8:148:26//SACCHAROHYCES CEREVISIAE (BAKER'S YEAST 
).//P47057 

F-OVARC1001232//HVPOTHETICAL PROTEIN HJ1236.//2. 5«-27: 141 :39//HETH 
ANOCOCCUS JANNASCHI I . //Q58S33 
F-OVARCI 001 240 
F-OVARCI 001 243 

F-OVARCI 001 244//R I NG3 PROTEIN (KIAA900O.//1 . 7e-13:37:91//H0M0 SAP 
I ENS (HUNAN). //P25440 

F-OVARCI 001 281 //OCTAPEPT IOE-REPEAT PROTEIN T2.//1.3e-07: 109:35//HU 
S HUSCULUS (HOUSE) . //Q0666S 

F-OVARCI 001 268//HYPOTHETICAL 57.4 KO PROTEIN IN PUT REGION (0RF4 
) . //0 . 7 1 : 43 : 41 //PSEUOOHONAS AERUG I NOSA. //P2456 3 
F-OVARCI 001 270//HTPOTKETICAL 9.0 KO PROTEIN IN UVSI-UVSY INTERCEN I 
C RECI0N.//1.0:44:29//BACTERIOPHAGE T4.//P32281 

F-OVARCI 001 271 //HYPOTHETICAL 104.7 KO PROTEIN F23F12.8 IN CHROHOSO 
HE 1 1 1 PRECURSOR. //0. 00015: 188: 2 3//CAEN0RHAB0 1 T I S ELEGANS. //P46504 
F-OVARCI 00 1282 

F-OVARCIOOI29i//HEBl PROTEIN (PROTEIN TRANSPORT PROTEIN SEC3I).// 
0.022: 101 :31//SACCHAR0HYCES CEREVISIAE (BAKER'S YEAST) . //P38988 
F-OVARC 1 00 1 308//HYPOTHET I CAL S2.9 KD SERINE-RICH PROTEIN C11G7.01 
IN CHROHOSOHE I . //O. 023 : 134: 26//SCHI ZOSACCHAROHYCES POHBE (FISSION 
YEAST). //Ol 3695 

F-OVARC 1 00 1 329//CHLOR0PLAST TRIOSE PHOSPHATE TRANSLOCATOR P RECUR SO 
R (CTPT).//1.3t-14:150:28//2EA HAYS (MAIZE).//P49133 
F-OVARCI 00 1330 

F-OVARCI 001 339//R1 BONUCLEOPROTE I N RB97D. //O. 0013 : 55: 38//DR0S0PH I LA 

KELANOGASTER (FRUIT FLY).//Q0292fi 
F-OVARCI 001 34 I//HYPOTHET I CAL 74.0 KO PROTEIN IN CAJ1-H0H3 INTERCEN 
IC REGION.//4.9«-17:l10:43//SACCHAROHYCES CEREVISIAE (BAKER'S YEAS 
T).//P40032 
F-OVARCI 001 342 

F-OVARCI001344//PREPROTEIN TRANSLOCASE SECE SU8UNIT.//0. 99:39:23// 
STAPHYLOCXCUS CARNOSUS. //P36253 

F-OVARC 1 00 1 3 S7//HETALL0TH I ONE IN. //O. 99:28:42/ /XENOPUS LAEVIS (AFRI 
CAN CUIEO FROG) . //Q05890 

F-OVARCI 001 3S0//LARGE PROLINE-RICH PROTEIN BAT 2 (HLA-B-ASSOC I A TED 
TRANSCR IPT 2) . //0. 86 : 1 09 : 3 1 //HOMO SAP I ENS (HUMAN) . //P48634 
F-OVARCI 001 3S9//C0LLACEN ALPHA 2(1) CHAIN (FRAGMENT) . //I. 7«-05 : 1 2 
4:36//B0S TAURUS (BOVINE). //PO 2 46 5 

F-OVARC 1001372/ /HY POTHE T I CAL 34.5 KO PROTEIN IN CLC8-CLCD INTERCEN 
IC REGION PRECURSOR. //O. 75: 33: 48//PSEUOOMONAS PUTIOA. AND PSEUDOHO 
NAS SP. (STRAIN B1 3). //Q47 100 

F-OVARC1001376//!!!! ALU SUBFAHILY J NARNING ENTRY ! ! ! !//2. 8e-24:9 
6:61//H0M0 SAPIENS (HUNAN). //P3 9 1 88 

F-OVARCI 001 38 1 //MEMBRANE -ASSOC I ATEO ATPASE EPSILON CHAIN (EC 3.6. 
1.34) (SUL-ATPASE EPS I LON) . //0. 96:46: 39//SULF0L08US ACIOOCALOARIU 
S.//P23039 

F-OVARC1O01391//SALIVARY PROLINE-RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIOE P-D] (FRAGMENT). //O. 00024: 189: 29//HOHO SAPIENS (HUHA 
N).//P10I62 

F-OVARCI 00 1399//! ! ! ! ALU SUBFAHILY SI IARNINC ENTRY ! ! ! !//0. 062: 1 
8:77//HOMO SAPIENS (HUMAN) .//P3919S 

F-OVARCI 00 1417/ /HYPOTHET I CAL 157.0 KD PROTEIN C38C10.5 IN CHROHOSO 
HE lll.//0.01O:185:23//CAENORHABO1TIS ELEGANS. //Q03 5 70 



F-OVARCI 001 41 9//A-TYPE INCLUSION PROTEIN (AT I) . //0. SO: 135: 28//CAHE 
LPOX VIRUS (STRAIN CP-1) .//QOS482 

F-OVARCI 001 425//C0LLAGEN ALPHA 1 (X) CHAIN PRECURSOR. //0. 43:85: 40// 
HOHO SAPIENS (HUMAN) . //QO 36 9 2 

F-OVARC 1 00 I 436//HYP0THET I CAL 11.4 KO PROTEIN (C4 PROTEIN). //O. 031 : 
100:30//TOMATO YELL01 LEAF CURL VIRUS (STRAIN AUSTRALIA) (TYLCV)V 
/P36283 

F-OVARC 1 001 442//H0ME0B0X PROTEIN HTR-A2 (FRAGMENT). //I. 0: 32 :34//HE 
L080ELLA TR I SERIAL IS (LEECH). //PI 71 39 

F-OVARCI001453//METALLOTHIONEIN-III (NT-IH) (GROHTH INHIBITORY FA 
CTOR) (GIF) . //0. 74:19: 47//MUS HUSCULUS (MOUSE) . //P28 1 84 
F-OVARC1001476//GTP-BINDING PROTEIN GTR2. //3. 0«-l2: 1 14: 34//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST) . //P5 3 290 

F-OVARC 1 001 480//C0LLAGEN ALPHA 2(VI) CHAIN PRECURSOR. //O. 00019: 13 
4:32//HUS HUSCULUS (MOUSE). //Q02788 

F-OVARCI 001 469//HYPOTHET I CAL PROTE I H HI 1270.//0. 98: 30 : 43//HAEHOPH I 
LUS INFLUENZAE. //P44 149 

F-OVARCI 001 496//C-TERH I HAL BINDING PROTEIN 2. //4. 0e-65: 1 32: 100//HO 
HO SAPIENS (HUMAN). //P56545 

F-OVARCI 001 S06//POLYCYST IN PRECURSOR (AUTOSOMAL DOMINANT POLYCYSTI 
C KIDNEY OISEASE PROTEIN 1).//3. 2e-70: 1S9:94//HOMO SAPIENS (HUMAN 
).//P9816l 

F-OVARC 1 001 525//F I BR08LAST GROHTH FACTOR INDUCIBLE PROTEIN 14 (FIN 
14).//1.0:36:33//MUS HUSCULUS (MOUSE) . //Q6 1 077 

F-OVARC 1 001 542//SMALL PROLINE-RICH PROTEIN 28 (SPR-2B).//0. 69: 57:3 

3//H0H0 SAPIENS (HUMAN) . //P3S325 

F-0VARC1001547 

F-OVARCI 001 SSS//NCC1- INTERACTING FACTOR 3. //7. 6e-1 6 : 1 48: 34//SACCHA 
ROHYCES CEREVISIAE (BAKER'S YEAST) .//PS 3081 

F-OVARC 1 00 1 577//SPL I C I NG FACTOR, ARCININE/SERINE-RICH 2 (SPLICING 
FACTOR SC35) (SC-35) (SPLICING COMPONENT. 35 KD) (PR264 PROTEIN)./ 
/8. 8e-38:94:81 //CALLUS CALLUS (CHICKEN) . //P30352 
F-OVARCI 00 1600//CENE 7 PROTEIN. //O. 80: 38: 39//SP1 ROPLASHA VIRUS SPV 
1-R8A2 B.//P15898 

F-OVARCI 001 61 0//D I ACYLGLVCEROL CHOLINE PHOSPHOTRANSFERASE (EC 2.7. 
8.2) (SN-1.2- DIACYLCLYCEROL CHOL I NE PHOSPHOTRANSFERASE) (CHOPT).// 
1.6e-22:l22:39//SACCHAROHYCES CEREVISIAE (BAKER'S YEAST). //PI 7898 
F-OVARC1001611 

F-OVARC 1 00 1 6 1 5//HY POTHE T I CAL 6.1 KO PROTEIN C03B1. 10 IN CHROMOSOME 

X. //O. 30: 43: 34//CAEN0RHABOIT I S ELEGANS. //Q1 1116 
F-OVARC1001668//!!!! ALU SUBFAMILY SC WARNING ENTRY !!!!//!. Oe-1 9: 
45:82//H0M0 SAPIENS (HUMAN). //P3 9 192 

F-OVARCI 001 7O2//SOX-20 PROTEIN. //2. 4e-28: 71 : 83//HOMO SAPIENS (HUHA 
NK//060248 

F-OVARC J 001 703// INTERFERON- INDUCED GUANYLATE-B I NO I NG PROTEIN 1 (GU 
AMINE NUCLEOTIDE- BINDING PROTEIN 1) ( I NTERFEROM-GAMMA INDUCIBLE P 
ROTEIN HAG-1).//0.00018:88:36//HUS HUSCULUS (HOUSE). //Q0 151 4 
F-OVARCI 001 711 //CORN I FIN B (SMALL PROLINE-RICH PROTEIN IB) (SPR1B) 

(SPRI B) . //2. 7e-05: 98 : 32//HUS HUSCULUS (MOUSE). //Q6 2267 
F-OVARC 1001 71 3//END0ZEP I NE-RELATED PROTEIN PRECURSOR (HEHBRANE-ASS 
OC I ATEO DIAZEPAM BINDING INHIBITOR) (MA-OBI) . //4. 5e-20:46:67//B0S 
TAURUS (B0VINE).//P07I06 

F-OVARC 1 001 726//ALPHA-AMYLASE INHIBITOR PAIH I (PIG PANCREATIC ALP 
HA- AMYLASE INHIBITOR OF HICROBES l).//0.S9:23:66//STREPTOHYCES 0L1 
VACEOVIRIDIS (STREP TONY CES CORCHORUS II). //P0992 1 
F-OVARCI001731//TR0POHY0S1N ALPHA CHAIN. SKELETAL MUSCLE. //2. 1 e-7 
5:176:87//XEN0PUS LAEVIS (AFRICAN CLAMED FROG). //Q01 173 
F-OVARC 1 001 745//GENE 11 PROTE I N.//0. 31: 36: 5 2//SPI ROPLASHA VIRUS SP 
V1-R8A2 B. //PI 5902 

F-OVARC1001 762//N- TERMINAL ACETYLTRANSFERASE 1 (EC 2.3.1.88) (AH IN 
0- TERMINAL. ALPHA- AMINO. ACETYLTRANSFERASE I) .//2. 8e-23 : 1 97: 35//S 
ACCHAR OMYCES CERE V I S I AE (BAKER* S YEAST) . //P 1 2945 
F-OVARC 1 0017 66//FK 506 -B I ND I NG NUCLEAR PROTEIN (PEPTIOYL-PROLYL CI 
S-TRANS I SOME RASE) (PPIASE) (EC 5.2.1.8) (PROLINE ROTAHASE) (NUCLE 
OUR PROLINE ISOMERASE) (FKBP-70).//2. 2«-06:99:40//SACCHAROHYCES C 
EREVISIAE (BAKER'S YEAST). //P389 1 1 

F-OVARC1001767//33.2 KO PROTEIN IN OINO-RPH INTERCEN I C REGION (ORF 

X) . //0. 99: 1 1 3: 27//ESCHERICHI A COL I . //P23839 
F-OVARC 100 1768 

F-OVARCI 001 791 //HYPOTHET I CAL 63.3 KO PROTEIN IN HPT5-SAE2 INTERCEN 
IC REG10N.//0. 090:75: 32//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). 
//P46945 

F-OVARC 1 00 1795//HYPOTHET I CAL 7.5 KO PROTEIN IN RPBA-GP46 INTERCEN I 
C REGION.//0.81:21:38//BACTERIOPHACE T4.//P07878 
F-OVARC 1 001 802//PLECT0X IN VIII (PLT-VIII) (PLTVI 1 1) . //O. 41 : 1 9: 36// 
PLECTREURYS TRISTIS (SPIDER). //P 36 984 

F-OVARCI00180S//60S RIBOSOHAL PROTEIN LAO (CEP52) . //O. 67 : 24: 58//SA 
CCHAROHYCES CEREVISIAE (BAKER'S YEAST). //PI 4796 

F-OVARCI 001 809//COLLAGEN ALPHA 1(1) CHAIN (FRAGMENTS) . //O. 23 : 1 1 1 : 3 
1//RATTUS NORVEGICUS (RAT) . //P02454 
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F-OVARCI 001 81 2//ATP SYNTHASE PROTEIN 8 (EC 3.4.1.34) (A6L) . //O. 99 : 
28:42//HALlCHOERUS CRYPUS (GRAY SEAL) . //P38592 

F-OVARC100181 3//HYP0THETICAL 9.9 KD PROTEIN. //0. 41 : 36: 30//VACCINIA 

VIRUS (STRAIN COPENHAGEN) . //P20562 
F-OVARCI 001 820//HYPOTHET I CAL PROTEIN ORF-1 I37.//0. 80: 58: 29//MUS NU 
SCULUS (MOUSE). //P1 1260 
F-OVARCI 001 828 
F-OVARCI 001 848 

F-OVARCI 001 86 1 //METALLOTH I ONE I N (NT) . //O. 1 8 : 1 1 : 54//PLEUR0NECTES PL 

ATESSA (PLAICE).//P07216' 

F-OVARCI0018T3 

F-OVARCI 001 879//HYPOTHET I CAL 55.9 KD PROTEIN EEED8. 6 IN CHROMOSOME 
M.//2. 3e-O5:73:31//CAEM0RHABDITIS ELEGANS. //Q09296 

F-OVARCI0O1880//SALIVARY PROLINE-RICH PROTEIN PRECURSOR (CLONE CP 

7) [CONTAINS: BASIC PEPTIDE P-F] (FRAGMENT). //2. 4t-1 I .203: 32//HOMO 
SAPIENS (HUMAN) . //P0281 2 

F-OVARC1001883//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//2. 3e-16:8 

6:59//H0M0 SAPIENS (HUMAN). //P39 188 

F-OVARCI 00 1900//HYP0THET I CAL 105.9 KO PROTEIN F22B7.S IN CHROMOSON 
E 1 1 1 . //0. 0053 : 48 : 47//CAEN0RHABD I T I S ELEGANS. //P34408 
F-OVARCI 00 1 901 

F-OVARCI 001 91 1//40S RIBOSOMAL PROTEIN S28.//1. 0:33: 36//ARABIDOPSIS 

THAI I ANA (MOUSE-EAR CRESS) . //P34789 
F-OVARCI 001 91 6//PUTATIVE RHO/RAC GUANINE NUCLEOTIDE EXCHANGE FACTO 
R (RHO/RAC GEF) (FAC 1 0GEN I TAL OYSPLAS I A PROTE I N) . //0. 00082 : 1 14: 27/ 
/HOMO SAPIENS (HUMAN). //P981 74 

F-OVARCI001928//FERREDOXIN III (FDI 1 1). //1 . 0: 64: 29//ANABAENA VARIA 
BILIS.//P460S0 

F-OVARCI 001 94 2//N- TERMINAL ACE TYLTRANSFE RASE 1 (EC 2.3.1.88) (AMIN 
0- TERMINAL, ALPHA- AMINO. ACETYLTRANSFERASE I ) . //3. Oe-07: 93: 37//SA 
CCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //PI 2945 

F-OVARCI 00 1943//HYP0THET I CAL 62.2 KD PROTEIN ZK652.6 IN CHROMOSOME 

1 1 1. //1. 7t-23 : 147 : 43//CAENORHABD I T I S ELEGANS. //P34664 
F-OVARCI00I949//ZINC FINGER PROTEIN 177.//2. Oe-23: 56:66//HOMO SAP I 
ENS (HUMAN) .//Q 13 360 

F-OVARC100I950//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//0. 01 1 : 57: 
47//H0M0 SAPIENS (HUMAN). //P391 88 

F-OVARC1001987//SPERM PROTAMINE PI (CYSTEINE-RICH PROTAMINE). //O. 3 
9:14: 64//MUS MUSCULUS (MOUSE) . //P02 3 1 9 

F-OVARC1001989//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//2. 4e-1 3: S 
S:72//HOMO SAPIENS (HUMAN) . //P39188 
F-OVARCI 002044 

F-OVARC1002050//UTROPHIN (DTSTROPH I N- RELATED PROTEIN 1) (DRP1) (DR 
P).//3. 6e-l2: 221: 2 5//H0M0 SAPIENS (HUMAN) . //P46939 
F-OVARCI 002066 
F-OVARCI 002082 

F-OVARCI 002 1 07// I NTRACELLULAR PROTE I N TRANSPORT PROTE IN US01.//0.9 
9: 1 49: 24//SACCHAR0MYCES CEREV ISIAE (BAKER' S YEAST) . //P2S386 
F-OVARCI 0021 1 2//HI STONE MACR0-H2A. I . //{. 8a-S4: 1 33: 98//RATTUS NORVE 
GICUS (RAT). //QO 2 8 74 

F-OVARCI 0021 27//60S RIBOSOMAL PROTEIN L22. //0. 0023: 95: 35//DROSOPHI 
LA NELANOGASTER (FRUIT FLY) . //P50887 

F-OVARC10O2138//PROBA8LE 26S PROTEASE SUBUNIT YTA6 (TAT-BINDING HO 
MOLOG 6) . //6. 4e-51 : 1 98 : 56//SACCHAROMYCES CEREV I SI AE (BAKER' S YEAS 
T).//P40328 
F-OVARCI 002 1 43 

F-OVARCI 002 1 56//HYPOTHET I CAL 27.7 KD PROTEIN IN CPT1-SPC98 INTERGE 
NIC REGION. //0. 00010: 64: 34//SACCHAR0MYCES CEREVISIAE (BAKER' S YEAS 
T).//P53915 

F-OVARCI 0021 58//HYPOTHET I CAL 24.1 KD PROTEIN IN LEF4-P33 INTERGENI 
C R£GION.//6.2t-07:119:35//AUTOGRAPHA CALIFORNICA NUCLEAR POLYHEOR 
OS IS VIRUS (ACMNPV).//P41479 

F-OVARCI 002 1 65//EBNA-6 NUCLEAR PROTEIN (EBNA-3C) (EBNA-48) . //0. 000 
23:90:45//EPSTElN-BARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4). 
//P03204 

FrOVARC1002182//HYPOTHETICAL 46.2 KO TRP-ASP REPEATS CONTAINING PR 
OTEIN 02013. 2 IN CHROMOSOME II.//I. 3e-34:16S:3S//CA£NORHABOITIS EL 
EGANS.//Q18964 

F-PLACE 1 000004//HYPOTHET I CAL 180.2 KO PROTEIN C31A2.05C IN CHROMOS 
ONE l.//8.8e-05:148:25//SCHI20SACCHAROMYCES POMBE (FISSION YEAST). 
//Q09725 

F-PUCE 1 000005//PROTE IN Q300. //O. 30: 10: 1 00//MUS MUSCULUS (MOUSE) . / 
/Q02722 

F-PLACE 1 00000 7// PROBABLE UBIQUITIN CARBOXYL-TERM I NAL HYDROLASE RIO 
El 1.3 (EC 3.1.2.15) (UBIQUITIN TH I OLESTERASE) (U8I QUI TIN-SPECIFIC 
PROCESSING PROTEASE) (DEU8 1 QUIT I NAT INC ENZYME) . //2. 3t-39: 1 34: 62//C 
AEMORHABO I T I S ELEGANS. //P 34547 

F-PLACE 1 0000 1 4//S2 KO RO PROTEIN (SJOGREN SYNDROME TYPE A ANTIGEN 
(SS-A)) (RO (SS-A)).//0. 00036: 63 :39//HOMO SAPIENS (HUMAN). //PI 9474 
F-PLACE100003I 



F-PLACE 1000040//!!!! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//4. 4e- 12: 
97:4t//HOM0 SAPIENS (HUMAN) . //P391 94 

F-PLACE 1 000048//50S R I BQ50MAL PROTE IN LI5 (FRAGMENT) . //O. 98:31:38/ 
/BACILLUS SP. (STRAIN C-I2S).//P38373 

F- PLACE 1 0000 SO//COLLAGEN ALPHA 1(111) CHAIN.//0. 00062: 190: 33//BOS 
TAURUS (BOVINE).//P04258 

F-PLACE 1 00006 1//60S RIBOSOMAL PROTEIN L37A.//6. 4e-l9: 51 :86//GALLUS 

CALLUS (CHICKEN). //P3 204 6 
F-PLACE 1 0O0OS6//SSU72 PROTEIN. //2. 3e-39: 165: 49//SACCHAR0MYCES CERE 
VISIAE (BAKER'S YEAST). //P53536 

F-PLACE1000076//BAD PROTEIN (BCL-2 BINDING COMPONENT 6).//l. 7e-06. 
2l:95//HOMO SAPIENS (HUMAN) . //Q92934 

F-PLACE1 00008 1 //HOMEOBOX PROTEIN H0X-A4 (HOX-1.4) (MH-3). //O. 0053 : 
I46:33//MUS MUSCULUS (MOUSE) .//P06798 
F-PLACE 1000094 

F -PLACE 1 0001 33//TRANSCRI PT ION FACTOR BTF3 (RNA POLYMERASE B TRANSC 
RIPTION FACTOR 3) .//1 . 8e-62: 1 58: 8 1 //HOMO SAPIENS (HUMAN). //P20290 
F-PLACE 1 000 142/ /ENOTL-COA HYDRATASE. MITOCHONDRIAL PRECURSOR (EC 
4.2.1.17) (SHORT CHAIN ENOYL-COA HYDRATASE) (SCEH) (ENOYL-COA HYOR 
ATASE l).//9.8e-12: 104: 34//H0M0 SAPIENS (HUMAN) . //P30084 
F-PLACEI0O0I84//AC PROTEIN. //O. 44: 31 : 29//BACTERI0PHAGE T4.//P18924 
F-PLACE 1 0001 85//HYPOTHET ICAL GLYCINE-RICH 49.6 KD PROTEIN CY130. 10 
C PRECURSOR. //O. 1 1:48: 3 3//MYC08ACTER I UM TUBERCULOSIS. //Q 106 3 7 
F-PLACE 1 0002 1 3//GLUC0AMYLASE S1/S2 PRECURSOR (EC 3.2.1.3) (CLUCAN 
1 . 4- ALPHA- GLUCOS I OASE) ( 1 . 4-ALPHA-D-CLUCAN CLUCOHYOROLASE) . //I. * 
e-05:194:26//SACCHAROMYCES CEREVISIAE (BAKER' S YEAST) . //P08640 
F-PLACE 100021 4 

F- PLACE 1000236/ /PROCOLLAGEN ALPHA 1(1) CHAIN PRECURSOR. //O. 027: 63 : 
34//GALLUS CALLUS (CHICKEN) . //P0245 7 

F-PLACE 1 0 00246/ AEGUMENT PROTEIN (GENE II PROTEIN).//©. 78: 100:26// 
EQUINE HERPESVIRUS TYPE 4 (STRAIN 1942) (EHV-4) (EQUINE HERPESVIRU 
S TYPE 1 SUBTYPE 2).//Q00039 
F-PLACE 1000292 

F-PLACE 1 000308/ /EARLY NOOULIN 75 (N-75) (NGM-75) (FRAGMENT) . //O. 04 
9:28:42//MEDICAGO SATIVA (ALFALFA) . //P1 1 728 
F-PLACE 1000332 

F -PLACE 1 000347//HYPOTHETI CAL PROTEIN TP0420.//0. 15:24 : 54//TREP0NEM 
A PALLI0UM.//08343S 

F-PLACEl 000374//LVS0ZYME C (EC 3.2.1.17) (I, 4-BETA-N-ACETYLMURAMID 
ASE C).//1.0:63:25//0RYCT0LACUS CUNICULUS (RABBIT) .//PI 6973 
F-PUCE1000380//MATING PROCESS PROTEIN MID2 (SERINE- RICH PROTEIN S 
MSI) (PROTEIN KINASE A INTERFERENCE PROTEIN). //O. 018: 169: 28//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) .//P 3602 7 

F-PLACEl 000383//MYOTUBULAR IN. //1. 2«-65:21 5: 57//HOMO SAPIENS (HUMA 
N).//Q 13496 

F-PUCE 1 00040 1//ELAST IN PRECURSOR <TROPOEUSTIN).//0. 00023: 145: 30/ 
/MUS MUSCULUS (MOUSE) . //P543 20 

F-PLACEl 000406//S4 KD NUCLEAR RNA-BINOING PROTEIN (P54(NRB) ).//!. 4 
e-27:90:63//HOMO SAPIENS (HUMAN). //Q1 5233 

F-PLACEl 000420//7. 8-DIHYDRO-8-OXOGUANINE TRIPHOSPHATASE (EC 3.1.6. 
-) (8-0X0-DCTPASE) . //4. 7e-07 : 1 34 : 29//MUS MUSCULUS (MOUSE) . //P53368 
F-PLACE 1000421 //HYPOTHETICAL 8.8 KO PROTEIN CI1D3.01C IN CHROMOSON 
E l.//0.48:72:27//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST). //Q 100 
80 

F-PLACE1000424 
F-PLACEl 00043 5 

F-PUCE 1000444//! m ALU SUBFAMILY SX IARNING ENTRY • ! ! !//2. Oe-31 : 
I29:63//HOMO SAPIENS (HUMAN) . //P391 95 

F-PLACEl 0004 5 3//PR0TE I N Q300. //0. 01 3: 16: 68//MUS MUSCULUS (MOUSE) / 
/Q02722 

F-PLACE 1 00048 1//L I NE-1 REVERSE TRANSCRIPTASE HOMOLX.//0. 14:63 36/ 
/HOMO SAPIENS (HUMAN) . //P08547 

F-PLACE 1 0004 92//BAS P 1 PROTEIN. //0. 17: 1 14: 28//HOMO SAPIENS (HUMAN). 

//P80723 

F-PUCE 1 000540 

F-PUCE1000S47//MANNOSE-1 -PHOSPHATE CUANYLTRANSFERASE (EC 2.7.7.1 
3) (ATP-MANNOSE- I - PHOSPHATE GUANYLYLTRANSFERASE) (NDP-HEXOSE PYRO 
PHOSPHORYUSE).//J.8e-2I:87:S6//SACCHAROMYCES CEREVISIAE (BAKER S 
YEAST). //P4 1940 

F-PUCE 1 000562//HYP0THET I CAL PROTEIN MJ0562.//1. 0: 35: 34//METHANOCO 
CCUS JANNASCHII.//Q57982 

F-PLACE 1 000564//ADRENAL SPECIFIC 30 KD PROTEIN (CLONE PG2L//0. 13: 
66:37//HOMO SAPIENS (HUMAN) . //PI 5803 

F-PLACEl 000583//Z INC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPFI). 
//7.0e-45:192:47//KOM0 SAPIENS (HUMAN) . //PS 1 52 2 

F-PUCE 1000588// INTERFERON- INDUCED GUANYUTE-B I ND I NG PROTEIN 1 <GU 
ANINE NUCLEOTIDE- BINDING PROTEIN 1). //5. 3t-63: 122. 88//HOMO SAPIEN 
S (HUMAN). //P32455 

F-PUCE! 000596//R INC CANAL PROTEIN (KELCH PROTEIN) . //2. 6e-l 2 : 1 20: 3 
8//DROS0PHIU NEUNOGASTER (FRUIT FLY).//Q04652 
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F-PUCE 1 0005 99//EARLT E3B 12.7 KD PROTEIN PRECURSOR. //O. 83 : S3 : 32// 
HUMAN AOEJIOVIRUS TYPE 12.//P36707 
F-PUCE 10006 10 

F -PLACE 10006 11 //HYPOTHETICAL 33.6 KD PROTEIN IN MCXI-RPS19B INTERC 
ENIC REGION. //I.4.-07: 64 : 28//SACCHAR0NYCES CEREVISIAE (BAKER'S YEA 
ST).//P48S58 

F-PUCE 1 0006 J6//NALE STERILITY PROTEIN 2.//S. 7«-09:8J:43//ARABID0P 
SIS THAU AHA (MOUSE-EAR CRESS) . //Q08691 

F-PUCE 1 0008 53//PUT AT I VE PHOSPHOACETYLCLUCOSANINE MUTASE (EC S.4. 
2.3) (ACETYLCLUCOSAM I NE PHOSPHATASE) (N- ACETYLCLUCOSAM I NE-PHOSPH 
ATE NUTASE). //I. 9e-30: 203 : 4I//SCHIZ0SACCHAR0MYCES PONBE (FISSION Y 
EAST).//Q09687 

F-PLACE 1 0006 S6//E ITERS IN PRECURSOR (CELL BALL HYDROXYPROL I NE- R I CH 
aYCOPR0TEIN).//0.0029:75:33//NICOTIANA TABACUN (CONNON TOBACCO)./ 
/PI 3983 

F-PLACE 1 000706//TRANSCR I PT I ON INTERMEDIARY FACTOR 1-BETA (NUCLEAR 
COREPRESSOR KAP-1) (KRAB-ASSOC I ATED PROTEIN I) .//I . le-38: 180:42//H 
ONO SAPIENS (HUMAN). //Q 13263 

F-PLACE 1 0007 1 2//VERY HYPOTHETICAL 8.1 KD PROTEIN CY44I.0S PRECURSO 
R. //0. 93 : 49 : 34//NYC0BACTER I UN TUBERCULOS I S. //P71 934 
F-PUCE 1 0007 1 6 

F-PLACE 1 0007 48//HYP0THET I CAL 10.4 KD PROTEIN IN SPAT 3' REGION (OR 
F-l 1) . //O. 90: S3: 3 7// SHIGELLA FLEXNERI . //PSS794 

F-PUCE1000749//HYP0THETICAL PROTEIN NC148. //O. 0014: 142: 27//NIYC0PL 
ASMA GENITAL I UN. //P473 94 

F-PLACE 1000755//HYPOTHETICAL HE LI CASE K12H4.8 IN CHROMOSOME III.// 
1. 1«-1S:98:48//CAEN0RHABDITIS ELECANS. //P34529 

F-PUCE10Q0769//VICILIN.//0.S1 : 60: 33//GALLUS CALLUS (CHICXEN).//P8 
1021 

F-PLACE 1 00078 5//PR06ABLE COLD SHOCK PROTEIN CY1 SCI 0.04. //1. 0:22: 45 
//MYCOBACTERIUM TUBERCULOS I S.//006 360 

F-PLACE 1 000786//HYPOTHET I CAL 30.2 KD PROTEIN ZK632.12 IN CHROMOSOM 
E lll.//2.6e-38:IS9:S1//CAENORHABDITIS ELEGANS. //P346S7 
F-PLACE 1 000793//VASOO I LATOR-ST IKUIATED PHOSPHOPROTE I N (VASP) . //0. 0 
097:1 28 : 30//HOMO SAPIENS (HUMAN) . //PS0SS2 

F-PLACE 1 000798//! !!! ALU SUBFAMILY j MARNING ENTRY ! !! !//9.4e-07:4 
7:61//H0M0 SAPIENS (HUMAN) . //P39 1 88 
F-PLACE 1000841 

F-PLACE1000849//ELAV PROTEIN. //3. Se-OS: 140: 3S//DROS0PHILA VIRILIS 
(FRUIT FLY).//P2324I 

F-PLACE 1 000856//HYPOTHET I CAL PROTEIN MJ0008.//0.9S:100:23//METHANO 
COCCUS JANNASCHII.//Q60319 

F-PLACE 1 00086 3//PUTAT I VE MITOCHONDRIAL 40S RIBOSOMAL PROTEIN YHRI4 
8W. //2.3t-46:l 72 :S4//SACO«R0MYCES CEREVISIAE (BAKER* S YEAST). //P3 
2899 

F-PLACE 1 00O909//ANX YR I N R (ANXYRINS 2.1 AND 2.2) (ERYTHROCYTE ANKY 
R I R).//0. 00022:1 05 :3S//H0MO SAPIENS (HUMAN). //PI 6 1 S7 
F-PUCE 1 000931 //KILLER TOXIN HM-I.//0. 95: 24: 33//1 ILLIOPSIS MRAKI I 
(YEAST) (HANSENUU HRAK II). //PI 041 0 

F-PUCE 1 000948//SL CYTOKINE PRECURSOR (FLT3 L I GAND).//0. 97:52:40// 
HOMO SAPIENS (HUMAN) . //P49771 

F-PUCE 1000972//MY0S IN ID HEAVY CHAIN. //I . 9e-06: 79: 43//DICTY0STELI 
UN DISCOIDEUM (SLIME MOLD ).//P34 109 

F-PUCE 1000977//HYPOTHET I CAL 94.2 KD PROTEIN C38D4. 5 IN CHROMOSOME 

lll.//2.5«-23:IOS:41//CAENORHABOITIS ELEGANS. //P46 94 I 
F-PUCE I O00979//2 INC FINGER PROTEIN 7 (ZINC FINGER PROTEIN K0X4) 
(ZINC FINGER PROTEIN HF. 1 6) . //O. 91:83: 30//HOM0 SAPIENS (HUMAN). //P 
17097 

F-PUCE 1000987//HYPOTHET I CAL 111.5 KD PROTEIN C22C7. 02 IN CHROMOSO 
ME l.//0.10:128:24//SCHIZ0SACCHAROMYCES POMBE (FISSION YEAST). //QO 
9796 

F-PUCE 1 00 1000 

F-PUCE 1 00 1007//ZYX I N.//2. 20-05:1 35 :30//GALLUS CALLUS (CHICKEN).// 
Q04584 

F-PUCE 1001010/ /BETA- 1 BUNCAROTOXIN B CHAIN. MAJOR COMPONENT PRECU 

RSOR (BUNCAROTOXIN. B1 CHAIN). //1. 0:30: 40//BUNCARUS MULT ICI NCTUS 

(MANY -BANDED KRAIT).//P009B7 

F-PUCE1001015 

F-PUCE1001024 

F-PLACE100I036 

F-PUCE1001054//H0L0TRICIN 3 PRECURSOR. //O. 0044: 56: 39//HOLOTRICHI A 
0 IONPHAL I A. //Q250SS 
F-PUCE 1 00 1 062//SACCHAROP I NE DEHYDROGENASE [NADP+, L-GLUTAMATE FOR 
MING] (EC I.S.I. 10). //O. 001 3:38: 52//SACCHAR0MYCES CEREVISIAE (BAKE 
R S YEAST) . //P38999 . 
F-PUCE 100 1076 

F-PUCE 1 00 1088//EARLY NODULIN 75 (N-75) (NGM-7S) (FRAGMENT) . //O. 9 
5:32:SO//MEDICAGO SATIVA (ALFALFA). //P1 1728 

F-PLACE1 001 092//HYPOTHET I CAL 49.0 KD PROTEIN IN NSP1-KAR2 INTERGEN 
IC REGION. //O. 0026:81 : 3S//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST 



).//P47057 

F-PLACE1001 104//HYP0THETICAL 131.5 KO PROTEIN C02FI2.7 IN CHROMOSO 

ME X.//0. 00063: 125: 32//CAENORHABDITIS ELEGANS. //Qt 1 102 

F - PLACE 1 001 11 8//Z INC FINGER PROTEIN MLZ-4 (ZINC FINGER PROTEIN 46 

).//2.6«~77:209:63//MUS MUSCULUS (MOUSE) . //Q03309 

F-PLACE 1001 1 36//ALPHA-N-ACETYLGAUCTOSAMINIOASE PRECURSOR (EC 3.2. 

1 . 49) (ALPHA- CAL ACT OS | DASE B) . //0. 99:107: 30//KOMO SAP I ENS (HUMAN 

). //PI 7050 

F-PLACE 100 1168 

F- PLACE 1001171 //RETROV I RUS-REUTED POL POLYPROTEIN (FRAGMENT) . //O. 
00012:37:59//HOMO SAPIENS (HUMAN) .//PI 2895 

F-PUCE 1 00 1 1 85//HYPOTHET I CAL 55.6 KD PROTEIN IN URE2-SSU72 INTERGE 
NIC REGION. //3. 6«-12:88: 36//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P53867 
F-PLACE 1001 238 

F-PLACE1001241//METALL0THI0NEIN B (MTB) (FRAGMENT) . //O. 1 3 : 30: 53//C 
OLINUS VIRGIN I ANUS (B08WHITE QUAIL) (COMMON B081HI TE) . //P27087 
F-PLACE I 001 2S7//R INC CANAL PROTEIN (KELCH PROTEIN) . //4. l«-24: 125:4 
6//DROS0PHIU MELANOCASTER (FRUIT FLY) . //Q046S2 

F-PLACE 1 001 272//HYPOTHET ICAL PROTEIN IN KSGA 3' REGION (ORF L5) (FR 
AGMENT) . //1 . 0 : 24 : 4 5//MYC0PUSMA CAPR I COLUM. //P43040 
F-PLACE 1 00 1279//CYTOTOX IN 3 (CYTOTOXIN V-l 1-3). //O. 98:31 : 41 //NAJA 
NOSSAMBICA (MOZAMBIQUE COBRA) . //P0 14 70 

F-PUCE 1 001 280//PROCOLUGEN ALPHA 1(11) CHAIN PRECURSOR [CONTAINS: 

CHONDROCALCIN].//0.0051:1S6:32//MUS MUSCULUS (MOUSE). //P28481 
F-PLACE 1 00 1 294//GAMET0GENES I S EXPRESSED PROTEIN GEG-154.//3. 7«-56: 
109:93//MUS MUSCULUS (MOUSE). //P506 36 

F-PLACEI001304//Z1NC FINGER PROTEIN 35 (ZFP-35). //3. 2e-30: 75: 57//N 
US MUSCULUS (MOUSE) . //PI 5620 

F-PUCE1001311//!!!! ALU SUBFAMILY SB MARNING ENTRY •!!!//?. 7e-3 1 : 
66:66//H0M0 SAPIENS (HUMAN) . //? 391 69 
F-PLACE I 00 1323 

F-PUCE 1001 351 //REV PROTEIN (ANT I -REPRESS I ON TRANSACT I VA TOR PROTEI 
N) (ART/TRS).//0. 11 : 66 : 27//S IN I AN IMMUNODEFICIENCY VIRUS (AGM1SS I 
SOLATE) (SIV-AGM).//P27971 

F-PLACE 1 001 366//SHORT NEUROTOXIN 2 (TOXIN CM- 14) (TOXIN V-N-12).// 
0.070:1 8: 33//NAJA HAJE ANNUL IFERA (BANDED EGYPTIAN COBRA) . //P01422 
F-PLACf 1001 377//DI SINTEGRIN TR I GRAM IN BETA (PLATELET AGGREGATION A 
CT I VAT I ON INHIBIT0R).//4.9e-06:SO:46//TRIHERESURUS GRAM I NE US (I NO I 
AN GREEN TREE VIPER) (GREEN HABU SNAKE). //PI 7495 
F-PUCE 1 001 383//M PROTEIN. SEROTYPE 49 PRECURSOR. //0. 080: 136: 24// S 
TREPTOCOCCUS PYOGENES. //PI 6947 
F-PUCE100I384 

F-PUCE1 001 387//EP I DERMAL GROWTH FACTOR RECEPTOR KINASE SUBSTRATE 

EPS8.//1.9«-22:l42:39//HOMO SAPIENS (HUMAN) . //Ql 2929 

F- PUCE 1001395/ /HYPOTHET I CAL 8.5 KD PROTEIN IN ASIA-MOTA INTERGEN! 

C REGION. //O. 98:67. 34//BACTER I OPHAGE T4.//P229I7 

F-PLACE 1 001 399// !t! ! ALU SUBFAMILY SQ MARNING ENTRY ! ! ! !//3. 1 «-32 : 

47:74//HOMO SAPIENS (HUMAN) . //P391 94 

F-PUCEI001412//CLYC0PH0RIN C (PAS-2* ) (GLYCOPROTEIN BETA). (CLPC) 
(GLYCOCONNECTIN) (S I ALOCLYCOPROTE I N D) (CLYCOPHORIN D) (GPD).//O.D 
0021 : 125: 36//HOMO SAPIENS (HUMAN). //P04 921 

F-PLACE 1 00 1 41 4//CHYM0TRYPS I N/EUSTASE I SOINHI B I TORS 2 TO S.//0.99: 
37 : 3S//ASCARIS SUUM (PIG ROUNDWORM) (ASCAR1S LUMBRICOIDES) . //P0785 
2 

F-PLACE1001440//PROLINE-RICH PEPTIOE P-B. //O. 35: 16: 50//HOMO SAPIEN 
S (HUMAN). //P028 14 

F-PUCE 1 00 1456//RELAX IN. //O. 48: 38: 36//BALAEN0PTERA ACUTOROSTRATA 
(MINKE WHALE) (LESSER RORQUAL) . //P1 1 1 84 

F-PLACE 1 00 1468//HYP0THET I UL PROTEIN MJ0602. //O. 10: 86: 32//METHAN0C 
OCCUS JANNASCHt I . //Q5801 9 

F-PUCE 1 00 1 484//HYP0THET I UL 7.5 KO PROTEIN IN ONAC-RPLI I NTERGEN I 
C REGION.//1.0:47:34//BACILLUS SUBT I L I S. //P37480 
F-PUCE 1 00 1502//COLUCEN 1 (X) CHAIN PRECURSOR. //0. 00029: 1 18: 34//80 
S TAURUS (BOVINE).//P23206 

F - PUCE 1 00 1 503//H Y POTHET I CAL 77.3 KD PROTEIN T05GS.8 IN CHROMOSOME 
IM.//2. 2t-07:107:30//CA£NORHABOITIS ELECANS. //P 34 56 1 

F-PUCE 1001 51 7//SMALL PROTEIN INHIBITOR OF INSECT ALPHA-AMYLASES 2 
(SI ALPHA-2).//0.56:22:4S//SORGHUM B I COLOR MILO (SORGHUM). //P2 192 

4 

F-PLACE 1 001 534//PUTAT I VE GENE PROTEIN S4.//0.43:44:40//BACTERIOPHA 
GE SP01.//048408 

F-PLACE 1 00 1545//HYP0THET I CAL 7.9 KD PROTEIN IN CELF-KATE I NTERGEN I 
C RECION.//0.99:70:32//ESCHERICHIA COL I. //P3 7795 
F - PLACE 1 00 1 55 1 //CHLOROPUST SOS RIBOSOMAL PROTEIN L32. //I. 0:66: 28/ 
/■A R CHANT I A POLYMORPHA (LIVERWORT) .//PI 21 96 

F - PUCE 1 00 1 S70//S YNAPTONEMAL COMPLEX PROTEIN 1 (SCP-1 PROTEIN).// 
0.024:1 20: 27//HOMO SAPIENS (HUMAN) . //Q 1543 I 

F-PLACE 1 00 1602//CCR4-ASSOC I ATEO FACTOR 1 (CAF1) . //I. Je-30: 90: 78//N 
US MUSCULUS (MOUSE).//Q60809 
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F-PUCE100I603//ACIDIC PROLINE-RICH PROTEIN PRECURSOR (CLONE PRP2 
5) (FRAGMENT). //0. 054: 77 :33//RATm NORVECICUS (RAT) .//PI 01 64 
F-PUCE 1001 608 

F-PLAtt1001610//PROBABLE E4 PROTEIN. //O. 90: 58: 29//HUMAN PAPILLOMAV 
IRUS TYPE 28.//PS189S 

F-PUCE100161 1//NETALLOTHtONEIN-IG (NT-IG) . //O. 3S: 30: 40//HON0 SAPI 
ENS (HUMAN). //PI 3 640 

F-PUCE10O1632//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2). 

//3.6«-28:l44:43//H0M0 SAPIENS (HUMAN). //PS 1523 

F-PUCE I 001634//PHOTOSVSTEN 1 1 REACTION CENTRE N PROTEIN. //1. 0: 36: 

4 1 //CYAN I 01 UN CALDARIUN (CALOIERtA SULPHURAH I A) . //01 9926 

F-PUCEI001640//TAT PROTEIN (TRANSACT I VAT I NG REGULATORY PROTEIN)./ 

/O. 24:47 :38//HUNAN IMMUNODEFICIENCY VIRUS TYPE I (NOX ISOLATE) (HI 

V-D.//P18804 

F-PLACE1001672//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//1 . 0: 27 : 66 
//HOMO SAPIENS (HUMAN) . //P39 1 88 

F-PLACEI 001 69I//HYPOTHET I CAL 15.5 KO PROTEIN IN PIKI-P0L2 I NTERGEN 
IC REGION. //O. 40:81 : 33//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST)./ 
/P53842 

F-PUCE 1 001 692//S-ACYL FATTY ACID SYNTHASE TH I ©ESTERASE. NED I UN CH 
AIN (EC 3. 1.2. 14) (THIOESTERASE II). //B. 3e-41 : 1 03 : 55//RATTUS NORVE 
GICUS (RAT).//P0863S 
F-PUCE100I705 

F-PLACEI 001 71 6//KYP0THETICAL 138.5 KD PROTEIN C17H9.0I IN CHROMOSO 
ME I.//6. 1«-07:157:29//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST) . / 
/O 13798 

F-PLACEI 00 1720 

F-PLACE 1 00 1729//PROL IKE-RICH PROTEIN MP-3 (FRAGMENT) . //6. S«-OS : 1 9 
6:32//MUS MUSCULUS (MOUSE>.//P05I43 

F-PLACE 1 00 1 7 3 9//NEUR0F I LAMENT TRIPLET M PROTEIN (ISO KD NEURQF I LAN 
ENT PROTEIN) (NF-M) . //0. 00050: 213: 23//RATTUS NORVECICUS (RAT).//Pt 
2839 

F-PUCE1001740//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//2. 4«-17: 9 
0:56//H0M0 SAPIENS (HUMAN). //P39 188 

F-PLACEI 001 745//HYP0THET ICAL PROTEIN KIAA01 2S.//0. 96:38: 3S//H0MO S 
API ENS (HUMAN). //Q 14 138 

F-PLACEI 001 746//C0NGLUT I N DELTA- 2 SMALL CHAIN.//0.98:23:43//LUPINU 
S ANGUSTIFOLIUS (NARROi-LEAVED BLUE LUPINE) . //P09930 
F-PLACEI 001 748//HVP0THET I CAL 99.0 KD PROTEIN SPBC1 19. I7.//2. 9e-28: 
167:38//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST) .//042 908 
F-PLACEI 001 756//!!!! ALU SUBFAMILY SB IARNING ENTRY M • !//9. 2«-43: 
126:77//H0MO SAPIENS (HUMAN). //P39 189 

F-PLACE 100 1 761 //SOS RIBOSOMAL PROTEIN L35.//0. 26:42: 38//HELICOBACT 
ER PYLORI (CAMPYLOBACTER PYL0RO.//PS60S7 

F-PLACEI 001 771 //TRANSIENT-RECEPTOR -POTENTIAL LIKE PR0TEIN.//4. 8e-3 

5:223:40//DROSOPHILA NELANOGASTER (FRUIT FLY) . //P48994 

F-PLACEI 001 78 1//HYPOTHET I CAL 71.1 KD PROTEIN IN DSK2-CAT8 I NTERGEN 

I C REG I ON. //9. Se-4 1 : 1 94 : 46//SACCHAR0MYCES CEREV ISIAE (BAKER* S YEAS 

T).//Q03262 

F-PLACE1001799 

F-PUCE1001810 

F-PLACE1001817//SUCCINYL-COA LIGASE [GOP-FORM I NCJ . BETA-CHAIN PREC 
URSOR (EC 6.2.1.4) (SUCCINVL-COA SYNTHETASE. BETA CHAIN) (SCS-BET 
A).//2.8e-40:11S:61//NEOCALLIMASTIX FRONTALIS (RUMEN FUNGUS). //P53 
587 

F-PLACE 1 00 1 821 

F-PLACE 1 001 844// 1 G KAPPA CHAIN V-l REGION (HAU) . //O. 59:89: 35//HOM0 

SAPIENS (HUMAN) . //P01600 
F-PLACE tQO 1 845 

F-PLACE 1 001 869//MPA43 PROTE I N. //3. 5e-1 4 : J S3 : 33//SACCHAROMYCES CERE 
VISIAE (BAKER' S YEAST) . //PS 3 58 3 

F-PIACEI001897//LIGAT0XIN A.//1.0:43:27//PHORADENDRON LIGA (ARGENT 
INE MISTLETOE). //P01 540 

F-PUCE10019I2//LONC NEUROTOXIN 2 (TOXIN C) .//0. S7:44:4S//ASTR0TIA 

STOKES I (STOKES'S SEA SNAKE) (DISTEIRA ST0KESD.//P0I381 
F-PUCE1001920//LATE GENES ACTIVATOR (EARLY PROTEIN GP4) (CPF).// 
0.89:75:29//BACTERI0PHACE NF.//P09877 
F-PLACEI 001 928 

F-PLACEJ001983//INMEDIATE-EARLY PROTEIN IE! 80. //O. 0049: 51 :45//PSEU 
OORABIES VIRUS (STRAIN KAPLAN) (PRV) . //P33479 

F-PLACE 1 00 1 989//PUTAT 1 VE AMIDASE (EC 3. 5. 1 . 4) . //8. 9e-0B: 1 25: 36//MO 
RAXELLA CATARRHAL I S. //Q49091 
F-PLACEI 002004 

F-PLACEI 002046//L I GAT IN (FRAGMENT). //1.6e- 84: 191 84//MUS NUSCULUS 
(MOUSE). //Q6 1211 
F-PUCE 1002052 
F-PLACEI 002066 

F-PLACE 1 002 07 2//ANTER-S PEC I F I C PROLINE-RICH PROTEIN A PC PRECURSOR. 
//O. 16: 77:31 //ARAB I OOPS I S THALIANA (MOUSE-EAR CRESS) . //P40602 
F-PLACE I 00207 3//HYP0THET ICAL 118.2 KD PROTEIN F43C1.1 IN CHROMOSOM 



E lll.//4.0e-11:l74:28//CAEN0RHABDITIS ELEGANS. //Q09564 
F-PLACEIQ02090//SIGNAL RECOGNITION PARTICLE 72 KD PROTEIN (SRP72) . 
//2.8a-57:112:9S//HOMO SAPIENS (HUMAN) . //076094 
F-PUCE100211S//P8 MTCP-1 PROTEIN (NATURE T-CELL PROLlFERATION-1 T 
YPE A) (MTCP-1 TYPE A) (P8MTCP 1 ) . //I . 0 : 49 : 30//MUS MUSCULUS (HOUSE 
).//Q61908 

F-PLACE 100211 9//T-LYMPHXYTE ACTIVATED PROTEIN (CYCLOHEXINIOE-INDU 
CEO) (CHXI) (IMMEDIATE EARLY RESPONSE 2 PROTE I N) . //2: 7a- 11:118: 36/ 
/MUS MUSCULUS (HOUSE) . //PI 7950 

F-PLACE 1 0021 40//HYPO THE T I CAL 12.3 KO PROTEIN IN MOBL 3' REGION (ORF 

4) . //0. 0086 : 39 : 46//TH IOBAC I LLUS FERROOX 1 DANS. //P20088 
F-PLACE 1 002 150 

F-PUCE1002157//!!!! ALU SUBFAMILY SB IARNING ENTRY ! »!»//*. 4«-J4; 
S6:82//HOMO SAPIENS (HUMAN). //P39 189 

F-PUCE1OQ2163//NEUROT0XIN 1.//1.0: I7:52//CENTRUR0I0ES SCULPTURATU 
S (BARK SCORPION). //PO 1 492 
F-PLACE 1 002 170 

F-PLACE 1002171 //TRANSCR I PT I ON REGULATORY PROTEIN SI 1 3 (SMI/SNF CON 

PLEX COMPONENT SI 1 3) (TRANSCRIPTION FACTOR TYE2).//0. 00023: 1 79: 23/ 

/SACCHAROMYCES CEREVISIAE (BAKER'S YEAST).//P3259I 

F-PLACE 1 002205/ /HYPOTHET I CAL 13.5 KD PROTEIN IN M0B1-SGA1 I NTERGEN 

IC REGION. //O. 77: 21 :47//SACCHAROMYCES CEREVISIAE (BAKER* S YEAST)./ 

/P40490 

F-PLACE10022I3//HISTONE H4 (FRAGMENT) .//O. 62: 31 : 32//BLEPHARISMA JA 
PONICUN.//P80738 

F-PUCEI002227//HYPOTHETICAL 7.9 KD PROTEIN IN FIX! 5' REGION. //0. 4 
1:49:36//RHIZ08IUM LEGUM I NOSARUM. //PI 43 1 0 ' 

F- PLACE 100 22 56//CYT0CHR0NE B (EC 1 . 10. 2. 2) . //0. 61 : 95 : 29//CAENORHA8 
01 T IS ELEGANS. //P24690 

F-PLACE 10022S9//HYPOTHET I CAL 9.2 KD PROTEIN IN SPS1-QCR7 (NTERGEN I 
C REGION. //O. 99: 22 : 4 5// SACCHAROMYCES CEREVISIAE (BAKER'S YEAST).// 
P56508 

F-PLACE 1 00231 9//HYP0THET I CAL 55.6 KO PROTEIN IN URE2-SSU72 JNTERGE 
NIC REGION. //O. 91 : 18: 72// SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . 
//P53867 

F-PLACEI 002 34 2//HYP0THET ICAL PROTEIN C16.//1. 0:53: 32//SNINEPOX VI R 
US (STRAIN KASZA) (SPV) . //P3221 9 

F-PLACE! 002395//CIRCUMSP0R0Z0 I TE PROTEIN PRECURSOR (CS).//6.4e-05: 
127:37//PLASMOOIUM VI VAX. //P08677 
F-PLACE 1002399 

F-PLACEI 00243 3//DYNACT I N, 150 KD ISOFORM (ISO KO DYNE I N- ASSOC I ATEO 
POLYPEPTIDE) (DP-ISO) (DAP-150) (P150-GLUED).//0. 00094: 182: 25//RA 
TTUS NORVECICUS (RAT) . //P28023 

F-PLACE 1O02437//ATP-B1ND I NG CASSETTE TRANSPORTER 1.//4. 5e-19:62:77 
//MUS MUSCULUS (MOUSE) . //P4I 233 

F-PUCE 1 002438//HYPOTHET I CAL 141.5 KD ZINC FINGER PROTEIN IN TUB1 - 
CPR3 I NTERGEN I C REGION. //O. 014: 63: 34//SACCHAROMYCES CEREVISIAE (BA 
XER'S YEAST) . //Q04545 

F-PLACEI 002450//OOCYTE ZINC FINGER PROTEIN XLC0F6 (FRAGMENT) .// 3. 9 
«-28:1S9:38//XENOPUS LAEVIS (AFRICAN CURED FROG). //PI 8749 
F-PLACEI 00 246 5//UR I AT DEBRANCHING ENZYME (EC 3. 1.-.-). //O. 0014:14 
8:28//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST) . //O 13 76 5 
F-PUCE1002474//FIBRILLIN 2 PRECURSOR. //2. 1 e-24: 203 : 33//MUS NUSCUL 
US (MOUSE). //Q6 1555 

F-PLACE1002477//H!! ALU SUBFAMILY SP IARNING ENTRY ! ! ! !//0. 1 5: 65: 
41 //HOMO SAPIENS (HUMAN) . //P39I 93 

F - PUCE 1 00 24 9 3/ /SEMENOGEL I N II PRECURSOR (SGI I) . //t . 0: 72 : 31//NACAC 
A MUUTTA (RHESUS MACAQUE). //Q95 196 

F-PUCE1 002499//HYPOTHET I CAL 39.3 KD PROTEIN C02B8. 6 IN CHROMOSOME 

X. //2. 9e- 1 1 : 67 : 35//CAEN0RHABDIT I S ELEGANS. //Q1 1 096 
F-PLACE 1 002500//COBALT-Z I NC-CADM IUM RESISTANCE PROTEIN CZCD (CAT 10 
N EFFLUX SYSTEM PROTEIN CZCD) . //B. 4e-l 1 : 143: 32// AL CAL I GENES EUTROP 
HUS.//P13S12 

F-PLACEI 00251 4//HYP0THET I CAL 8.1 KD PROTEIN IN SPEA-METK INTERGENI 
C REGION (071).//1.0:I5:60//ESCHERICHIA COLI .//P46878 
F-PLACE 1002529 

F-PUCE 1002532//HOMEOBOX PROTEIN 0LX-6.//1. 1«-75: 183: BI//MUS MUSCU 
LUS (HOUSE). //P70396 

F-PLACE 1 002537//! ! ! ? ALU SUBFAMILY SX IARNING ENTRY ! ! ! !//2. 6e-1 8 : 
S1:86//HOMO SAPIENS (HUMAN) .//P391 95 

F-PLACE1002571//ACTiN-LIKE PROTEIN 13E.//6. 0«-56: 1 40 : 47//DROS0PH I L 
A MELANOCASTER (FRUIT FLY) . //P45890 
F-PLACE 1 002578 
F-PLACEI 002583 

F-PUCE 1002 59 1 //CORON IN-LIKE PROTEIN PS7.//5. Se-26: 78 69//BOS TAUR 
US (BOVINE).//Q92176 
F-PUCE 1 002 598 
F-PUCE1 002604 

F-PUCE 1 00 262 5//HYP0THET I CAL 180.2 KD PROTEIN IN FAA4-H0R7 INTERCE 
NIC REGlON.//6.4«-08:193:23//SACCHAR0MYCES CEREVISIAE (BAKER'S YEA 
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ST).//Q04781 

F-PLACEI 002 65 5//ADSEVER IN (CELSOL IN-LIKE PROTEIN) . //7. U-IOO: 210: 8 
9//MUS MUSCULUS (MOUSE) . //Q60604 

F-PUCE100266S//MOBILIZATION PROTEIN NO8S.//0. 3S:60:30//THIOBACILL 
US FERRO0XIDAMS.//P20086 

F-PLACEI 00261 5//ACT IN BINDING PROTE IN.//0. 052: 115: 29//SACCHAROMYCE 
S EKIGUUS (YEAST). //P38479 

F-PUCE 1 0027 14//C1S-G0LC I MATRIX PROTEIN GM130.//1. le-06: 214: 30//R 
AHUS NORVEGICUS (RAT) . //Q62839 

F-PUCE10O2722//THROMBIN RECEPTOR PRECURSOR. //2. Qe-1 9 : 1 34 : 38//XENO 
PUS LAEVIS (AFRICAN CLAIED FROG) . //P47749 

F-PLACEI 00276I//FOLL I CLE STIMULATING HORMONE RECEPTOR PRECURSOR (F 
SH-R) (FOLL I TROPIN RECEPTOR) (FRAGMENT) . //O. 43:40: 3S//NUS MUSCULUS 

(MOUSE). //P3 5378 
F-PLACEI 002772 

F-PLACEI 002 77 5//CENTR0MERE/M I CROTUBULE BINDING PROTEIN CBFS (CENTR 
OMERE-BINOINC FACTOR 5) (NUCLEOLAR PROTEIN CBF5) . //A. Be-07 : 96: 29// 
SCHIZOSACCHAROMYCES POMBE (FISSION YEAST) .//0 14007 
F-PLACEI002782//COBALT-ZINC-CAOMIUM RESISTANCE PROTEIN C2C0 (CAT 10 
N EFFLUX SYSTEM PROTEIN CZCO) 1«-07: 1 14: 3S//ALCALIGENES EUTROP 
HUS.//PI35I2 

F- PLACE 1 002 7 94//CUT I CLE COLLAGEN 12 PRECURSOR. //O. 0068 : 98 : 3 9// CAEN 
ORKABOITIS ELEGANS. //P20630 

F-PLACEI00281 1//CYCLIN-0EPEN0ENT KINASE 6 INHIBITOR (PI 8- INKS) (CY 
CL IN-DEPENDENT KINASE 4 INHIBITOR C) (P18-INK4C) .//1. 1e-09: 137:34/ 
/MUS MUSCULUS (MOUSE) . //QS0772 

F-PLACEI 00281 5//C-H0RDE IN (CLONE PC HOR 1-3) (FRAGMENT). //O. 46: 35:4 
2 //HORDE UN VULGARE (BARLEY) .//PI 7991 

F-PUCE 1 0028 ^//HYPOTHETICAL PROTEIN KIAA0288 (HA61 1 6) . //I . Oe-66 : 2 
01:74//H0M0 SAPIENS (HUMAN) . //P56524 

F-PLACEI 002834//Z INC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPF1). 
//1.6e-30:54:96//HOM0 SAPIENS (HUMAN) .//PS 1 522 

F- PLACE 1 002839//METALLOTH I ONE IN- 1 (MT- 1). //1. 0:43: 37//MUS MUSCULUS 
(HOUSE). //P02802 ' 

F-PUCEI002851//BOIMAN-BIRX TYPE PROTEINASE INHIBITOR (VAD.//0.7 
7:3S: 37//VICIA ANGUSTIFOLIA (COMMON VETCH) . //PO 106 5 
F-PLACEI 0028S3//HYPOTHETICAL 7.9 KD PROTEIN IN P£ S' REGION (0RF1). 
//t.0:18:S5//LYMANTRIA 01 SPAR MULT I CAPS 10 NUCLEAR POLYHEOROSIS VI R 
US (LDMNPV).//P36866 

F-PLACEI 002881//!!!! ALU SUBFAMILY J WARNING ENTRY ! ! ! !//4. 1.-27.9 
l:70//H0MO SAPIENS (HUMAN). //P391 88 

F-PLACE 1 002908//HYPOTHET I CAL 33.8 KO PROTEIN R10E1I.4 IN CHROMOSOM 
E III.//2.0«-31:I48:4S//CAENORHABDITIS ELEGANS. //P34548 
F-PUCE1002941//!!!! ALU SUBFAMILY SX NARNING ENTRY ! ! ! !//2. 6e-l 1 : 
40:8S//H0MO SAPIENS (HUMAN). //P3919S 

F-PLACEI 00296 2//END0THEL I N-1 PRECURSOR (ET-1) (FRAGMENT) . //O. 90 : 3 
B:36//CANIS FAMILIAR IS (DOG) . //PI 3206 

F-PLACE 1002968/AOX IN I ¥-5 PRECURSOR (TITYUSTOXIN) (FRAGMENT) . //O. 
97:26:38//TITYUS SERRULATUS (BRAZILIAN SCORPION). //P0 1496 
F-PLACEI 002 991 //PUTATIVE AMIDASE (EC 3. S. 1. 4).//3. 3t-20: 120: 41 //ME 
THANOCOCCUS JANNASCHI I. //Q58S60 

F-PLACEI 002993//HYPOTHETICAL 17.8 KD PROTEIN IN SMPA-SMP8 INTERGEN 
IC REGION (F158).//0.00045:93:23//ESCHERICHIA CQLI.//P5212I 
F-PLACEI 002 996//PUTAT I VE REGULATORY PROTEIN TSC-22 (TGFB STIMULATE 
D CLONE 22 HOMOLOG) . //O. 17:91 :29//GALLUS CALLUS (CHICKEN) . //Q91 01 2 
F-PLACE 100302 5// SUPPRESSOR PROTEIN SRP40.//0. 0079: 214:24//SACCHAR0 
MYCES CEREV1SIAE (BAKER'S YEAST). //P3 2 58 3 

F-PLACE 1 003027/ /HYPOTHET 1 CAL 128.6 KD PROTEIN ZK 1 098. 10 IN CHROMOS 

ONE lll.//1.3«-49:167:63//CAEN0RHAB0ITIS ELEGANS. //P34609 

F-PLACE 10O3O44//S PORE COAT PROTEIN D.//0. 97 : 24 : 45//BACI LLUS SUBTIL 

IS.//P07791 . 

F-PLACEI 003045 

F- PUCE 1003092 

F-PLACEI 003 100//HEP2 7 PROTEIN (PROTEIN 0) . //3. 9e-S1 : 188: 57//HOMO S 
API ENS (HUMAN). //Ql 3268 
F-PLACEI 0031 08 
F-PLACE 1 003 136 

F-PLACE 10031 4S//BUTYR0PH I L I N PRECURSOR (BT). //0. 00024: 170: 24//B0S 
TAURUS (BOVINE). //PI 8892 

F-PLACEI 003 1 S3//HUNCHBACK PROTEIN (FRAGMENT) .//1. 0:32: 3 7// LOCUST A 
MIGRATOR I A (MIGRATORY LOCUST) . //QO 1 777 

F-PLACEI 0031 74//UB I QUI TIN-CONJUGATING ENZYME E2-18 KD (EC 6.3.2.1 
9) (U8 tQUt TIN- PROTEIN LI CASE) (UBIQUITIN CARRIER PROTEIN) (PM42). 
//6.3e-0S:54:38//ARABID0PSIS THALI ANA (MOUSE-EAR CRESS) . //P42743 
F-PLACE 1 003 1 76//HYPOTHET I CAL 62.3 KD PROTEIN IN PCS60-ABD1 INTERGE 
NIC REGI0N.//0.24:74:36//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). 
//P38319 

F-PLACEI 003 190//SOF1 PROTEIN. //I. Oa-52: 158: 41 //SACCHAROMYCES CEREV 
ISIAE (BAKER" S YEAST). //P337 50 
F-PUCE 1 003200 



F-PUCE1O03205//SPERM PROTAMINE PI ,//0. 074:20:45//CAEN0LESTES FULi 
GINOSUS. //P42131 

F-PLACE 10032 38//PROBABLE G PROTEIN-COUPLED RECEPTOR KIAAOOOI. //O. 0 
I3:20:SS//HOMO SAPIENS (HUMAN) ,//Q 153 91 

F-PUCE 1003249//HYPOTHET1 CAL PROTEIN KIAA012S.//0. 98:48:37//HOMO S 
API ENS (HUMAN). //QUI 38 

F-PUCE 1 0032 56//0MECA-C0NOT0X INS GVIA. GVIB AND GVIC PRECURSOR (SH 
AKER PEPTIDE) . //O. 84 : 53 : 30//C0NUS CEOCRAPHUS (GEOGRAPHY CONE) . //PO 
1522 

F-PUCE 1003 2 58//EARLY EMBRVOGENES I S ZYG-11 PROTEIN. //4. 1e- 18:70: 47 
//CAENORHABO I T I S ELEGANS. //P2 1541 

F-PUCE1003296//SPECTRIN BETA CHAIN. ERYTHROCYTE. //O. 063: 160:24//H 
OMO SAPIENS (HUMAN). //P1 1277 

F-PUCE1003302//ZINC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPFl) . 
//9.4t-69:84:94//H0M0 SAPIENS (HUMAN). //PS 1 522 

F-PUCEI003334//NUCLE08INOIN PRECURSOR (NUC81) (BONE 63 KD CALCIU 
M-BINDING PROTEIN). //0. 029: 125: 24//RATTUS NORVEGICUS (RAT) . //Q63D8 
3 

F-PUCE 1 003 342//MALE SPECIFIC SPERM PROTEIN MST84OB.//0:97:44:«0// 
DROSOPHILA MELANOGASTER (FRUIT FLY) . //QO 1643 

F-PUCE 1003343//CENE V PROTEIN. //1. 0:37: 37//SP I ROPUSMA VIRUS SPV 
1-R8A2 B. //PI 5902 

F-PLACEI 003 3 53//SH2/SH3 AOAPTOR CRK (ADAPTER MOLECULE CRK) (CRK2) . 
//6.4e-05:69:40//XEN0PUS LAEVIS (AFRICAN CURED FROG) .//P87378 
F-PUCE 1003 36 1//!!!! ALU SUBFAMILY SC IARNING ENTRY !!!!//!. 6e-23: 
66:7S//HOMO SAPIENS (HUMAN) . //P 39 192 

F-PUCE1003366//SMALL PROLINE-RICH PROTEIN 2-1 . //0. 62: 1 9: 57//H0M0 
SAPIENS (HUMAN). //P3S326 

F-PLACE I003369//A- AGGLUTININ ATTACHMENT SUBUNIT PRECURSOR. // 4. 3a 0 
6:102:42//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). //P32323 
F-PUCEI003373//PR0TEIN Q300. //O. 042 : 29: 37//MUS MUSCULUS (MOUSE)./ 
/Q02722 

F-PLACEI 003375//OLFACTORY RECEPTOR t 1 (M49) (FRAGMENT) . //O. 99: 46: 3 

4//MUS MUSCULUS (MOUSE) . //Q60890 

F-PUCEI003383 

F-PUCE 1 003 394//RAS-REUTE0 PROTEIN RAB-14.//2. 8e-80: I66:89//RATTU 

S NORVEGICUS (RAT). //P3 52 6 7 

F-PUCEI00340I 

F-PUCE 1 0034 20//PUT AT I VE MITOCHONDRIAL CARRIER YIL006I.//8. lt-17 ! 
38:37//SACCHAROMYCES CEREVISIAE (BAKER* S YEAST) .//P405S6 
F-PLACEI 003454 
F-PUCE 1003478 

F-PUCE 1003493//ENOOTHEL I AL CELL MULTIMERIN PRECURSOR. //3. 4e- 1 1:12 
3:32//HOMO SAPIENS (HUMAN). //Ql 3201 

F-PUCEI0035I6//LINE-I REVERSE TRANSCRIPTASE HOMOLOG. //I . Oe- 32: 68: 
76//HOMO SAPIENS (HUMAN) . //P08547 

F-PLACEI 003 SI 9//! ! ! ! ALU SUBFAMILY J IARNING ENTRY ! • ♦ !//9. 2e-l 7 7 
7:S0//H0MO SAPIENS (HUMAN) . //P3 91 88 

F-PLACE 100 3 52 1 //HYPOTHET I CAL BAMHI-0RF9 PROTE IN. //1 . 0: 38: 42//F01LP 
OX VIRUS (ISOLATE HP-438(NUN ICH]) . //PI 4366 

F-PLACEI 003 528//ATP SYNTHASE PROTEIN 8 (EC 3.5.1.34) (A6L) . //O. 96 : 

32:40//XENOPUS LAEVIS (AFRICAN CLAIED FR0C).//P03931 

F-PLACE 1003537/ /CEF PROTE I N. //O. 92 : 47 : 29//BACTER I OPHAGE T4.//Q0143 

6 

F-PLACEI 003553 

F-PUCE 1 003 S65//HYP0THET I CAL BAMHI-0RF9 PROTEIN. //1 . 0: 32: 34//F0WLP 

OX VIRUS (ISOUTE HP-438 [MUNICH]) .//PI 4366 

F-PUCE1003575 

F-PLACE 1 003 S83//PR0BABLE E5 PROTE IN. //O. 16:64: 31 //HUMAN PAPILLOMAV 
IRUS TYPE 35.//P27226 
F-PLACEI 003584 

F-PUCE 1003S92//EXCI SI ONASE.//0. 26: 19: S2//BACTERI OPHAGE PHI-80.//P 
05998 

F-PUCE 1 003 S 9 3//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) .//I. 0.4 
2 : 30//0V I S ARIES (SHEEP). //0787 51 

F-PLACE 1 00 3 596/ /OL t GOSACCHAR Y I TRANSFERASE STT3 SUBUNIT HOMOLOG. // 
6. 3e-87:238:67//CAENORHABOITIS ELEGANS. //P46 97 5 

F-PLACEI 003602//HYPOTHET I CAL 11.0 KD PROTEIN IN FAA3-MAS3 INTERGEN 
IC REGI0N.//8.4«-17:98:42//SACCHAR0MYCES CEREVISIAE (BAKER S YEAS 
O.//P40554 

F-PUCE 1003605//HAPS TRANSCRIPTIONAL ACTIVATOR. //2.0e-09: 82: 35//SA 
CCHAROMYCES CEREVISIAE (BAKER'S YEAST). //Q025 16 

F-PLACE 10036 11 //PANCREATIC SECRETORY TRYPSIN INHIBITOR.//0. 99: 32 4 
3//CANIS FAMILIAR IS (DOG) . //P04S42 

F-PLACE10036I8//LINE-1 REVERSE TRANSCRIPTASE H0MOL0C.//4. 7e-65: 2? 
9:S8//HOMO SAPIENS (HUMAN) . //P08547 

F-PLACEI 003625//30S RIBOSOMAL PROTEIN S20 (FRAGMENT). //I. 0:56: 26// 
PROTEUS MIRABILIS.//P4227S 

F-PLACEI 003638//PROTE IN Q300.//0. 079:41 : 39//MUS MUSCULUS (MOUSE)./ 
/Q02722 
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F-PUCE1003669/ARICHOHYALIN.//2.9a-07:l80:30//OVlS ARIES (SHEEP). 
//P22793 

F-PUCEI003704//SPLICINC FACTOR. ARGININE/SERINE-RICH 4 (PRE-MRNA 
SPtlCIMC FACTOR SRP75).//3. 3«-16:98: 40//HOHO SAPIENS (HUMAN) . //Q08 
170 

F-PLACE 1 003709/ /HYPOTHET I CAL 59.5 KD PROTEIN IN CCT3-CCT8 INTERCEN 
IC REGION. //2. 8e-07: 128: 27//SACCHAROHYCES CEREVISIAE (BAKER'S TEAS 
O.//P47074 

F-PLACE 10037 11 //ALPHA/BETA-CL I AO IN PRECURSOR (PROLAN IN) (CLASS A- 1 

V).//5.0e-05:86:30//TRITICUH AESTIVUN (WHEAT) . //P04724 

F-PLACE 1 0037 2 3//TVR0S I NE-PROTE I N KINASE SRN (EC 2.7.1.112) (PTK70 

) . //6. 0«-06 : 98 : 36//MUS NUSCULUS (HOUSE) . //Q62270 

F-PLACE 100373S//OOCYTE ZINC FINGER PROTEIN XLC0F6 (FRAGMENT) . //2. S 

«-45:147:46//XEN0PUS LAEVIS (AFRICAN CLAWED FROG) .//PI 8749 

F-PLACE 1 00376 0/ /CTTOCHRONE B (EC 1 . 1 0. 2. 2) . //O. 91 : 49 : 34//TRYPANOSO 

NA BRUCE I BRUCE I. //POO 164 

F-PLACE 1003762//NETALLOTH I ONE IN-LIKE PROTEIN TYPE 2.7/0.98:28:32// 
NALUS DOHESTICA (APPLE) (NALUS SYLVESTRIS) .//024058 
F-PUCE100376B//LINE-1 REVERSE TRANSCRIPTASE K0M0L0G.//8. 5e-l9: 12 
3 : 37//HOMO SAP I ENS (HUNAN) . //P08547 
F-PLACE I 00377 I 

F-PLACE 1 003 783//SRY-RELATE0 PROTEIN A012 (FRAGMENT) .//1. 0:29: 37//A 

LL I GATOR NISSISSIPPIENSIS (AMERICAN ALLIGATOR) . //P40634 

F-PLACE 1 003784//HYPOTHET I CAL 98.1 KO PROTEIN IN SPX I 9-GCR2 INTERGE 

NIC REGION.//!. 2a-l3: 199: 28//SACCHAROMYCES CEREVISIAE (BAKER' S YEA 

ST).//P40164 

F-PUCE1003795//EC PROTEIN l/l I (ZINC-METAL LOTH I ONE IN CLASS II).// 
0.87:53:30//TRITICUM AESTIVUM (WHEAT) . //P30569 

F-PLACE 1003833//METH I ONYL-TRNA FORMYL TRANSFERASE (EC 2. 1 . 2. 9) . //O. 
99:1S8:28//THERMUS AQUATICUS (SUBSP. THERMOPHILUS) . //P43S23 
F-PLACE t 003850 

F-PLACE 1 003858//HUNCHBACK PROTEIN (FRAGMENT). 7/0. 37:28:42//LITHOBI 
US FORFICATUS.//Q02030 

F-PLACE 10038S4//0UTER HEMBRANE LIPOPROTEIN LOLB PRECURSOR. //O. 004 
6:M6:3I//ACTIN08ACILLUS ACT I NOMYCETENCOM I TANS (HAEMOPHILUS ACT I NO 
NYCETEMCOM I TANS) . //0S2727 
F-PLACE 1 003870 

F-PLACE100388S//POLY(A) POLYMERASE (EC 2.7.7.19) (PAP) (POLYWUCLEO 
TIDE ADENYLYL TRANSFERASE) (FRAGMENT) . //1 . 8 e-92 : 1 66 : 7S//H0M0 SAPIEN 
S (HUMAN). //PS 1003 

F-PLACE 1 003886// 1 NMEO I ATE -EARL Y PROTEIN IEI 80. //O. 54:96: 34//PSEUOO 
RABIES VIRUS (STRAIN I NO I ANA -FUNK HAUSER / BECKER) (PRV) . //PI 1 675 
F-PLACE 1 003888// 1 -PHOSPHATIDYL I NOS I TOL-4. 5-BISPHOSPHATE PHOSPHOOIE 
STERASE DELTA 1 (EC 3. 1.4. 11) (PLC-DELTA- 1) (PHOSPHOL I PASE C-DELT 
A- 1 ) (PLC- III) (FRAGMENT) . //8. 8«-S4 : 260 : 46//B0S TAURUS (BOV I NE) . // 
PI 0895 

F-PLACE 1 00389 2//PR0BABLE E5 PROTEIN. //I. 0: 1 3: 61 //HUMAN PAPILLOMAVI 
RUS TYPE 18.//P06792 

F-PLACE 1 003 900//BETA-FRUCTOFURANOS I DASE. SOLUBLE ISOENZYME I (EC 
3.2.1.26) (SUCROSE-6- PHOSPHATE HYDROLASE) (INVERTASE) (FRAGMENTS 
).//0. 58:49: 36//DAUCUS CAROTA (CARROT) . //P80065 

F-PLACE 1 003903//CTP SYNTHASE (EC 6.3.4.2) (UTP— AMMONIA LIGASE) (C 
TP SYNTHETASE) . //3. 8e-52 : 92 : 85//HOMO SAPIENS (HUMAN) . //PI 781 2 
F-PLACE 1 00391 5// PROBABLE ARC I NY L- TRNA SYNTHETASE. CYTOPUSMIC (EC 
6.1.1.19) (ARGININE- -TRNA LIGASE) (ARGRS). //2. 6e-26:202: 36//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //Q0SS06 

F-PLACE 1003 92 3//H I ST I OYL- TRNA SYNTHETASE (EC 6.1.1.21) (HISTIDINE 
—TRNA LIGASE) (HlSRS).//0. 94:65:29//STREPTOC0CCUS EQUI SIN I LIS. //P 
30053 

F-PLACE 1 003 93 2//HY POTKET I CAL 17.3 KO PROTEIN IN SECI5-SAP4 INTERGE 
NIC RECION.//0.098:79:31//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST 
).//PS3074 
F-PLACE 1003936 

F-PLACE 1003968//5' -AMP-ACTIVATED PROTEIN KINASE. GAMMA- 1 SUBUNIT 
CAMPK GAMMA- 1 CHAIN) . //4. 7e-68: 164: 78//RATTUS NORVECICUS (RAT).//P 
80385 

F-PLACE 1 004 10 3// I'M ALU SUBFAMILY SC WARNING ENTRY ! !!!//!. 9«-14: 
60:73//HOMO SAPIENS (HUMAN) .//P39I 92 

F-PLACE 1 0041 04//EXOCYST COMPLEX COMPONENT SEC5.//0.020:202:20//SAC 
CHAROMYCES CEREVISIAE (BAKER'S YEAST) .//P89 102 

F-PLACE1004114//!!!! ALU SUBFANILY J WARNING ENTRY ! !!!//{. le-1S:6 
9:6O//H0MO SAPIENS (HUMAN) . //P391 88 

F-PLACE 1 0041 1 8//REGULAT0RY PROTEIN E2.//0. 73:58: 36//CANINE ORAL PA 
PILLOMAVIRUS (COPV) . //Q89420 

F-PLACE 1 004 128//GUANINE NUCLEOT IDE-BIND I NG PROTEIN BETA SUBUNIT 4 
(TRANSOUCIN BETA CHAIN 4) . //7. 7«-62: 108: 100//MUS NUSCULUS (HOUSE). 
//P29387 

F-PLACE 1 004149//PROBABLE NUCLEAR ANT I GEN. //0. 001 1 : 73 : 42//PSEUD0RA8 
IES VIRUS (STRAIN KAPLAN) (PRV) . //P3348S 

F-PLACE 1 0041 56//HYP0THET I CAL PROLINE-RICH PROTEIN (FRAGMENT) . //O. 0 



006l:39:48//0WENIA FUSIFORHIS.//P212SO 

F-PLACEI004I61//PLASNINOGEN-BINDING PROTEIN PAN PRECURSOR (FRAGMEN 
T) . //O. 033 : 1 08: 27//STREPTOCOCCUS PYOGENES. //P49054 
F-PUCEI004183//HYPOTHETICAL 64.3 KO PROTEIN IN C0CI2-ERPS INTERGE 
NIC REGION.//4.0e-07:l46:3S//SACCHAROMYCES CEREVISIAE (BAKER'S YEA 
ST).//P38817 

F-PLACE I 0041 97//BUTYROPHILIN PRECURSOR (BT).//5. 9e-1 1 : 208:2 7//MUS 
NUSCULUS (MOUSE). //0625S6 

F-PLACE1004203//PROTEIN A39.//8. 5«-l8: 139: 33//VACCINI A VIRUS (STRA 
IN COPENHAGEN). //P21 062 

F-PLACE 1004242//PHOTOSYSTEM II REACTION CENTRE J PROTEIN. //I. 0: 28: 
42//PISUN SATIVUM (GARDEN PEA) . //PI 3555 

F-PLACE1Q04256//MYOSIN HEAVY CHAIN D (MHC D).//0. 73 : 1 34: 25//CAEN0R 
HABOITIS ELEGANS.//P02567 

F-PLACE1004257//HYPOTHETICAL PROTEIN HI 0490. //0. 1 3: 7S: 29//HAEN0PH I 
LUS INFLUENZAE. //P44006 

F-PLACE 1004258//COLLAGEN ALPHA 2(VIII) CHAIN (ENDOTHELIAL COLLAGE 
N) (FRAGMENT). //O. 027: 1 28 :35//HOMO SAPIENS (HUMAN) . //P25067 
F-PLACE1004270//LARGE TEGUMENT PROTEIN. //I. 8«-10: 100:44//EPSTEIN-B 
ARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4).//P03186 
F - PLACE 1 0042 74//HYP0THET I CAL PROTEIN E-95. //O. 44: 61 : 42//HUMAN ADEN 
OVIRUS TYPE 2.//P03286 

F-PLACE1 0042 77//COLLAGEN ALPHA l(XII> CHAIN (FRAGMENTS) . //O. 001 3 5 
5:38//BOS TAURUS (BOVINE).//P25508 

F-PLACE I004284//7 KD PROTEIN (ORF 4).// 1-0:63:2 3//CHRYSANTHENUM VI 
RUS B (CVB).//P37990 

F-PUCE1004289//SPERM PROTAMINE P3.//0. 00057: 22: 77//NUS NUSCULUS 
(MOUSE). //Q62 100 

F-PLACE 1 OO4302//SER I NE/THREON I NE PROTEIN KINASE AFSK (EC 2.7.1.-). 
//O. 0065: 146:29//STREPT0MYCES COELICOLOR. //P54741 
F-PLACE 1 0O4316//AUT0PHAGY PROTEIN APG5. //B. 8e-06: 11 7 : 29//SACCHARON 
YCES CEREVISIAE (BAKER* S YEAST). //Ql 2380 

F-PLACE 1 004336//COLLAGEN ALPHA 4(IV) CHAIN PRECURSOR. //0. 0027: 83 3 
6//H0M0 SAPIENS (HUNAN) . //PS 3420 

F-PLACE 1004358//PROCOLLACEN ALPHA 1(1) CHAIN PRECURSOR. // 2. 9e- 05 2 
00:33//CALLUS CALLUS (CHICKEN) .//PO 24 57 

F -PLACE 1 004376//AX0NEME-ASSOCI ATED PROTEIN NST101 (2) .//2.4e-05: 17 
9:29//DR0S0PHIU HYDE! (FRUIT FLY) . //Q08696 

F-PUCE1004384//!!!! ALU SUBFAMILY SO WARNING ENTRY ! ! ! !//1.6e~2S: 
46.76//H0H0 SAPIENS (HUMAN). //P391 94 

F-PUCE1004388//HVPOTHETICAL 75.2 KD PROTEIN IN ACS1-GCV3 INTERGEN 
IC REGION. //5. 7«- 34: 202: 37//SACCHARONYCES CEREVISIAE (BAKER'S YEAS 
T).//P39722 

F-PLACE 1 00440 5//NEURAM I N YLLACTOSE-B I ND I NG HEMAGGLUTININ (N-ACETYLN 
EURAN I NYLLACTOSE- BINDING FIBRILLAR HEMACGLUTININ RECEPTOR-BINDING 

SUBUNIT) (NLBH) (FLAGELLAR SHEATH ADHESIN) (ADHESIN A) (FRAGMENT 
) . //O. 93 : 74 : 33//HEL I C08ACTER AC I NONYX. //Q47947 

F-PUCE 1004425//!!!! ALU SUBFANILY SX WARNING ENTRY ! ! ! !//0. 81 . 70: 
42//HOMO SAPIENS (HUNAN) . //P391 95 

F-PLACE 1 004428//PR I STANOYL-COA OXIDASE (EC 1 . 3. 3. -) . //I. 9e-31 : 203: 
39//RATTUS NORVECICUS (RAT) . //Q53448 

F-PLACE 1 004437// I SOC I TRATE DEHYDROGENASE [NAD], MITOCHONDRIAL SUBU 
NIT BETA PRECURSOR (EC 1.1.1.41) (ISOCITRIC DEHYDROGENASE) (NAO+-S 
PEC IF I C ICOH) (FRAGMENT). //4.2«-93: 140:1 00//MACACA FASCICULAR IS (C 
RAB EATING MACAQUE) (CYNOMOLGUS MONKEY) . //Q28479 
F-PLACE 1004451//! ! ! ! ALU SUBFAMILY j WARNING ENTRY ! ! ! !//0. OOOU: 4 
0:62//HONO SAPIENS (HUMAN) .//P39I88 

F-PUCE 1004460//MATERNAL TUDOR PROTEIN. //0. 0066:218: 23//OROSOPHILA 
MELANOGASTER (FRUIT FLY) . //P2S823 
F-PUCE1 004467//!!!! ALU SUBFANILY SP WARNING ENTRY ! ! ! !//7. 8e- 10: 
33:87//K0M0 SAPIENS (HUMAN) . //P391 93 

F-PLACE 1004471 //ZINC FINGER PROTEIN 83 (ZINC FINGER PROTEIN HPFI) . 
//7.0«-56:92:S8//H0MO SAPIENS (HUMAN). //P5 1 522 

F-PLACE 1 00447 3//HYP0THET I CAL 54.3 KO PROTEIN C23D3.03C IN CHROMOSO 
HE I.//O.019:t36:27//$CHIZOSACCHAROMYC£S POMBE (FISSION YEAST) . //Q 
09844 

F-PUCE 1 004491 //LYSIS PR0TEIR.//0.95:53:30//BACTERI0PHACE FR.//P19 
903 

F-PUCE 1 004506//AUTO IMMUNOGENIC CANCER/TEST I S ANTIGEN NY-ESO-I (LA 
GE-D.//0. 58:66 :34//HOHO SAPIENS (HUNAN) .//P78356 
F-PUCE 1 0045 1 0//TRANSCR I PT I ON INITIATION FACTOR TFMD ISO KD SU8UN 
IT (TAFI I - 1 SO) (TAFI 1 1 SO) . //3. Oe-07 : 63 : 46//DR0S0PHI U MELANOGASTER 

(FRUIT FLY).//Q24325 
F-PUCE 1 0045 1 6//HYP0THET I CAL PROTEIN 5* TO ASP-RICH AND HIS-RICH P 
ROTE INS (FRAGMENT).//0.95:62:29//PUSNODIUH FALCIPARUM (ISOLATE FC 
HIT / SENEGAL) .//P MSB 7 

F-PUCE1 00451 8//METALL0THI0NE IN 10-111 (MT-IO- 1 1 1) . //O. 91 : 28: 42//H 
YT I LUS EDUL I S (BLUE HUSSEL) . //P80248 

F- PUCE1004548//DIHYORO PYRIDINE - SENSI TIVE L-TYPE. SKELETAL MUSCLE 
CALCIUM CHANNEL GAMMA SUBUNIT. //O. 94: 75: 32//ORYCTOUGUS CUNICULUS 
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(RABBIT). //PI 951 8 

F-PUCE1O0455O//CUTICLE COLLAGEN 2.//0. 90: I 55: 31//CAENORHA8DITI S E 
LEGANS.//P 17656 

F -PLACE 1 004 564/ /CLEAVAGE AND PO LY ADEN YUT ION SPECIFICITY FACTOR. I 
00 KO SUBUNIT (CPSF 100 KD SUBUNIT) . //3. 2«- 70: 1 21 : 100//BOS TAURUS 
(BOVINE) . //Qt 0568 

F-PUCE1004629//PROTEIN OS-9 PRECURSOR. //I. 7e-10: 1 32: 36//HOMO SAP I 
ENS (HUMAN) . //Ql 3438 

F-PUCE 1 00464 S//T RANSCR IPTtON INITIATION FACTO 8 1 1 8 HONOLOC (TF 1 1 
B) . //0. 00036 : 1 00 : 30//PY ROCOCCUS FURIOSUS. //OS J 731 
F- PLACE 1004646//PR08ABLE UOP-GAUCTOPYRANOSE NUTASE (EC S.4.99.9). 
//0. 91 : SO : 29//KLEBS I ELLA PNEUMONIAE. //Q4S481 

F- PLACE 1 0046 S8//GLUTAMATE [NMDA} RECEPTOR SU8UNIT EPSILON 4 PRECUR 
SOR (N-METHYL D- ASPARTATE RECEPTOR SUBTYPE 2D) (NR2D) (NMDAR2D) .// 
0. 031 : 1 34: 32//MUS MUSCULUS (MOUSE) . //0O3391 

F-PLACE I 004664//HYPOTHET I CAL 180.2 KO PROTEIN IN FAA4-H0R7 INTERGE 
NIC REGION.//0.02S:I25:20//SACCHARONYCES CEREVISIAE (BAKER' S YEAS 
T).//Q0478! 

F-PLACE I 004672//HYPOTHET I CAl 36.7 KO PROTEIN C2F7. I4C IN CHROMOSOM 
E l.//7.6e-S2:lS8:S6//SCHIZ0SACCHAR0MYCES POMBE (FISSION YEAST).// 
009704 

F-PLACE 1 0046 74//PR0BABLE CALCIUM-BINDING PROTEIN ALC-2 (PMP4I) (AL 
G-257).//1.4e-88:l44:93//MUS MUSCULUS (MOUSE). //Pi 2815 
F-PUCE 1004681//CCR4-ASSOC I ATED FACTOR I (CAFI). //I . 0e-34: 70: 100// 
MUS MUSCULUS (MOUSE) . //Q60609 

F-PLACE 1 004686// ! ! • ! ALU SUBFAM I LY SC IARN I NG ENTRY ! ! ! ! //3 . 4«-08 : 
48.62//H0M0 SAPIENS (HUMAN). //P391 92 

F-PLACE 1 004691 //METALLOTH I ONE IN (NT) .//O. 064 : 24: 4S//ARIANTA AR8UST 
ORUN. //P5S946 
F-PLACE I 004693 

F- PLACE 1 0047 1 6//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6D.//1. 0:2 

7:37//PAN PANISCUS (PYGMY CHIMPANZEE) (BON080) . //Q35587 

F-PLACE 1004722//HYPOTHET I CAL 61. S KD PROTEIN IN CLA4-NID1 INTERGEN 

IC REGION. //O. 95: 53: 33//SACCHARQMYCES CEREVISIAE (BAKER'S YEAST) . / 

/P48565 

F-PLACE 1 004736//NEURONAL AXONAL MEMBRANE PROTEIN NAP-22. //0. 014: 16 
3:30//RATTUS NORVEGICUS (RAT) . //Q0S1 7S 

F-PLACE 1 004740/ / ! ! ! ! ALU SUBFAMILY SQ 1ARN1NG ENTRY ! ! ! !//!. 9e-09: 
37:70//KONO SAPIENS (HUMAN) . //P391 94 

F-PLACE 1004743//HYPOTHET I CAL 12.6 KO PROTEIN IN ALGR3 3* REGION.// 
0.99:72:33//PSEUDONONAS AERUGINOSA. //P2 1484 

F-PUCE 1 004751/ /CMP-N- ACET YLKEURAM I NATE-BETA-CALACTOSAM I DE-ALPHA- 
2. 3-SIALYLTRANSFERASE (EC 2. 4. 99. -) (BET A-GALACTOS I DE ALPHA- 2. 3-SI 
ALYLTRANSFERASE) (ST3GALI 1 1) (ALPHA 2, 3-ST) (GAL-NAC6S) (STZ) (SIA 
T4-C) (SAT-3) (ST-4).//2.2«-08:90:38//HOMO SAPIENS (HUMAN) . //Ql 1 20 
6 

F-PLACE 1004773//ANKYR IN R (ANKYRINS 2.1 AND 2.2) (ERYTHROCYTE ANKY 
RIN).//3.2e-25:233:32//HONO SAPIENS (HUNAN) .//PI 61 57 
F-PLACE 1 0047 77//N-CHHIAER IN (NC) (N-CHINERIN) (ALPHA CHIMERIN) (A- 
CHIHAERIN).//8. 1t-26:210:30//RATTUS NORVEGICUS (RAT) . //P30337 
F-PLACE 1 004 79 3/ /ENV POLYPROTEIN [CONTAINS: COAT PROTEIN CP52: COAT 

PROTEIN GP36].//0.00062:I06:25//NOUSE NAMMARY TUMOR VIRUS (STRAIN 

BR6).//P10259 
F-PUCE 1004804 

F-PLACE 1 00481 3//HYP0THET I CAL PROTEIN ULI 2. //1 . 0: 22: 40//HUMAN CYTOM 
EGALOVIRUS (STRAIN AD1 69) . //P16777 

F-PLACE 1 0048 1 4//HYP0THET I CAL 37.0 KD PROTEIN B049S. 8 IN CHROMOSOME 

1 1 . //2. 8«-06 : 1 36 : 2S//CAEN0RHABO I T I S ELEGANS. //Q092 1 7 
F-PLACE 10048 1 5 

F-PLACE 1 004824//HYPOTHET I CAL 106.7 KO PROTEIN IN MUPI-SPR3 INTERGE 
NIC RECION.//2.3«-09:70:38//SACCHARONYCES CEREVISIAE (BAKER'S YEAS 
T)//P53236 

F-PUCE 1004827//HYPOTKET I CAL 9.4 KD PROTEIN IN FLAL 3' REGION (ORF 

3) . //O. 54 : 25 : 56//BAC I LLUS L I CHEN I FORM IS. //P22754 

F-PLACE 1 0048 36/ / ANNEX I N V 1 1 (SYNEXIN) (FRAGMENT) . //0. 0066 : 12: 66//B 

OS TAURUS (BOVINE).//P2O072 . % 

F-PLACE 1 004838 

F-PLACE 1004840 

F-PLACE 1004868//MALE STERILITY PROTEIN 2. //4. 0e-l6: 172: 30//ARA8IDO 
PSIS TKALIANA (HOUSE -EAR CRESS) . //Q088 91 
F-PLACE 1004885 

F-PLACE 1004900//MAST CELL OEGRANULATINC PEPTIDE PRECURSOR (MCOP) 
(MCD) (PEPTIDE 40D.//1. 0:23:47//APlS MELLIFERA (HONE YBEE).//PO 149 
9 

F-PLACE 1004902//PUTAT I VE PRE-MRNA SPLICING FACTOR ATP-DEPENDENT RN 
A HEL I CASE SPACI0F6. 02C.//7. 3b- I S: 94 : 47//SCH I ZOSACCHAROMYCES POMBE 

(FISSION YEAST). //042643 
F-PLACE 1 0049 1 3/ /HYPOTHET I CAL 7.2 KD PROTEIN IN BCSA-DEGR INTERGEN I 
C RECION.//1.0:42:33//BACILLUS SUBTILIS.//P54165 

F-PLACE 10049 I 8//HYP0THET I CAL 12.4 KD PROTEIN IN RPS21B-MRS3 INTERC 
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ENIC RECION.//0.98:50:34//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST 
).//P470l2 

F-PLACE 1 004930//HYP0THET I CAL PROTEIN N J 0562 . //O. 82: 44: 36//METHANOC 
OCCUS JANNASCHII.//Q57962 
F-PLACE 1004934 

F-PLACE I 004937//HYPOTHET ICAL 67. I KO TRP-ASP REPEATS CONTAINING PR 
OTEIN C57AI0.05C IN CHROMOSOME I . //9. Ot-IO: 87: 33//SCHI20SACCHARONY 
CES POMBE (FISSION YEAST) . //P87053 

F-PLACE 1 004969/ /HY POTHE T I CAL 55.1 KO PROTEIN B0416.5 IN CHROMOSOME 
X. //4. Oe- 1 4 : 1 84 : 2 5//CAEN0RHAB0 1 T I S ELEGANS. //Ql 1 073 

F-PLACE 1 00497 2//BR0MELA IN INHIBITOR 2 (Bl-ll) (BROMELAIN INHIBITOR 
VI) (BI-VI).//1.0:3S:37//ANANAS COMOSUS (PINEAPPLE). //P27478 

F-PLACE1004979//IM? ALU SUBFANILY SC IARN INC ENTRY ! ! ! !//5. 3e-30: 

55:72//H0MO SAPIENS (HUMAN). //P39I92 

F-PLACE 1004982//N PROTEIN. SEROTYPE 12 PRECURSOR (FRAGMENT) . //O. 00 
049: 124:27//STREPTOCOCCUS PYOGENES. //PI 9401 

F-PLACE I 004985//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L). //I . 0:2 

6:34//LUMBRICUS TERRESTRIS (COMMON EARTHWORN). //Q34942 

F - PLACE 1 00 SO 2 6//TE LOME RE-BINDING PROTEIN HONOLOC. //O. 001 1 : 1 79:27// 

EUPLOTES CRASSUS.//Q06183 

F-PLACE IOOS027 

F-PLACE 1 005046// ANNEX IN VII (SYNEXIN) (FRAGMENT) .//O. 082:44: 36//60 
S TAURUS (BOVINE). //P20072 

F-PLACE 1 005052//NALE SPECIFIC SPERM PROTEIN NST84DO. //O. 38: 36:44// 
DROSOPHILA NELANOGASTER (FRUIT FLY) . //Q01645 
F-PLACE 1 005055 

F-PLACE 1 005066//R 1 NC CANAL PROTEIN (KELCH PROTEIN) . //2. 9«-38: 194:3 
9//DR0S0PHILA NELANOGASTER (FRUIT FLY) . //Q046S2 
F-PLACE 1005077 

F-PLACE 1 005085// INSECT TOXIN 1 (BOT IT1) . //O. 85: 36: 33//BUTHUS OCCl 
TANUS TUNETANUS (COMMON EUROPEAN SCORPION) . //PS 5 902 
F-PLACE100S086//!!!! ALU SUBFAMILY SQ EARNING ENTRY MH//8. S«-38: 
93:76//HOMO SAPIENS (HUMAN) . //P39 1 94 

F-PLACE 1 005 1 01 //HYPOTHET I CAL PROTEIN ZAPI28 (FRAGMENT) .//t . 6e-l 1 : 3 
S:100//HOMO SAPIENS (HUMAN) . //P49753 

F-PLACE 1 005 102//Z INC FINGER PROTEIN I SI (POLYOMAVIRUS LATE INITIAT 
OR PROMOTER BINDING PROTEIN) (LP-1) (ZINC FINGER PROTEIN 21 3). //3. 
Oe-l4:llO:38//NUS MUSCULUS (MOUSE). //Q6 08 21 

F-PLACEI005108//METALL0THI0NEIN-III (NT-Ill) (GROWTH INHIBITORY FA 
CTOR) (GIF).//0.41:35:34//BOS TAURUS (BOVINE).//P37359 
F-PLACE I 00S1 11 //ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) (CHARGE 
RIN ll).//l.0:29:41//RATTUS NORVEGICUS (RAT). //P1 1608 
F-PUCEI005128//RABPHIIIN-3A (FRAGMENT) . //S. 9e-05: 95: 36//MUS MUSCU 
LUS (MOUSE). //P47708 

F-PLACE 100S146//F I BROBUST GROWTH FACTOR INDUCIBLE PROTEIN IS (FIN 
15).//0.I7:48:35//MUS MUSCULUS (MOUSE). //Q6 1075 
F-PLACEI005162//!!!! ALU SUBFAMILY SB WARNING ENTRY ! ! ! !//!. Oe-3l : 
60:76//H0MO SAPIENS (HUNAN) .//P39 189 
F-PLACE 1 005 176 

F-PUCE 1 0051 81 //HYPOTHET ICAL 7 KD PROTEIN. //I. 0: 31 :4S//MEASLES VI R 
US (STRAIN HALLE) (SUBACUTE SCLEROSE PANENCEPHALITIS VI RUS) . //P068 
31 

F-PLACE 1 0051 87//GLUCAN SYNTHASE-! (EC 2.4.1.34) (I. 3-BETA-GLUCAN S 
YNTHASE) (UOP-GLUCOSE- 1 . 3 -BETA-O-CLUCAN CLUCOSYL TRANSFERASE) . //O. 0 
025:58:34//NEUROSPORA CRASSA. //P38678 

F-PLACE 1005206//HVPOTHET ICAL 10.7 KD PROTEIN.//0. 34: 57:42//VACCINI 
A VIRUS (STRAIN COPENHAGEN) . //P2051 1 

F- PUCE 1 005232// ANELOGEN IN, Y ISOFORM PRECURSOR. //O. 70 : 60 : 35//H0N0 

SAPIENS (HUNAN) ://Q992 16 
F-PUCE 1 005243//SER I NE/THREON I HE PROTEIN KINASE PKPA (EC 2.7.1.-). 
//O. 001 7 : 114: 27//PHYC0MYCES BLAKESLEEANUS. //Q01 577 
F-PLACE 1005261 //HYPOTHET I CAL 90.8 KD PROTEIN T05HI0.7 IN CHROMOSOM 
£ ll.//l.2«-38:206:4l//CAENORHABOITIS E IE CANS. //Q 10003 
F-PLACE 1 005266 

F-PLACE 1 005277//PROTE IN CURKEN PRECURSOR. //O. SB: 95: 29//DR0S0PH I LA 
MELANOCASTER (FRUIT FLY) . //P42287 

F-PLACE 1 005287// INNER CENTROMERE PROTEIN (INCENP).//2. 0»-12: 21 1 : 29 
//CALLUS CALLUS (CHICKEN) . //P53352 

F-PLACE I 005305//GTP: AMP PHOSPHOTRANSFERASE MITOCHONDRIAL (EC 2.7. 
4.10) (AK3).//1.8e-78:205:78//BOS TAURUS (BOVINE) . //P08760 
F-PUCE 1 005308//WOUNO- INDUCED BASIC PROTEIN. //O. 99: 40: 40//PHASEOLU 
S VULGARIS (KIDNEY BEAN) (FRENCH BEAN) . //Q09020 

F-PLACE 1005313/ /HY POTHET I CAL 8.7 KD PROTEIN IN LEUX-FECE INTERGENI 
C REGION (067). //O. 1S:36:41//E5CHERICHIA C0LI.//P39355 
F-PUCE1005327//DNA-BINDING P52/PIOO COMPLEX. 100 KD SU8UNIT (FRAC 
NENTS).//1.0:19:S2//HOMO SAPIENS (HUMAN) . //P3 0808 
F-PUCE 1 005331 //BREAKPOINT CLUSTER REGION PRQTEIN.//0. 00021 .98: 35/ 
/HOMO SAPIENS (HUMAN) .//Pi 1274 

F-PUCE 1 0053 3S// 1 ROQUO I S - CLASS HOMEODOMAIN PROTEIN IRX-3.//0. 37:9 
8 : 33//MUS MUSCULUS (MOUSE) . //P81 067 
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F-PLACEI 00 537 3//PSEUD0UR I DTLATE SYNTHASE 4 (EC 4.2.1.70) (PSEUDOUR 
I DIKE SYNTHASE 4) (TRNA PSEUDOUR IDIKE 55 SYNTHASE) (PS 155 SYNTHAS 
E) (PSEUDOUR I0VLATE SYNTHASE) (URACIL HYOROLYASE) . //O. 0I0:98:2B//S 
ACCHARONYCES CEREVISIAE (BAKER' S YEAST) . //P4B567 
F-PLACEI 005374 
F-PLACE 1005409 

F -PLACE 1 005453//L I CHENASE PRECURSOR (EC 3.2.1.73) (ENDO-BETA-1. 3- 
1.4 C1UCANA$E).//1.0:SO:32//NICOTIANA PILNBACINIFOLIA (LEAOWORT-LE 
AVED TOBACCO). //P07979 

F-PLACE 1 00 5467/ AERAT IN, FEATHER (F-KER) . //0. 0095: 42 : 3S//LARUS NOV 
AE -HOLLAND I A£ (SILVER CULL). //PO 24 SI 

F-PLACE 1 00547 1//NADH-U8 I QUI NONE OX I DO REDUCTASE CHAIN 4L (EC 1.6.5. 
3).//0.23:49:32//PHYTOPHTHORA I MFESTANS (POTATO LATE BLIGHT FUNGU 
S).//Q3759B 

F-PLACEI 0054 7 7//HYP0THET I CAL PROTEIN ORF-1 I37.//9. 6e-1 3: 1 15: 38//NU 
S NUSCULUS (NOUSE). //P1 1260 

F-PLACE 1 00S480//C-H0RDE 1 N (CLONE PC HOR I -3) (FRAGMENT). //O. 97:33:3 
0//HORDEUNJ VULGARE (BARLEY) . //PI 7991 

F-PLACE 1005481 //HUNCHBACK PROTEIN (FRAGMENT) .//O. 30:52: 3B//AP IS ME 
LLIFERA (HONEYBEE). //P3 1 504 

F-PLACE 1 00 54 94/ A RANS I ENT-RECEPTOR-POTENT I AL PR0TEIN.//3. 9e-0S:87: 
33//DR0S0PHILA HELANOGASTER (FRUIT FLY) . //PI 9334 
F-PUCE 1005502 

F-PLACEI 005526// IMMEDIATE-EARLY PROTEIN IE180.//4. 6o-05: 132:32//PS 
EUDOR ABIES VIRUS (STRAIN KAPLAN) (PRV) . //P33479 
F-PLACE100S528//!!!! ALU SUBFAMILY SX fARNINC ENTRY ! ! ! !//3. 4e-09: 
31:74//H0MO SAPIENS (HUMAN). //P391 95 

F- PLACE 1005 53 0//HYPOTHET I CAL 47.6 KD PROTEIN CI6CI0.S IN CHROMOSOM 

E IM.//9.7«-50:l48:58//CAENORHABOITIS ELEGANS. //Q09251 

F- PLACE 1 005 550//HYP0THET I CAL 40.2 KD PROTEIN K12H4.3 IN CHROMOSOME 

III. //J. 0»-2 1:127: 37//CAEN0RHABD I T I S ELEGANS. //P34524 
F-PLACE 1 005S54//CYT0CHR0ME B (EC 1.10.2.2) (FRAGMENT). //0. 84: 38: 31 
//DIPOOOMYS CALIFORNICUS (KANGAROO RAT). //PI 6 359 
F-PLACE 1005557//60S RIBOSOMAL PROTEIN L27.//4.8e-09:60:48//CRYPTOC 
OCCUS NEOFORMANS (FIL08ASI D I ELLA NEOFORMANS) . //P46288 
F-PLACE 1 005574//ATP SYNTHASE PROTEIN 8 (EC 3.6:1.34) (A6L) .//O. 89: 
44:29//B0S TAURUS (BOVINE) . //PO 3 92 9 

F-PLACE 100 5 584//MALE SPECIFIC SPERM PROTEIN MST87F. //O. 00030: 33:48 
//DROSOPHIU MELANOCASTER (FRUIT FLY) . //P081 75 

F-PLACE 100 5 595// IMMEDIATE -EARLY PROTEIN 1E180. //0. 00048: 162: 30//PS 
EUDOR ABIES VIRUS (STRAIN I NO I AMA-FUNXHAUSER / BECKER) (PRV). //PI 16 
75 

F-PUCEI005603//HICH-MOBILITY-GROUP PROTEIN (NONHISTONE CHROMOSOMA 
L PROTEIN). //0. 00034: 83 : 30//TETRAHYMENA PYRIF0RMIS.//P40625 
F-PLACEI 00S611//DNAJ PR0TEIN.//8.6«-20: 108:48//CL0STRIDIUM ACETOBU 
TYLICUM.//P30725 

F-PLACE I 005623//EITRACELLULAR S I GNAL - REGULATED KINASE 5 (EC 2.7.1. 
-) (ERK5) (ERK4) (BMX1 KINASE) .//O. 80: 1 16: 3 t //HOMO SAPIENS (HUMAN 
).//Q13164 

F-PLACE100S630//INTERLEUKIN-14 PRECURSOR (IL-14) (HIGH MOLECULAR I 
EIGHT B-CELL GR01TH FACTOR) (HMI-BCGF) . //O. 0024 : 74 : 39//HOMO SAPIEN 
S (HUMAN). //P402 22 

F-PLACE 1 00563 9//EXTRACELLULAR MATRIX PROTEIN 1 (SECRETORY COMPONEN 
T P85) (FRAGMENT). //O. 72: 18: 61//RATTUS NORVEGICUS (RAT) . //Q62894 
F-PLACE 1 005646// RNA HEL I CASE-LIKE PROTEIN DBlO. //4. 8«-29: 172:45//N 
ICOTIANA SYLVESTRIS (ffOOD TOBACCO) . //P46942 

F-PLACE 1 005656//R I BONUCLEOS IDE -DIPHOSPHATE REDUCTASE H2 CHAIN (EC 
1.17.4.1) (RIBONUCLEOTIDE REDUCTASE) .// 3. 7e-64: 1 33: 7S//MES0CRICETU 
S AURATUS (GOLDEN HAMSTER) . //Q60S6 I 

F-PLACE 1 00566 6/ /CHL08 0 PL AST SOS RIBOSOMAL PROTEIN L28. //O. 57: 36:41 
//PORPHYRA PURPUREA. //PS1 224 

F-PLACE1005698//HYPOTHETICAL PROTEIN IN SIGD 3' REGION (ORFC) (FRAG 
KENT) . //0 , 50 : 6 1 : 29//BAC I LLUS SUBT IL IS. //P4040S 

F-PLACE 1005 7 27// ANTER-SPEC I F I C PROL IKE-RICH PROTEIN APG (PROTEIN C 
EX) (FRAGMENT). //Q. 46: 27 51 //BRASS I CA NAPUS (RAPE) . //P40603 
F-PLACE 1 005 7 3 0/ /COL LAGEN ALPHA 1(1) CHAIN (FRAGMENT). //O. 95:21 : 52/ 
/ORYCTOLAGUS CUNICULUS (RABBIT).//P02456 

F-PLACEI 005739// 1 NTERFE RON-GAMMA INDUCIBLE PROTEIN NCI I . //3. 4e-46 : 
111: 53//MUS MUSCULUS (MOUSE) . //Q607 1 0 

F-PLACE I 005755//HYPOTHET I CAL 70.2 KD PROTEIN IN CSH1-CHS6 I NTERGEN 
IC REGICN.//2.6«-12:66:S1//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P4295l 

F-PLACE 1 00576 3//S-ACYL FATTY ACID SYNTHASE THIOESTERASE. MEDIUM CH 
AIN (EC 3.1.2.14) (THIOESTERASE 1 1 ).//!. Se-26:69:S7//RATTUS NORVEG 
ICUS (RAT).//P08635 

F-PLACE I 005799/ AERAT IN, ULTRA HIGH- SULFUR MATRIX PROTEIN (UHS KER 
ATIN).//0.028:96:32//HOMO SAPIENS (HUMAN). //P26371 
F-PLACE 100SS02//PR0TE IN PROSPER0.//0.86:64:42//DR0S0PHILA MELANOCA 
STER (FRUIT FLY). //P29617 

F-PLACE 1 00580 3//MYEL0 10 DIFFERENTIATION PRIMARY RESPONSE PROTEIN M 



YD116.//1.0:95:2S//MU$ MUSCULUS (MOUSE) .//PI 7564 

F-PLACE (005604//PROCESS I KG ALPHA- 1. 2-MANNQSiDASE (EC 3.2.1.-) (ALP 

HA-1.2-MANN0SIDASE IB). //2. 8e-73: 198:7 3//MUS MUSCULUS (MOUSE). //P3 

9098 

F-PLACE 1 0058 I 3//HYP0THET I CAL 49.0 KD PROTEIN IN NSPI-KAR2 I NTERGEN 
IC REGION. //O. 022 : 78 : 38//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST). 
//P47057 

F-PLACE 1005828//! ! ! ! ALU SUBFAMILY SX ■ARMING ENTRY !!!!//!. 8e-23 : 
S6:76//H0M0 SAPIENS (HUMAN). //P3 91 95 

F-PLACE 100S834//LATE CONTROL GENE B PROTEIN (GPB) . //O. 97: 33: 39//BA 
CTERIOPHACE 186.//P06711 
F-PLACE 1005845 

F-PLACE 1005850//!!!! ALU SUBFAMILY SQ NARNING ENTRY ! ! M//5. S«-28: 
9S:73//H0MO SAPIENS (HUMAN). //P3 9 194 
F-PLACE 1 005851 

F-PLACE 1Q05876//CLEAVAGE AND POLYADENYLAT I ON SPECIFICITY FACTOR. 1 
00 KD SUBUNIT (CPSF 100 KD SUBUN I T) . //2. 2e-99 : 1 55 : 9S//B0S TAURUS 
(BOVINE).//Q10568 
F-PLACEI 005884 

F-PLACE 1 005B90//BEM46 PROTEIN (FRAGMENT) .//I. Be-33: 137: 49//SCH 1 ZOS 
ACCHAROMYCES POMBE (F I SS I ON YEAST) . //P 5406 9 

F-PLACE 1005898//NADH-UB I QUI NONE OX I DO REDUCTASE NLRQ SUBUNIT (EC 1. 
6.5.3) (EC 1.6.99.3) (COMPLEX l-MLRQ) (CI-MLRQ) .//O. 77: 58: 34//HOM0 

SAPIENS (HUMAN).//000483 
F-PLACEI 00592 1//AIG1 PROTEIN. //I. 4«-23: 165: 38//ARABID0PS I S THALIAN 
A (MOUSE-EAR CRESS) . //P541 20 

F-PLACEI 00 592 3//HYP0THET I CAL 22.4 KD PROTEIN (0RF16) ,//0. 90: 1 18: 28 
//PARAMECIUM TETRAUREL I A. //PI 56 1 7 

F-PLACE 10O592S//HTPOTHET I CAL GENE 30 PROTEIN.//0. 94: 57: 29//HERPESY 
IRUS SAINIRI (STRAIN 1D.//Q01010 

F-PLACEI 0059 32//EI TENS IN PRECURSOR (CELL fALL HYOROXTPROLINE-RlCH 
GLYCOPROTEIN).//0.42:128:32//NICOTIANA TABACUM (COMMON TOBACCO).// 
PI 3983 

F-PLACE 1 00 5 9 34//DNA-0 1 RECTED RNA POLYMERASE II LARGEST SUBUNIT (EC 
2.7.7.6) (RPBI) (FRAGMENT). //O. 40: 76 :35//CR I CETULUS GRISEUS (CHIN 
ESE HAMSTER). //P1 1414 . 

F - PLACE 1 00 5 936//T AT PROTEIN (TRANSACT I VAT I NG REGULATORY PROTEIN)./ 
/0.50:15:66//KUMAN IMMUNODEFICIENCY VIRUS TYPE 1 (CLONE 12) (HI V- 
D.//P04326 

F-PLACE 1 00 59 5 1 //EX TENS I N PRECURSOR (CELL I ALL HYOROXYPROL INE-R I CH 
GLYCOPROTE IN). //Q. 0025:1 35 32//N ICOTIANA TABACUM (COMMON TOBACCO). 
//P13983 

F-PLACE 1 00 5953//H I CH POTENTIAL I RON-SULFUR PROTEIN (HI PIP) . //O. 64: 
57:33//RHOOOFERAX FERMENTANS. //P80882 

F-PLACE10059S5//HYPOTHETICAL 54.2 KD PROTEIN IN ERP5-0RC6 INTERGEN 
IC REGION. //I. Oe-32: 1 1 0 : 50//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P38821 

F-PLACE 100S966//TACHYPLES IN II PRECURSOR. //O. 97 : 31 : 35//TACHYPLEUS 
TRIDENTATUS (JAPANESE HORSESHOE CRAB) .//PI 42 14 

F-PLACE 1 005968//GATA FACTOR SREP. //0. 1 7 : 52 : 40//PEN I C I LL I UM CHRYSOG 
ENUM.//Q92259 

F-PLACE 1005990//CELL PATTERN FORMATION-ASSOCIATED PROTEIN.//0. 36: S 
5:36//EMERICELLA NIDULANS (ASPERGILLUS NIDULANS) .//P360I 1 
F-PLACE 1 006002// !!!! ALU SUBFAMILY SC NARNING ENTRY ! ! ! !//1 . Se-36: 
102:7S//HOMO SAPIENS (HUMAN). //P39 192 

F-PLACE 1 00600 3//HYP0THET I CAL 6.8 KD PROTEIN IN COX 3 -NAD I I NTERGEN I 
C REC10N (ORF 61) . //1 . 0: 22: 40//MARCHANTIA POL YMORPHA (LIVERWORT)./ 
/P38473 

F-PLACE 100601 1//P0LY (ADP-RIBOSEl POLYMERASE (EC 2.4.2.30) (PARP) 
(ADPRT) (NA0(+) AOP- RIBOSYLTRANSFERASE) (P0LY(ADP-RI80SE] SYNTHEt 
ASE). //2. 80-21: 163: 36//ARABID0PSIS THALIANA (MOUSE-EAR CRESS). //Ql 
1207 

F-PLACE 10060 17//!!!! ALU SUBFAMILY SC NARNING ENTRY ! ! ! !//1. 1«-I0: 
43:67//H0MO SAPIENS (HUMAN) . //P391 92 

F-PLACEI 0060 3 7//V I TELLOGEN I N I PRECURSOR (VTG I) (CONTAINS: LIPOVI 
TELLIN 1 (LV1): PHOSVITIN (PV) : LIPOVI TELL IN 2 (LV2)]. //0. 00019: 1 2 
3: 37//FUNDULUS HETEROCLITUS (KILL I FISH) (MUMMICHOG) . //Q90508 
F-PLACE 1 006040//CAMP-REGULATEO PHOSPHOPROTEIN 19 (ARPP-1 9) . //3. 2t- 
40:110:76//H0M0 SAPIENS (HUMAN). //P562 1 1 

F-PLACE 1 006076//B0NMAN-B I RK TYPE PROTEINASE INHIBITOR A-II.//0.99: 
30:40//ARACHIS HYPOGAEA (PEANUT) . //P01 066 

F-PLACE1006I19//INP0RT1N BETA-3 SUBUNIT (KARYOPHERIN BETA- 3 SUBUN I 
T) (RAN-BINDINC PROTEIN 5) . //8. 8e-94: 218: 76//HOMO SAPIENS (HUMAN). 
//0004I0 

F-PLACEI 0061 29//A-AGGLUT IN IN ATTACHMENT SUBUNIT PRECURSOR. //O. 0009 
2:228:26//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P32323 
F-PLACEI 0061 39//HYP0THETICAL 52.9 KO PROTEIN IN SAP155-YMR31 INTER 
GENIC REGION. //5. 9e-55 : 1 28: SO//SACCHAROMYCES CEREVISIAE (BAKER'S T 
EAST).//P43616 

F-PUCE1006143//!!!! ALU SUBFAMILY SQ NARNING ENTRY ! » ! !//1 . 4e-25 : 



[0 6 8 5] 



9 5 2 



EfifE# 2002-3046777 



w 

#2000-11877 6 



[^3 8 7] 



107:63//HOMO SAPIENS (HUNAN) . //P3 9 1 94 

F-PUCEI 00S 1 S7//E- SELECT I N PRECURSOR (ENDOTHELIAL LEUKOCYTE ADHESl 
ON NOLECULE I) {ELAN- I) (LEUXOCYTE -ENDOTHELIAL CELL ADHESION KOLEC 
ULE 2) (L£CA«) (C062E) . //I . 3«-2 1 : 1 69 : 32//SUS SCROFA (PIC). //P99 1 I 
0 

F-PUCE! 0061 S9//C0LD SHOCK IKDUCEO PROTEIN TIRI PRECURSOR ( SERINE - 
RICH PROTEIN 0 . //O. 48: 98: 29//SACCHARONYCES CEREVISIAE (BAKER'S YE 
AST). //PI 0963 

F-PLACE 1 006 1 64//NADH-UB I Q J I NONE 01 1 DOREDUCTASE CHAIN 4L (EC 1.6.5. 
3).//0.70:28:42//ARTEMIA SAUNA (BRINE SHRINP).//PI9049 
F-PUCEI006167//GLUCOAMYLASE S1/S2 PRECURSOR (EC 3.2.1.3) (GLUCAN 
1.4-ALPHA- CLUCOSIOASE) (1 , 4-ALPHA-O-CLUCAN GLUCOHYDROUSE) . //9. 9 
•-05 : 1 67 : 32//SACCHARONYCES CEREV I S I AE (BAKER* S YEAST) . //P08640 
F-PLACE 1 006 1 70// ALPHA -AOAPT I N C (CLATHRIN ASSEMBLY PROTEIN COMPLEX 
2 ALPHA -C LARGE CHAIN) (100 KD COATED VESICLE PROTEIN C) (PLASMA 
NEMBRANE ADAPTOR HA2/AP2 ADAPT IN ALPHA C SUBUNIT) . //1 . 1 e-67: 157: 88 
//MUS MUSCULUS (MOUSE). //PI 742 7 

F-PLACE! 0061 87//Gl/S T SPEClF I C CYCLIN E. //S. 6e-75 : 224 : 62//KOMO SAP I 
ENS (HUMAN). //P24864 

F-PLACE 1 006 1 95//T-RELATED PROTEIN (TRP) (BRACHYENTERON PROTEIN).// 
0.99:177:29//DROS0PHIU NELANOGASTER (FRUIT FLY) . //PS5965 
F-PLACE 1 0061 96//PUTAT I VE ATP-DE PENDENT RNA HELICASE CI 2C2. 06.//2. 0 
«-33:183:46//SCHIZ0SACCHAR0MYCE$ POMBE (FISSION YEAST) . //QO 97 47 
F-PLACE 1 006205 

F-PUCEI 006223//SPERN NITOCHONDRIAL CAPSULE SELENOPROTEIN (MCS).// 
0.00015:22:SO//MUS MUSCULUS (MOUSE).//P1S265 

F-PLACE1006225//VIRI0N INFECT! VITY FACTOR (SOR PROTE IN) . //I. 0:63: 3 
4 //HUMAN IMMUNODEFICIENCY VIRUS TYPE 1 (NDK ISOUTE) (HI V-1) . //PI 8 
805 

F- PLACE) 006236 

F-PLACE1006239//60S ACIDIC RIBOSOMAL PROTEIN P2 (FRAGMENT). //O. 48: 
23:S2//ARABIDOPSIS THALIANA (MOUSE-EAR CRESS). //P51407 
F-PLACE1006246//CMP-SIALIC ACID TRANSPORTER (CMP-SIA-TR).//0. 012:8 
4 : 30//MUS MUSCULUS (MOUSE) . //Q6 1 420 

F-PUCE 1 00624I//1 40 KD NUCLEOLAR PHOSPHOPROTE I N (N0PP1 40) . //0. 0 1 7 : 
203:22//RATTUS NORVEGICUS (RAT) .//P4 1777 

F-PLACE1006262//L-FUCULOSE PHOSPHATE ALDOLASE (EC 4. 1. 2. 17).//0.8 
4:2S:S2//HAEM0PHILUS INFLUENZAE. //P44777 
F-PLACE 1006289 

F-PLACE 1 0063 18//CYSTE I NE- RICH ANTIFUNGAL PROTEIN 1 (AFP1) (Ml).// 
1.0:29:48//SINAPIS ALBA (IHITE MUSTARD) (BRASS I CA HIRTA) .//P30231 
F-PUCE 1006325//CYCL IN-DEPENDENT KINASE INHIBITOR 1C (CYCL I N-OEPEN 
DENT KINASE INHIBITOR P57) (P57KIP2).//0. 99:97:32//HOMO SAPIENS (H 
UMAN).//P49918 

F-PLACEI006335//PR0LINE-RICH PEPTIDE P-B.//0. 56: »9:52//HOMO SAPIEN 
S (HUMAN). //P029 14 
F-PLACE 1006357 
F-PLACE 1006360 

F-PLACE1006369//NUF1 PROTEIN (SPINDLE POLY BODY SPACER PROTEIN SPC 
110).//0. 0057: 122: 31//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAST). //P 
32390 

F-PLACE1 00637 1//ARS BINDING PROTEIN 1. //O. 00030: 1 42: 30//SCHI ZOSACC 
HAROMYCES POMBE (FISSION TEAST) . //P49777 

F-PLACE 1 006382//NEU80T0X I N V. //O. 85:29: 3 9//AK0R0C TONUS MAURETAN ICU 
S MAURETAN I CUS (SCORPION) . //P0 1482 

F-PLACE 1 006385//HYPOTHET I CAL 45.1 KD PROTEIN IN RPS5-ZMS1 INTERGEN 
IC REGI0N.//3.1e-3S:165:47//SACCHAR0MYC£S CEREVISIAE (BAKER'S YEAS 
T).//P47160 

F-PUCE1006412//LINE-1 REVERSE TRANSCRIPTASE H0MOLOC.//4. 3«-08:40: 
47//HOMO SAPIENS (HUMAN) . //P08547 

F-PLACE J 00641 4//F0RKHEAD-RELATE0 TRANSCRIPTION FACTOR 4 (FREAC-4). 
//3.9»-05:l23:39//HOMO SAPIENS (HUMAN). //Q 1 66 76 

F-PLACE 1 006438//Z INC FINGER PROTEIN 165. //2. 8a-21 : 76 : 64//HOMO SAP I 
ENS (HUMAN). //P49910 

F-PUCE 1006 44 5// SUPPRESSOR OF HAIRY MING PROTEIN. //O. 059: 99: 29//DR 
OSOPHIU VIRILIS (FRUIT FLY) . //Q08876 

F-PUCE 1006 46 9//ACETYL-C0ENZYNE A SYNTHETASE (EC 6.2.1.1) (ACETAT 
E—COA LIGASE) (ACYL- ACTIVATING ENZYME) . //1 . 8«-64: 1 77: 50//ESCHERI 
CHI A C0LI.//P27SS0 
F-PUCE 1006470 

F-PUCEI006482//TRANSCRI PT ION FACTOR MAFF.//2. Oe -47: 120:8 5//GALLUS 
GALLUS (CHICXEN).//Q90595 

F-PUCE 1 006488// SIGNAL RECOGNITION PARTICLE 68 KD PROTEIN (SRP68). 
//1.8e-8S:173:9S//CANIS FAMILIAR IS (DOG) . //Q00004 
F-PUCE1006492//VERY HYPOTHETICAL 11.2 KO PROTEIN C56F8. 13 IN CHRO 
MOSOME l.//0.7S:32:S6//SCHI20SACCHAROMYCES POMBE (FISSION YEAST)./ 
/Q10261 

F-PUCE 1006S06 
F-PUCE 1006521 

F-PUCE 1 00653 1 //HYPOTHET I CAL 115.4 KO PROTEIN ZK757. 3 (N CHROMOSON 
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E IM.//».3e-53:167:61//CAEN0RHAB0ITIS ELEGANS. //P34681 

F-PUCE1006534 

F-PLACE 1006540 

F-PUCE1006552//MYOSIN HEAVY CHAIN. CLONE Z03 (FRAGMENT) . //1 . 3«-0 
7 : 242 : 23//HYORA ATTENUATA (HYDRA) (HYDRA VULGAR I S) . //P39922 
F-PUCE1006599//!!!! ALU SUBFAMILY SBI IARNING ENTRY !!M//0.17:4 
3: 51 //HOMO SAPIENS (HUMAN) . //P3 9 1 90 

F-PUCE1 00661 S//ACROS IN PRECURSOR (EC 3.4. 21. 10). //3. 6»-05:66:43// 
ORYCTOUGUS CUNICULUS (RABBIT) . //P48038 

F-PUCE 1 00661 7//HYP0THET I CAL 14.6 KD PROTEIN (READING FRAME C) (RE ' 
PL I CAT I ON) . //1 . 0 : 74 : ^//STAPHYLOCOCCUS AUREUS. //P0386I 
F-PUCE1006626//HYPOTHETICAL HELICASE KI2H4.8 IN CHROMOSOME III.// 
2 . 9e- 1 0 : 7 3 : 46//CAEN0RHABD I T I S ELEGANS. //P 3452 9 

F-PUCE1006629//HYPOTHETICAL PROTEIN BB0410.//1.0:23:43//BORR£l I A 
BURGDORFERI (LYME DISEASE SPIROCHETE). //051 371 
F-PLACE 1 006640 
F-PUCEI 006673 

F-PUCEI 006678//COLLAGEN ALPHA 1(1) CHAIN (FRAGMENT).//! . 0: 36:41// 
ORYCTOUGUS CUNICULUS (RAB8IT).//P02456 

F-PLACE 1 006 704//BR0AD-C0MPLEX C0RE-TNTI-Q1-Z1 PROTEIN (BRCORE-TNT 
1-QI-Z1) [CONTAINS: BROAD-COMPLEX C0RE-Q1-Z1 PROTE I N].//0. 00062 : 1 S 
7:26//DROSOPHILA MELANOCASTER (FRUIT FLY).//Q0I295 
F-PLACEI006731//RIBOFLAVIN KINASE (EC 2.7.1.26) (FLAVOXINASE) / FN 
N AOENYLYLTRANSFERASE (EC 2.7.7. 2) (FAO PYROPHOSPHORYUSE) (FAO SY 
NTHETASE) . //I . 3e-07 : 127: 36//CORYNEBACTER I UN AMMONI ACENES (BREV I BAC 
TERIUM AMMONI ACENES). //QS9263 

F-PLACE1006754//CARCINOEMBRYONIC ANTIGEN CGM1 PRECURSOR (CD66D ANT 
IGEN).//1.9e-l9:78:53//H0M0 SAPIENS (HUMAN). //P401 99 
F-PLACE 1 006760//COLLACEN ALPHA 1(111) CHAIN (FRAGMENT) . //O. 2 1 : 1 07 : 
30//RATTUS NORVEGICUS (RAT). //PI 3941 

F-PUCEI 006779//CYTOTOX IN 5 (CTX V) . //1 . 0: 20: 30//NAJA MOSSAMBICA 
(MOZAMBIQUE COBRA). //P2 551 7 

F-PUCEI 006 792//Z INC FINGER PROTEIN I.//0. 00052: 17B:29//CANDIDA AL 

BICANS (YEAST). //P28875 

F-PUCE1006792 

F-PUCEI 006795//V0LTACE-GATED POTASSIUM CHANNEL PROTEIN SHAI (SHAN 

2) .//1.0:8O:30//0R0S0PHIU MELANOCASTER (FRUIT FLY). //Pi 7972 
F-PUCEI 006800//HYPOTHET I CAL 9.4 KD PROTEIN. //0. 99:62: 33//VACCINIA 

VIRUS (STRAIN COPENHAGEN). //P2056 9 
F-PUCE1006805 

F-PUCE 1 00661 5//HYP0THET I CAL PROTEIN UL6I.//0. 038: 146: 32//HUMAN CY 
TOMEGALOV I RUS (STRAIN AO! 69). //PI 68 18 

F-PUCEI 00681 9//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOG. //7. 3«-98: 23 
9:76//H0M0 SAPIENS (HUMAN) . //P08 547 

F-PUCE1006829//UBIQUITIN CARBOXYL- TERMINAL HYDROLASE 8 (EC 3.1.2. 
15) (U8 1 QUI TIN THIOLESTERASE 8) (UB I QUI TIN-SPECIFIC PROCESSING PRO 
TEASE 8) (DEU8 1 QUIT I NAT INC ENZYME 8) . //O. 061 : 34: S8//SACCHAR0MYCES 
CEREVISIAE (BAKER' S YEAST) .//P50I02 
F-PUCEI 006660 
F-PUCE 1 006867 

F-PUCEI 006878//HYPOTHET I CAL 8.2 KO PROTEIN IN MOBL 3' REGION (ORF 

3) .//0.8S:27:37//THIOBAClLLUS FERROOXIOANS. //P20087 

F-PUCEI 006883//V I TAN IN D3 RECEPTOR (VOR) (1,2 5-0 1 HVDROXYV I TAN I N D 

3 RECEPTOR) . //O. 78 : 51 : 37//MUS MUSCULUS (MOUSE) . //P48281 

F-PUCEI 006901//HYPOTHETICAL 8.1 KD PROTEIN. //0. 99: 55: 23//VACCINI A 

VIRUS (STRAIN COPENHAGEN) . //P20567 
F-PUCEI 006904//MAT I NC-TYPE LOCUS ALLELE B1 PROTE IN. //O. 95: 86: 26// 
USTIUCO MA YD IS (SMUT FUNGUS) . //P2201 5 

F-PLACE 1 008 91 ///HYPOTHETICAL 40.9 KO PROTEIN C08811.S IN CHROMOSOM 

E 1 1.//6. 96-1 5: 101 : 4 5//CAEN0RHABO I T I S ELEGANS. //QO 9442 

F-PUCEI006932//HISTIDINE-RICH. METAL BINDING POLYPEPTIDE.//0.089: 

28:39//HELlC08ACTER PYLORI (CAMPYLOBACTER PYL0RI).//Q48251 

F- PUCE 1 006 93 5/ /HY POTHE T I CAL 95.2 KD PROTEIN R144.6 IN CHROMOSOME 

III. //O. 93 : 35 : 4B//CAEN0RHABD I T I S ELEGANS. //Ql 0000 

F-PLACE 1 006956//TRANSCR I PT ION INITIATION FACTOR TFI ID 135 KD SUBUN 

IT (TAFI 1-135) (TAFI II 35) (TAFI 1-130) (TAFI I t 30) . //O. 00079: 1 22: 36/ 

/HOMO SAPIENS (HUMAN) . //000268 

F-PLACE1006958//OSMOTIC STRESS PROTEIN 94 (HEAT SHOCK 70-RELATED P 
ROTE IN APG-D.//8. 8e-70: 1 40 : 98//NUS MUSCULUS (MOUSE) . //P48722 
F-PUCEI 006961 

F-PUCEI006952//AP0LIPOPROTEIN C-l PRECURSOR (APO-CI ).//!. 0:25:40/ 
/PAPIO HAMADRYAS (HAMADRVAS BA800N) . //P34929 

F-PUCEI 006966//HYPOTHETICAL 49.1 KD PROTEIN IN SS82-SPX18 INTERGE 
NIC REGION. //I. 6.-47:221 : 45//SACCHAR0MYCES CEREVISIAE (BAKER S YEA 
ST).//P40160 

F-PUCEI 006999//HYPOTHET 1 CAL 13.1 KD HIT-LIKE PROTEIN IN P37 S* REG 
ION. //0. 15:46: 32//MYCOPUSMA HYORHINIS.//P32083 

F-PUCE 10070 1 4//36 KD NUCLEOUR PROTEIN HNP36 (DEUYEO-EARLY RESPO 
NSE PROTEIN 12) (DERI 2). //3. 4»-09: 120: 29//HOMO SAPIENS (HUMAN) . //Q 
14542 
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F-PUCE 100702 1 //MM ALU SUBFAMILY J WARNING ENTRY ! ! ! !//0.00046:4 
2:59//HOM0 SAPIENS (HUMAN). //P3 9 188 

F-PLACE 1 00704S//HVP0THET I CAL PROTEIN Oftf-M 37. //8. 1 n-H: 1 1 5: 35//MU 
S NUSCULUS (HOUSE). //P1 1260 

F-PLACE 1 0070S3//SMALL PROL INE RICH PROTE IN II (SPR- 1 1 ) (CLONE 930 
).//0.038:4l:19//HOMO SAPIENS (HUMAN).//P2ZS3I 
F-PUCE10070S8//PROTEIN-LYSINE 6-OXIDASE PRECURSOR (EC 1.4.3.13) 
(LYSYL OXIDASE) . //O. 0040: 1 1 3: 39//CALLUS CALLUS (CHICKEN) . //Q0S063 
F-PLACE 1 0070 97//HYPOTHET I CAL 6.8 KD PROTEIN IN KE6S-PK2 INTERGENIC 

REGION. //O. 97:47: 29//AUTOGRAPHA CALIFORNICA NUCLEAR POLYHEOROSIS 
VIRUS (ACMNPV).//P41S63 

F-PLACE 1 007 1 05//HYP0THET I CAL 83.6 KD PROTEIN C1SAI0. 10 IN CHROMOSO 
ME l.//2.9e-33:2l9:37//SCHI20SACCHARONYCES POMBE (FISSION YEAST)./ 
/013730 
F-PUCE1007111 

F-PUCE1007112//HYPOTHETICAL 9.2 KD PROTEIN. //0. 47: 75: 28//ESCHERIC 
HI A COL I. //PO 38 53 

F-PUCE 1 007 132//MM ALU SUBFAMILY J IARNING ENTRY M M//1. 80-11 :5 
6:57//H0M0 SAPIENS (HUMAN) . //P39 188 

F-PUCE 1 0071 40//CAR2 PROTEIN. //O. 72: 185: 24//SCHIZ0SACCHAR0MYCES PO 
MBE (FISSION YEAST). //P41 891 

F-PLACE 1 00 7 1 78/ /HYPOTHET I CAL 8.5 KD PROTEIN CY274. 40C. //O. 97 : 79: 30 
//MYCOBACTER IUM TUBERCULOS I S. //Q 10826 

F-PLACE I 007226//HYPOTHET I CAL 42.6 KD PROTEIN IN CSHB-ANSB INTERGEN 
IC REGION (0378).//!. 9e-15: 123: 32//ESCHERICHI A COLI.//PS2062 
F-PLACEI0O7238//MYOSIN HEAVY CHAIN IB (MYOSIN HEAVY CHAIN IL).//5. 
5e-10:98:44//ACANTHAMOEBA CASTELLAN 1 1 (AMOEBA) . //PI 9706 
F-PLACEI007239//TRANSCRIPTION ELONGATION FACTOR S-ll (TRANSCRIPTIO 
N ELONGAT I ON FACTOR A) . //3. 9e- 1 9 : 96 : 57//HOMO SAP I ENS (HUMAN) . //P2 3 
193 

F-PUCE1007242//GUANINE NUCLEOTIDE DISSOCIATION STIMULATOR RALGDS 
FORM 8 (RALGEF).//1.0:I32:30//RATTUS NORVEGICUS (RAT) . //Q03386 
F-PLACE1007243//HYPOTHETICAL 53.3 KD PROTEIN IN HI T 8 -CAN 1 INTERGEN 
IC REGION. //0. 041: 114: 29//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST 
K//P39981 

F-PLACE1007257//DIAPHANOUS PROTE IN. //I. 30-4Z:2O5:46//OROSOPHIU ME 
LANOGASTER (FRUIT FLY) . //P48608 

F-PLACE 1 007274//CA0M I UM-METALLOTH I ONE I N (CO-NT) . //0. 054 : 60: 30//HEL 

IX POMATIA (ROMAN SNAIL) (EDIBLE SNAIL) . //P 33 187 

F-PLACE 1 007276//BETA-OEFENS I N 1 PRECURSOR (RHBD-1) (DEFENSIN. BETA 

1).//1.0:42:28//SUS SCROFA (PIG).//062697 
F-PUCE 1007282//0UTER CAPS ID PROTEIN VP4 (HEMAGGLUTININ) (OUTER LA 
YER PROTEIN VP4) [CONTAINS: OUTER CAPSID PROTEINS VPS AND VP8] . // 
0.070: 126: 27//HUNAN ROTAVIRUS (SEROTYPE 4 / STRAIN ST. THOMAS 3)./ 
/P1 1200 
F-PLACE 1007266 

F-PLACE 1007301 //HYPOTHET I CAL PROTEIN KIAA0168.//0. 042:61 :39//HOMO 

SAPIENS (HUMAN) . //P50749 

F-PLACE1007317 

F-PLACE 1 007 342//PROTE IN GRAINY-HEAD (ONA-BINDING PROTEIN ELF-1) (E 

LEMENT I -BINDING ACTIVITY) (TRANSCRIPTION FACTOR NTF-I) . //1 . 7«-06: 

77: 36//DR0S0PHILA MELANOGASTER (FRUIT FLY). //PI 3002 

F-PLACE 1 007 346//TRANSCR I PT I ON INTERMEDIARY FACTOR 1-BETA (KRAB-A I 

NTERACTING PROTEIN) (KRIP-1). //O. 0026: 147:27//MUS NUSCULUS (MOUSE 

).//Q6231S 

F-PLACE 1 00 7 367// MM ALU SUBFAMILY SB IARNING ENTRY MM//1.3t-37: 
1 10: 76//HONO SAPIENS (HUNAN). //P39 189 

F-PLACE 1 00737S//PH0RB0L ESTER/D I ACYLGLYCEROL-6 1 ND I NG PROTEIN UNC-1 

3. //4. 7a-07 : 71 : 39//CAEN0RHABD IT IS ELEGANS. //P2771 5 

F-PLACE 1007386//NYPOTHET I CAL 7.6 KD PROTEIN INFL01-PH011 INTERGEN 

IC REGION.//0.74:48:29//SACCHARONYCES CEREVISIAE (BAKER'S YEAST)./ 

/P39561 

F-PLACE1 007402//TRANSCR I PT I ONAL REGULATORY PROTEIN ENTR (ENTERIC ID 
IN R).//0.99:63:36//CITR0BACTER FREUNDI I .//069280 
F-PUCE 1007409//IH I TE PROTEIN. //7. 9e-38: 179:41//DR0S0PHILA MELANOG 
ASTER (FRUIT FLY). //PI 0090 

F-PLACE 1 00741 6//D I PEPT IDYL PEPTIDASE IV (EC 3.4.14.5) (DPP IV) (T- 
CELL ACTIVATION ANTIGEN CD26) (TP 103) (ADENOSINE DEAMINASE COMPLEX 
ING PROTEIN-2) (ADABP). //O. 031 : 159: 23//HOMO SAPIENS (HUMAN) . //P2 74 
87 

F-PLACE 1 007 4S0//Z INC FINGER PROTEIN 39 (ZINC FINGER PROTEIN K0X27) 

(FRAGMENT). //O. 023:36: S0//HOM0 SAPIENS (HUMAN) . //PI 7038 
F-PLACE 10074S2//HYPOTHET I CAL 22.1 KO PROTEIN IN CCP1-METI INTERGEN 
IC RECI0N.//2.2e-18:85:54//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
T).//P36149 

F-PLACE 1007454//PH0T0SYSTEM II REACTION CENTRE N PROTEIN. //O. 66: 1 
3 : 5 3//CHLAMYD0M0NAS RE I NHAROT 1 1 . //Q064S0 

F-PLACE 1007460//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) . //O. 93 : 
45:33//SUS SCROFA (PIG) .//Q3S9I4 

F-PLACE1 007478//RETROV I RUS-RELATED POL POLYPROTEIN [CONTAINS: REVE 

[0 6 8 7] 



RSE TRANSCRIPTASE (EC 2.7.7.49); ENDONUC LEASE] . //S. 3e-08: 50:56//MU 
S NUSCULUS (HOUSE). //P1 1369 

F-PLACE 1 007484/ /HYPOTHET I CAL 6.8 KD PROTEIN IN REPLICATION ORIGIN 
REGION.//0.87:43:37//ESCHERICH1A COL I . //P03849 

F-PLACE 1 007486/ /PUTAT I VE RHO/RAC GUANINE NUCLEOTIDE EXCHANGE FACTO 
R (RHO/RAC CEF) (FAC I OGEN I TAL DYSPLASIA PROTE IN). //I. 20-25:202:31/ 
/HOMO SAPIENS (HUMAN) .//P98 174 

F-PLACE1007507//HYPOTHETICAL 16.0 KD PROTEIN IN TAF60-G4P1 INTERGE 
NIC REGION. //O. 12: 128: 25//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAST 
).//P53139 

F-PLACE 10075 11 //KERATIN, TYPE I CYTOSKELETAL 19 (CYTOKERATIN 19) 
(Kt9) (CK l9).//2. I«-4S:209:48//BOS TAURUS (BOVINE) . //P08728 
F-PLACE 1 007 52 4//HYP0THET I CAL 9.2 KD PROTEIN. //O. 74:80: 30//VACC IN I A 

VIRUS (STRAIN COPENHAGEN) . //P20 5 50 
F-PLACE 1007525 

F-PLACE 1007S37//NY0TR0PH IN (V-l PROTEIN) (GRANULE CELL OIFFERENTIA 
T 1 0N PROTE I N) . //O. 045 : 92 : 30//MUS MUSCULUS (HOUSE) . AND RATTUS NORV 
EGICUS (RAT).//P80144 

F-PLACE 1 007544/ / I MMED I ATE-EARLY PROTEIN IE180.//I. 5«-07: 59:50//PSE 
UDORABIES VIRUS (STRAIN KAPLAN) (PRV) . //P33479 

F-PLACE 1 007 54 7/ /HYPOTHET I CAL 97.1 KO PROTEIN R0SO3.4 IN CHROMOSOME 

1 1 1.//2. S0-I6: 188: 34/ /CAE NORHABO I T I S ELEGANS. //P 3 45 37 
F-PUCE 1007557 

F-PLACE1007583//PROLINE RICH 33 KD EXTENS IN-RELATED PROTEIN PRECUR 
SOR (FRAGMENT) . //O. 98 : 72 : 33//DAUCUS CAROTA (CARROT) . //P06600 
F-PLACE 1 007598/ /Z I NC FINGER PROTEIN 92 (ZINC FINGER PROTEIN HTFI2) 

(FRAGMENT) . //I . 7e-l 1 : 86: 43//H0MO SAPIENS (HUMAN) . //Q03936 
F-PLACE 1007618/ /AN I ON EXCHANGE PROTEIN 2 (NON-ERYTHRO I D BAND 3-LIK 
E PROTE I N) (B3RP) . //O. 19: 109: 27//MUS HUSCULUS (HOUSE) . //PI 3808 
F-PLACE 1 0076 21 //PHOSPHATE REGULON SENSOR PROTEIN PHOR (EC 2.7.3.-) 

(FRAGMENT). //O. 98: 34:4I//PSEUD0M0NAS AERUGINOSA. //P23621 
F-PLACE 1 00763 2//C0LLAGEN ALPHA 2(1) CHAIN (FRAGMENT) .//O. 70: 1 1 0 : 34 
//BOS TAURUS (BOVINE).//P02465 

F-PLACE1007645//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) . //O. 99 : 
20:45//STRUTHI0 CAMELUS (OSTRICH) . //02 1401 

F- PLACE 1 00 764 9//GLUC0AMYLASE S1/S2 PRECURSOR (EC 3.2.1.3) (GLUCAN 
1 . 4-ALPHA- CLUCOS I DASE) (1 , 4-ALPHA-0-CLUCAN CLUCOHYDROLASE) . //B. I 
0-06:1 97 :26//SACCHARONYCES CEREVISIAE (BAKER' S YEAST) . //P08640 
F-PLACE 1 007677//! ! ! ! ALU SUBFAMILY SC IARNING ENTRY MM//1. 0:47:4 
6//H0M0 SAPIENS (HUMAN) . //P391 92 

F-PUCE 1 007688//LA PROTEIN HOMOLOG (LA RIBONUCLEOPROTEIN) (LA AUTO 
ANTIGEN HOMOLOG). //2.7e-06:1 16: 28//AEDES ALBOPICTUS (FOREST OAT MO 
SQUIT0).//Q264S7 

F-PUCE 1007690//SPERM PROTAMINE P1.//0. 12: 26 : 50//TACHYGL0SSUS ACUL 
EATUS ACULEATUS (AUSTRALIAN ECHIDNA) .//P353 II 

F- PLACE 1 007697//SPERH PROTAMINE P1.//0. 19: 34:52//DID£LPHIS MARSUPI 
ALIS VIRCINIANA (NORTH AMERICAN OPOSSUM). AND MONOOELPHIS DOMESTIC 
A (SHORT-TAILED GREY OPOSSUM) . //P3 5 3 05 

F-PUCEI007705//BIOH PROTEIN. //0. 0I5:97:29//ESCHERICHIA COL I. //P 13 
001 

F-PLACE I 007706//HYPOTHET I CAL 112.2 KD PROTEIN IN TIF35-NPL3 INTERC 
ENIC REGION (ORFI) . //5. 3e-5S: 190: S6//SACCHAR0MYCES CEREVISIAE (BAK 
ER'S YEAST) . //P32898 
F-PUCE1007725 

F-PUCE 1 00772 9//PR0TEASE (EC 3. 4. 23. -).//! . 80-21 : 136: 42/ /MOUSE MAM 
MARY TUMOR VIRUS. (STRAIN BR6) .//PI 027 1 

F-PLACE 1 007 7 3 0/ /SAL I VARY PROLINE-RICH PROTEIN 11-1 (FRAGMENT) . //O. 
0031:77:40//HOMO SAPIENS (HUMAN). //P81489 

F-PLACE 100 7737// MM ALU SUBFAMILY SX IARNING ENTRY ! ! M//0. 78: 39: 
S6//H0M0 SAPIENS (HUMAN). //P391 95 
F-PUCE 1007743 

F-PUCE 1007746//RRP5 PROTEIN HOMOLOG (K1AA0185) (FRAGMENT). //O. 006 
6 : 1 68 : 2 5//H0HO SAP I ENS (HUMAN) . //Ql 4690 

F-PLACE 1 00779 1//KRUEPPEL PROTEIN (FRAGMENT) . //O. 62 : 1 7 : 41 //L I THOB I U 
S F0RFICATUS.//Q01872 

F-PUCE 1007607//HYPOTHET I CAL 6.4 KD PROTEIN IN BLTR-SP0II1C INTERG 

ENIC R£GION.//1.0:40:30//BACILLUS SUBTILIS.//P54446 

F-PUCE 1 0078 10//ANTHOPLEUR IN A (TOXIN AP-A).//0. 79: 28:46//ANTH0PLE 

URA XANTHOGRAMMICA (GIANT GREEN SEA ANEMONE). //POI 530 

F-PLACE 1 00782 9//SP0RE COAT PROTEIN C. //1. 0:65: 38//BACILLUS SU8TILI 

S.//P39801 

F-PUCE 1 007843 

F-PUCEI007846//LINE-1 REVERSE TRANSCRIPTASE HOMOLOG. //I. Se-32 : 3 7 : 
94//HOMO SAPIENS (HUMAN) . //PO 8 547 

F-PUCE I Q078S2//RHO-REUTED CTP-BINDING PROTEIN RHOH (GTP-BIKDING 
PROTEIN TTF).//8.7e-0S:l38:30//HOM0 SAPIENS (HUMAN) .//Q 1566 9 
F-PUCE 1007858//ANAPHASE SPINDLE ELONGATION PROTEIN.//0. 0039: 1 27: 2 
S//SACCHAROHYCES CEREVISIAE (BAKER* S YEAST) . //P50275 
F-PUCE 1 007866 
F-PUCE 1 007877 
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F-PLACEI 007897//CD44 ANTIGEN PRECURSOR (PHAGOCYTIC GLYCOPROTEIN I) 
(PGP- 1 ) (HUTCH- 1 ) (EXTRACELLULAR HATR I X RECEPTOR* III) (ECMR- (II) 
(GP90 LYMPHOCYTE HOMING/AOHESION RECEPTOR) (HERMES ANTIGEN) (HYALU 
RONATE RECEPTOR) (HEPARAN SULFATE PROTEOGLYCAN) (HANI ANTIGEN).// 
0. 44: 128: 28//NESOCR I CETUS AURATUS (GOLDEN HAMSTER) . //Q6052 2 
F-PLACE 1007908//! ! ! ! ALU SUBFAMILY SC fARNtNC ENTRY M ! !//5. Se-28: 
6l:6S//HOMO SAPIENS (HUMAN). //P38 192 

F-PUCE1007946//HYPOTHETICAL MERCURIC RESISTANCE PROTEIN MERC.//0. 
84: 48: 37//PSEUD0MQNAS AERUGINOSA. //P04I 39 

F-PUCEI0079S4//HYPOTHETI CAL 45. S KO PROTEIN IN FIGI-CIP1 INTERGEN 
IC REG ION. //0. 00070 : 96 : 29//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P38226 

F-PLACEIO079SS//HYPOTHETI CAL 84.3 KD PROTEIN ZK94S.I0 IN CHROMOSOM 

E ll.//0.00027:255:23//CAENORHABDITIS ELEGANS. //Q0962S 

F- PLACE 1 007 9 58//H I GH- AFF I N I TY CAMP-SPECIFIC 3' , 5* -CYCLIC PHOSPHOOI 

ESTERASE (EC 3. 1. 4. 17) .//l. 7e-09: 127: 30//MUS MUSCULUS (HOUSE) . //P7 

0453 

F-PLACEI 007969//HYPOTHET I CAL 24.1 KD PROTEIN IN LEF4-PJ3 INTERGEN I 
C REGION.//2.4e-05:l04:37//AUTOGRAPHA CALIFORNIA NUCLEAR POLYHEDR 
OS IS VIRUS (ACMNPV).//P41479 

F-PLACEI OO7990//SPERM PROTAMINE P1.//0. 78:36:47//0RNITH0RHYNCHUS A 
NATINUS (DUCKBILL PLATYPUS). //P3 5307 

F-PUCE 1OO8000//CHANNEL ASSOCIATED PROTEIN OF SYNAPSE-HQ ( CHAPS Y 
N-110) (SYNAPTIC DENSITY PROTEIN PSD-93) . //1 . 2e-l6: 1 28: 39//RATTUS 
NORVEGICUS (RAT).//Q6352Z 
F-PUCE 1008002 

F-PLACE I 008044/ /NUCLEAR PORE COMPLEX PROTEIN NUP107 (NUCLEOPORIN N 
UP107) (107 KO NUCLEOPORIN) (P105).//3. 9»-IO€: 208:93//RATTUS NORVE 
GICUS (RAT).//P52590 

F-PLACEI 008045//COLLAGEN ALPHA I (XII) CHAIN (FRAGMENTS) . //3. 9e-Q9: 
49:53//BOS TAURUS (BOVINE) .//P2 5 S08 

F-PLACEI008080//RNA REPL I CASE POLYPROTEIN (EC 2. 7. 7. 48) . //0. 00025: 
100:27//EGCPLANT MOSAIC VIRUS.//P20I26 

F-PLACE 100809S//PROTOPORPHYR I NOGEN OXIDASE (EC 1.3.3.4) (PPO).//0. 
90: 74 ^//MYCOBACTERIUM TUBERCULOSIS. //OS 32 30 

F-PLACE 1 008 1 1 1 //HYPOTHET I CAL PROTEIN MJECSI2. //O. 30: 38: 42//METHANO 
COCCUS JANNASCHII.//Q60311 

F-PLACEI 0081 22//PEA2 PROTEIN (PPF2 PROTEIN).//0.0085:117:34//SACCH 
AROMYCES CEREVISIAE (BAKER'S YEAST) . //P40091 

F-PLACEI 008 I 29//PROC0LLAGEN ALPHA 2(1) CHAIN PRECURSOR (FRAGMENTS 

).//!. 8e-06 : 1 54 : 36//GALLUS GALLUS (CH I CXEN) . //P02467 

F-PLACEI 0081 32//HYPOTHET I CAL 127.4 KD PROTEIN F07FC.4 IN CHROMOSOM 

E lll.//1.4e-13:227:36//CAEN0RHAB0ITIS ELEGANS. //Q09531 

F-PLACEI 0081 77//TR I CHOHYAL IN. //2.7e- 10: 230: 26//0V IS ARIES (SHEEP). 

//P22793 

F-PLACEI 008181 

F-PUCE1008I98//SKIN SECRETORY PROTEIN XP2 PRECURSOR (APEG PROTEI 
N).//0. 00044: 121 :34//XEN0PUS LAEVIS (AFRICAN CLAIED FROG) . //PI 7437 
F-PLACE 1 00820 I //Z I NC FINGER PROTEIN ZFMSAI2A.//3.0«-QS:82:37//MICR 
OPTERUS SALMOIDES (LARGEMOUTH BASS) . //P3862I 

F-PUCEI 008209//METALLOTH I ONE I N- 1 (MT- 1 ) . //0. 95: 39 : 3S//CERC0PI THEC 
US AETHIOPS (GREEN MONKEY) (CRIVET) . //P02797 

F-PUCEI 00823 1//PR0CYCL I C FORM SPECIFIC POLYPEPTIDE 81 -ALPHA PRECU 
RSOR (PROCYCLIN) (PARP) . //0. 028: 23: 52//TRVPANOSOMA BRUCE I BRUCE I./ 
/P08469 

F-PLACE 1 008 2 44//VEGETAT I BLE INCOMPATIBILITY PROTEIN HET-E-1.//2. 2 
tt-23:148:38//PODOSPORA ANSERINA. //Q00808 

F-PLACEI 008273//COA TOMER GAMMA SUBUNIT (GAMMA-COAT PROTEIN) (GAMM 

A-COP). //I. I e-97:222:8l //BOS TAURUS (BOV»NE).//P53620 

F-PLACE 100827S//DNA REPAIR PROTEIN REV1 (EC 2.7.7.-).//5.8e-20: 16 

1:37//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //PI 2C89 

F-PLACEI 008280//L I NE-1. REVERSE TRANSCRIPTASE HOM0LOG.//6. l«-23: 12 

4:42//HOMO SAPIENS (HUMAN). //P08547 

F-PLACEI 0083O9//HYPOTHET I CAL 98.3 KD PROTEIN C9G1.06C IN CHROMOSOM 
E l.//0.47:99:37//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST). //0 1 43 
02 

F-PLACEI 008329//PUTAT I V£ Z PROTEIN. //O. 73:52 :28//0V IS ARIES (SHEE 
P).//P08I05 

F-PLACE 1 008330//! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//9. 0e-37: 
75: 81 //HOMO SAPIENS (HUMAN) . //P391 94 

F-PLACEI008331//!!!! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//4. l«-08: 7 
0:S0//HOMO SAPIENS (HUMAN).//P39I88 

F-PLACEI 008356//FRU IT PROTEIN PKIil SOI. //0. 0037: 148: 29//ACTINIDI A 
CHI KENS IS (Kill) (YANGTAO).//P43393 

F-PLACEI 00836 8//R I NG CANAL PROTEIN (KELCH PROTEIN) .//3. 5e-18:20S: 3 
0//DROSOPH I LA MELAAOGASTER (FRU I T FLY) . //Q048S2 
F-PLACEI 008369 
F-PLACEI 008392 

F-PLACEI 008398//GENE 33 POLYPEPTIDE. //I. St-1D2:22S:84//RATTUS NORV 
EGICUS (RAT) . //P05432 



F-PLACE 1 00840 1//PR0L I NE-R I CH PROTEIN MP-3 (FRAGMENT).// 2. 9e-08: 18 
6 34//MUS MUSCULUS (MOUSE). //POS 143 

F-PLACEI 008402//GEMERAL VESICULAR TRANSPORT FACTOR PI 15 (TRANSCYTO 
SIS ASSOCIATED PROTEIN) (TAP). //9. 4e-tOS: 207: 98//B0S TAURUS (BOVIN 
E).//P4I541 
F-PUCEI 008405 

F-PLACEI 008424//PROTE IN ULS6.//1.0:(5:33//HERPES SIMPLEX VIRUS (TY 
PE I / STRAIN HFEM).//P36297 

F-PUCEI008426//MTOSIN HEAVY CHAIN. NON-MUSCLE (ZIPPER PROTEIN) (M 
YOSIN II). //4. 4e-0S : 185 : 28//DR0S0PHI U MEUNOGASTER (FRUIT FLY). // 
Q99323 

F-PUCEI 008429//NEURONAL AXONAL MEMBRANE PROTEIN NAP- 22. //O. 00054: 
172:25//RATTUS NORVEGICUS (RAT). //Q05175 

F-PLACE 1 008437/ /HYPOTHET I CAL 115.4 KD PROTEIN ZK757. 3 IN CHROMOSOM 
E lll.//1.9e-23:226:34//CAEN0RHAB0ITlS ELEGANS. //P34681 
F-PUCE 1 0084 5 5/ /DNA-B I NO I NC PROTEIN (ACNOPROTEIN).//0. 97:23: 52//BU 
DGERIGAR FLEDGLING DISEASE VIRUS (BFDV) .//PI 3893 

F-PLACE 10084 5 7//!! M ALU SUBFAMILY J IARNING ENTRY ! ! ! !//2. 1 e- 1 2: 8 
9:47//HOMO SAPIENS (HUMAN). //P39 188 

F-PLACEI 008465//Z INC FINGER PROTEIN 31 (ZINC FINGER PROTEIN KOX29) 

(FRAGMENT) . //0. 0001 7 : 23 : 43//H0M0 SAP I ENS (HUMAN) . //PI 7040 
F-PUCEI008488//HYPOTHETICAL PROTEIN UL61 .//9. le-OS: 204: 30//HUMAN 
CYTOMEGALOVIRUS (STRAIN AD 1 69). //PI 68 18 

F-PUCEI 008524//HOMEOBOX PROTEIN HLXI (HOHEOBOX PROTEIN HB24).//0. 
95:74:36//HOMO SAPIENS (HUMAN). //Q 1 4 774 

F-PLACE 10085 3 1//! ! ! ! ALU SUBFAMILY SC IARNING ENTRY ! ! H//3. I e-05: 
86:45//H0M0 SAPIENS (HUMAN). //P39 192 

F-PLACEI 008532//HYPOTHET I CAL 36.4 KO PROTEIN IN 5MP1-M8A1 INTERGEN 
IC REGION. //3.9e-2l: 62 : 45//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAS 
T).//P38298 

F-PLACEI 00853 3//HYP0TKET I CAL 86.2 KD PROTEIN C4C8.04 IN CHROMOSOME 
l.//3.5e-06:11S:29//5CH1Z0SACCHAR0MYCES POMBE (FISSION YEAST). //Q 
09630 

F-PUCEI008568//NEURONATIN.//0.046:34:52//HOM0 SAPIENS (HUMAN). //Q 
16517 

F-PUCE 1 008584/ /HUNCHBACK PROTE I N (FRAGMENT) . //O. 94 : 30 : 43//L I THOB I 
US FORFICATUS.//002030 

F- PLACE 1 0086 0 3/ /NUCLEAR PORE COMPLEX PROTEIN NUP155 (NUCLEOPORIN N 
UP155) (155 KD NUCLEOPORIN) (PI 40) . //3. 9e-1 23 : 224: 96//RATTUS NORVE 
GICUS (RAT).//P37199 

F-PUCE 10086 2 1 //B-CELL GROWTH FACTOR PRECURSOR (BCGF-12 KD).//S.O 
e-05: 31 67//HOMO SAPIENS (HUMAN). //P20931 

F-PUCEI 0086 25//D I SAGREG IN (PLATELET AGGREGATION ACTIVATION INHIBi 
TOR).//0.87:17:52//ORNITHOOOROS HOUBATA (SOFT TICK). //P3S235 
F-PUCE1008626//METALLOTHIONEIN-I (MT-I) . //O. 77: 33 : 36//SCYLU SERR 
ATA (MUD CRAB).//PO2805 

F-PUCE1008627//METALLOTHIONEIN-III (MT-I 1 1) (CROITH INHIBITORY FA 
CTOR) (GIF) (GIFB) .//O. 14:44: 3I//H0M0 SAPIENS (HUMAN) . //P2571 3 
F-PUCEI 008629 

F-PLACEI 0086 30//PROTAM1 HE Z3 (SCYLLIORHININE Z3) .//O. 78: 33 : 36//SC 
LIORHINUS CANICUU (SPOTTED OOGFISH) (SPOTTED CATSHARK) . //P30258 
F-PLACEI 008643// INTER-ALPHA-TRYPS IN INHIBITOR HEAVY CHAIN H4 PRECU 
RSOR (IT I HEAVY CHAIN H4) (INTER-ALPHA-TRYPS IN INHIBITOR FAMILY HE 
AVY CHAIN-REUTEO PROTEIN) (PUSMA KALLIKREIN SENSITIVE CLYCOPROTE 
IN 120) (PK-120).//1.7e-30:220:41//HOMO SAPIENS (HUMAN) . //Q 146 2 4 
F-PUCEI 0086 50//PP1/PP2A PHOSPHATASES PLEIOTROPIC REGUUTOR PRLI./ 
/2.5e-10:l06:31//ARABIDOPSIS THALI ANA (MOUSE-EAR CRESS) . //Q42364 
F-PUCEI 008693//BOWMAN-B IRK TYPE PROTEINASE INHIBITOR (NST I ).//>. 
0:36:38//MEDICAGO SCUTELUTA (SNAIL MEDIC) . //P80321 
F-PUCE1008698//NAOH-UBIQUINONE OX I DOREDUCTASE 23 KD SUBUNIT PRECU 
RSOR (EC 1.6.5.3) (EC 1.6.99.3) (COMPLEX I-23KD) (CI-23KD) (TYKY S 
UBUNIT).//4.8«-l4:47:80//HOM0 SAPIENS (HUMAN). //0002 17 
F-PUCEI 00871 5//HYP0THET I CAL 13.4 KD PROTEIN IN ACTS-YCKI INTERGEN 
IC REGION. //O. 66:1 05 :24//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). 
//P38834 

F-PLACE I 008748//HYPOTHET1 CAL 57.5 KD PROTEIN IN VMA7-RPS2SA INTERG 
ENIC REGION. //O. 10 : 1 78 : 26//SACCHAROMYCES CEREVISIAE (BAKER' S YEAS 
TK//PS32I4 

F-PUCEI 0087 57//HYPOTKET I CAL 10.1 KD PROTEIN IN RHSO-GCL INTERGEN I 
C REGION (ORFD3).//0.60:44:34//ESCHERICHIA COL I . //P33669 
F-PUCEI 008790// IMPORT IN ALPHA- 6 SUBUNIT (KARYOPHERIN ALPHA-6 SUBU 
NIT) (IMPORT IN ALPHA S2) . //3. Oe-69: 1 91 : 80//MUS MUSCULUS (MOUSE).// 
035345 

F-PUCEI 0087 98//BACTERIOCIN UCT06IN A. //I. 0: 34 : 4 1 //UCT08AC I LLUS 
AMYL0VORUS.//P80696 

F-PUCEI 008807//L I NE-1 REVERSE TRANSCRIPTASE HOMOLOG. //O. 91 : 77: 36/ 
/HOMO SAPIENS (HUMAN) . //P08547 

F-PUCEI 008808//REC1 PROTEIN.//0. 45: 39: 30//USTIUG0 MA YD IS (SMUT F 
UNCUS). //PI 4746 
F-PUCEI 00881 3 
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F- PLACE 1 00885 1 //VERY HYPOTHETICAL 11.8 KD PROTEIN III KTR3-OUR1.2 I 
NTERGEN I C REGION. //I. 0:62: 30//SACCHAR0MYCES CEREVISIAE (BAKER'S YE 
AST).//P38309 

F-PUCE 1008854//HYPOTHET I CAL 182.0 KD PROTEIN IN NMDS-H0N16 . 1 NTERGE 
NIC KCION.//1.0:82:26//SACOttROMYCES CEREVISIAE (BAKER'S YEAST)./ 
/P47170 

F-PLACE 1 008867//PATAT I N TS PRECURSOR (POTATO TUBER PROTEIN). //O. 6 
5:61: 36//SOUNUM TU8ER0SUM (POTATO) . //PI 5478 

F-PLACE 1008887//L I NE-1 REVERSE TRANSCRIPTASE HONOLOG. //I . 5»-56 : 1 8 
0:54//NYCTICEBUS COUCANC (SLOW L0RIS).//P08S48 
F-PLACE 1008902 
F-PLACE 1008920 

F-PUCE 1 008925//HYPOTHET I CAL 41.2 KD PROTEIN IN GAPA-RNO I NTERGEN t 
C REGIDN.//0.90:77:33//ESCHERICHIA COLI . //P76242 
F-PLACE 1008 9 34//HYPOTHET I CAL PROTEIN IN ADHS 5* REGION (0RF3) (FRAG 
NENT) .//0. 14:77: 45//CLUC0N0BACTER SU80XYDANS . //005543 
F-PUCE1008941//2INC FINGER PROTEIN 141 . //I. 1 1 7 : 45 : 95//H0N0 SAPI 
ENS (HUMAN). //Q1 5928 

F-PUCE 10Q8947//MAJOR CENTROMERE AUTOANT I GEN B (CENTROMERE PROTEIN 
B) (CENP-B) .//4. 10-14: 1 36: 39//MUS MUSCULUS (MOUSE) . //P27790 

F-PUCE1009020//ANNEXIN VII (SYNE KIN) (FRAGMENT). //O. 74:37 :48//B0S 
TAURUS (BOVINE).//P20072 

F-PLACE 1 00 90 2 7//NADH-UB I QU I NONE OXIDOREDUCTASE CHAIN 4L (EC 1.6.5. 

3).//0.39:57:36//BALAENOPTERA MUSCULUS (BLUE ffHALE).//P4130l 

F-PLACE 1009039 

F-PLACE 1 009045//HYPOTHET I CAL 9.5 KD PROTEIN IN SPEA-METK I NTERGEN I 
C REGION (F83).//0.48:32:43//ESCHERICHIA COLI. //P46879 
F-PLACE1 009048 
F-PLACE1 009050 

F-PLACE 1 009060//HYP0THET I CAL 98.3 KD PROTEIN R10E12. 1 IN CHROMOSOM 

E lll.//4.9e-23:244:3t//CAEN0RHA80ITIS ELEGANS. //P 34 5 52 

F-PLACE 1009090//50S RIBOSOMAL PROTEIN L3S. //1. 0:27: 51 //MYCOPLASMA 

GENITAL I UM.//P47439 

F-PLACE1 009091 

F-PUCE 1 0D9094//NEL - I I KE PROTE I N (FRAGMENT) . //3. 6«- 1 5 : 1 80 : 30//HOM0 

SAPIENS (HUMAN) . //Q92832 
F-PUCE1009099//ZINC FINGER PROTEIN 27 (ZFP-27) (MKR4 PROTEIN) (FR 
AGMENT).//1.4e-94:228:71//MUS MUSCULUS (MOUSE) .//PI 0077 
F-PUCE 1 0091 10//H I RUD IN HV1 (BUFRUOIN) . //1 . 0:49: 34//HIRUDINARI A MA 
NILLENSIS (BUFFALO LEECH) .//P8 1492 

F-PUCE1009111//!!!! ALU SUBFAMILY SX fARNING ENTRY ! ! ! !//1.4«-05: 
30:83//HOMO SAPIENS (HUMAN). //P39 195 

F-PLACE 1 0091 13//ANNEX IN VII (SYNEXIN) (FRAGMENT). //0. 032: 40: S2//B0 
S TAURUS (BOVINE).//P20072 

F-PLACE1 0091 30//HYP0THET I CAL PROTEIN K1AA0032.//3. 3e-37: 214:38//H0 
MO SAPIENS (HUMAN). //Q 1 5034 

F-PLACE10O91S0//!!!! ALU SUBFAMILY SX ■ARMING ENTRY ! ! • !//l . 6e-32: 
56:76//HOMO SAPIENS (HUMAN). //P3 9 195 

F-PUCE 1 009 155//!!!! ALU SUBFAMILY SQ WARNING ENTRY » ! ! !//1 . 2e-1 7: 
1 01 : 57//HOMO SAP IENS (HUMAN) . //P391 94 

F-PUCE 1 0091 58//HYP0THET I CAL PROTE I N HXRFX (J 1 1 ) . //0. 0058 : 73 : 42//H 
UMAN CYTOMEGALOVIRUS (STRAIN AD169) . //P0971 1 

F-PUCE 1 009 166//CYTOS0L I C PURINE 5' -NUCLEOTIDASE (EC 3. 1 . 3. 5) . //O. 
0086:96:30//HOMO SAPIENS (HUMAN). //P49902 

F-PUCE 1 009 1 72//HYPOTHET I CAL 8.7 KD PROTEIN IN CAPA-RND INTERCENIC 

REGION. //1. 0: 19: 52//ESCKER I CHI A COL I . //P76246 
F-PUCE1009174//!!!! ALU SU8FAMILY SQ WARNING ENTRY » ! ! !//3. 1 e-1 7: 
47:82//HOMO SAPIENS (HUMAN). //P391 94 . 
F-PUCE1009183 

F-PUCE 1 0091 86//HYPOTKET I CAL 11.4 KD PROTEIN C13G6.04 IN CHROMOSOM 
E L//0.019:62:24//SCHIZOSACCHAROMYC£S POMBE (FISSION YEAST). //Q09 
783 

F-PUCE 1 009 1 90//PALN I TOYL-COA HYDROLASE (EC 3.1.2.2) (LONG-CHA I N F 
ATTY-ACYL-COA HYOROUSE) (FRAGMENT) . //O. 027: 53 : 28//RATTUS NORVECIC 
US (RAT).//P80250 

F-PUCE1009200//!!!! ALU SUBFAMILY SO WARNING ENTRY ! ! H//5. 4e-28: 
84:71//HOMO SAPIENS (HUMAN). //P39 194 

F-PUCE1009230//!!!! ALU SUBFAMILY SB IARNINC ENTRY !! ! !//2.8a-12: 
50:74//HOM0 SAPIENS (HUMAN) '. //P39189 

F-PUCE 1 009 246//UB I QU I NOL -CYTOCHROME C REDUCTASE COMPLEX 7.8 KD PR 
OTEIN (EC 1.10.2.2) (MITOCHONDRIAL HINGE PROTEIN) (CR7). //1 . 0: 17: 5 
2//S0LANUM TUBEROSUM (POTATO) . //P48S04 

F-PUCE 1 009298//VACU0UR PROTEIN SORT 1 NG- ASSOC I A TED PROTEIN VPS35. 
//6.6«-41:l77:S3//SACCHAROMYC£S CEREVISIAE (BAKER'S YEAST) . //P341 I 
0 

F-PUCE 1009308//KERAT IN. ULTRA HIGH- SULFUR MATRIX PROTEIN (UHS KER 
ATIN).//0.00034:I08:33//HOMO SAPIENS (HUMAN). //P26 371 
F-PUCE 1 0093 19//PRESYNAPT I C DENSITY PROTEIN 95 (PSD-9S).//5. 3e-l6: 
84:50//HOM0 SAPIENS (HUMAN) . //P78352 

F-PUCE1009328//LINE-1 REVERSE TRANSCRIPTASE KOM0LOG.//6. 9e-82: 26 
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3:67//HOMO SAPIENS (HUMAN) . //P08S47 

F-PUCE 1 0093 35//60S RIBOSOMAL PROTEIN L32.//0. 95:71 : 36//HOMO SAPIE 
NS (HUMAN). MUS MUSCULUS (MOUSE). AND RATTUS NORVEGICUS (RAT).//PO 
2433 

F-PLACE1009338//TRANSCRI PT ION FACTOR HES-5 (HAIRY AND ENHANCER OF 
SPLIT S).//0.90:42:40//MUS MUSCULUS (MOUSE). //P701 20 
F-PLACEI009368//BASIC PR0L1NE-RICH PEPTIDE IB-1.//0. 013: 33:48//HOM 
0 SAPIENS (HUMAN). //P04281 

F-PLACE 1009375//HYPOTHET I CAL 88.1 KD PROTEIN K02D10. I IN CHROMOSOM 
E lll.//0.O022:13S:21//CAENORHABD1TIS ELEGANS. //? 344 9 2 
F-PLACE1009388//MM ALU SUBFAMILY SX WARNING ENTRY ! ! ! !//4. 8e-22. 
73:65//HOM0 SAPIENS (HUMAN) . //P391 95 

F-PUCE 1 009398//Z INC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2) . 
//8. 1e-83:223:65//HOMO SAPIENS (HUMAN). //PS 152 3 

F-PLACE 1 00 9404//GLUTEN I N. HIGH MOLECUUR WEIGHT SUBUNIT PW212 PREC 
URSOR.//0. 047:1 45 :29//TRITICUM AESTIVUM (WHEAT) . //P08489 
F-PLACE 10094 1 0//T0X IN C13S1C1 PRECURSOR. //O. 22: 21 : 47//DENDR0ASP IS 
ANGUSTICEPS (EASTERN GREEN MAMBA).//P18329 

F-PLACE 1009434//NADH-UB I QUI NONE OXIDOREDUCTASE SUBUNIT K (EC 1.6. 
5. 3) (FRAGMENT) . //O. 81:61: 29//ANTHOCEROS FORMOSAE. //Q3 1 791 
F-PLACE 1009443//SPL I CEOSOME ASSOCIATED PROTEIN 62 (SAP 62) (SF3A6 
6) . //9 . 1 e-OS : 93 : 32//MUS MUSCULUS (MOUSE) . //Q52203 
F-PLACE1009444//PH0SPHAT IDYL INOSITOL 4-KINASE ALPHA (EC 2.7.1.67) 
(PI4-KINASE) (PTDINS-4-K1NASE) (PI4K -ALPHA) .//6. 4e- 1 5:41 : 97//HOMO 
SAPIENS (HUMAN). //P42 356 

F- PUCE 1 00945 9/ /HYPOTHET I CAL 42.3 KD PROTEIN C12G12. 11C IN CHROMOS 
ONE l.//0.00ll:M9:31//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST)./ 
/Q09874 

F-PLACE 1 00946 8//PH0SPH0L I PASE A-Z-ACTIVATING PROTEIN (PLAP).//4. 2 
e-34:101:75//RATTUS NORVEGICUS (RAT) . //PS43 1 9 

F-PUCE 1 00947 6//DNA-B I ND I NG P52/P100 COMPLEX. 100 KD SUBUNIT (FRAG 
MENTS) . //O. 086: 21 : 52//HOMO SAPIENS (HUMAN) . //P30808 
F-PLACE1009477 

F-PLACE 1 009493/ /HYPOTHET I CAL 127.3 KD PROTEIN B0416.1 IN CHROMOSOM 

E X.//1.4e-18:138:39//CAEN0RHABOITIS ELEGANS. //Q1 1 069 

F-PLACE 1 009524//ARF NUCLEOT I DE-BIND INC SITE OPENER (ARNO PROTEIN) 

(ARF EXCHANGE FACTOR) . //9. 4«-80 : 1 55: 85//HOMO SAPIENS (HUMAN) . //Q99 

418 

F-PLACE1 009S39//CTP-B I ND I NG NUCLEAR PROTEIN RAN/TC4.//I. 0:76:26//G 
IARDIA UM8LIA (GIAROIA I NTEST I NAL I S) . //P38543 

F-PUCE1009542//HM ALU SUBFAMILY J WARNING ENTRY ! ! ! !//0. 0001 6 : 3 
1:77//HOMO SAPIENS (HUMAN). //P39I 88 

F-PLACE 1 009 S7 1 //ATP SYNTHASE B CHAIN (EC 3.6.1.34) (SUBUNIT I).// 
0.88:1 16: 29//STREPTOC0CCUS PNEUMONIAE. //QS9952 

F-PLACE 1 009581 //SOS RIBOSOMAL PROTEIN L32.//0. 00023: 37: 5I//RH0D0BA 
CTER CAPSULATUS (RHOOOPSEUDOMONAS CAPSUUTA) .//P30788 
F-PLACE 1 009595 

F-PLACEI009596//HYPOTHETICAL 40.4 KD TRP-ASP REPEATS CONTAINING PR 
OTEIN C 1481. 4 IN CHROMOSOME 1 1 1.//2. t«-36: 1 1 6 : 49//CAEN0RHABDIT I S E 
LEGANS. //Q I 7963 

F-PLACE 1009607//!!!! ALU SUBFAMILY J WARNING ENTRY ! ! I !//! . 8e-43 : 7 
3.69//HOMO SAPIENS (HUMAN) . //P391 68 
F-PLACE 10096 13 

F-PLACE 1 009621 / /TRANSCR I PT I ON FACTOR BTF3 HOMOLOG 2. //O. 91 : 29: 44// 
HOMO SAPIENS (HUMAN) . //Ql 3891 

F-PLACE I 009622//MATERNAL EFFECT PROTEIN STAUFEN.//I. 3e-22: 132:47// 
DROSOPHILA MELANOCASTER (FRUIT FLY) . //P251S9 

F-PUCE 1 009637//HYPOTHET ICAL 18.1 KD PROTEIN IN CFXA 3' REGION. //O. 
30 : 28 : S7//BACTER0 I DES VULGATUS. //P30905 

F-PUCE1009639//LIPASE MODULATOR PRECURSOR (LIPASE HELPER PROTEIN 
).//0. 23:79:31//PSEUDOMONAS AERUGINOSA. //Q04591 

F-PLACE 1009659//MEMBRANE-ASSOC1ATED PROTEIN HEM- 2 (BRAIN PROTEIN H 
1 9) (MH1 9) (FRAGMENT) . //3. 9«-1 26 : 227 : 96//MUS MUSCULUS (MOUSE) . //P2 
8660 

F-PLACE1009665//IG KAPPA CHAIN V- I REGION (HAU).//0. 52:89:35//HOM0 

SAP I ENS (HUMAN) . //P0 1 600 
F-PLACE1009670//CYCLOMALTODEXTRIN GLUCANOTRANSFERASE PRECURSOR (EC 

2.4. 1. 19) (CYCLODEXTR I N-GLYCOSYLTRANSFERASE) (CCTASE) . //O. 16: 114: 
29//PAEN I BACILLUS MACERANS (BACILLUS MACERANS) . //P31 835 
F-PLACE 1 00 970 8//HYP0THET I CAL 143.3 KD TRP-ASP REPEATS CONTAINING P 
ROTE IN C12G1M3C IN CHROMOSOME I. //9. 6e->9: 156: 36//SCHIZOSACCHARO 
NYCES POMBE (FISSION YEAST) . //Q098 76 

F-PUCE 1 00972 1//MSF1 PROTE IN. //7. 7e-23: 176: 33//SACCHAROMYCES CEREV 
ISIAE (BAKER'S YEAST) . //P 3 5 200 

F-PUCE 1 00973 1 //A I Gl PR0TEIN.//1. 1e-09:91 : 43//ARAB I DOPS I S THAL I ANA 

(MOUSE-EAR CRESS). //PS41 20 - 
F-PUCEI009763//HYPOTHETICAL 48.9 KD PROTEIN C24H6. 12C IN CHROMOSO 
ME l.//8.3e-42:171:5l//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST)./ 
/Q09765 

F-PLACE I 009794//C-HOROE IN (CLONE PC HOR1-3) (FRAGMENT). //0. 99: 36: 3 
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3//H0RDEUM VULGARE (BARLEY). //PI 7991 

F-PLACE 1009798//HYPOTHET I CAL PROTEIN C22F3. MC IN CHROMOSOME I (FR 
AGMENT).//2. 66-34: 191 : 3 8//SCH I ZOSACCHAROMYCES POMBE (FISSION TEAS 
T).//Q097T9 

F-PLACE 1009845//MEB1 PROTEIN (PROTEIN TRANSPORT PROTEIN SEC3 I ) . // 
2.2e-19:190:33//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) . //P3S968 
F-PLACEI 00986 1//CATHEPS IN B PRECURSOR (EC 3. 4. 22. I) .//4. 4e-20: 171 : 
33//BOS TAURUS (BOVINE).//P07688 

F-PLACEI 009879//HYPOTHET I CAL 8.7 KO PROTEIN IN RPL22-RPL23 INTERGE 
NIC REGION (ORF70).//0.9»:30:33//ASTASIA LONGA (EUGLENOPHYCEAN ALC 
A).//P34779 
F-PLACE1009886 

F-PLACE 1 00 98 88/ /NONSTRUCTURAL POLYPROTEIN [CONTAINS: NONSTRUCTURAL 
PROTEIN NSP4] (FRAGMENT) .//I. 0:33: 42//NESTERN EQUINE ENCEPHALITIS 
VIRUS. //PI 3898 

F-PLACE1009908//HYPOTHETICAL GTP-BINDING PROTEIN C3F10.I6C IN CHRO 
NOSONE I. //3.1e-42: 205 :4S//SCH I ZOSACCHAROMYCES PONBE (FISSION YEAS 
T).//Q10190 
F-PLACE1009921 

F-PUCEI009924//ATP SYNTHASE A CHAIN (EC 3. 6.1.34) (PROTEIN 6).// 
0. 70: 1 28 .29 //TRYPANOSOMA BRUCE I BRUCE I . //P24499 

F-PLACEI00992S//ATP SYNTHASE D CHAIN. MITOCHONDRIAL (EC 3.6.1.34). 
//O. 99:111 :27//SACCHAROMTCES CEREVISIAE (BAKER' S YEAST) . //P 3 0902 
F-PLACE 1 009935//HYPOTHET I CAL PROTEIN NJ0258.//0. 063: 75: 32//METHANO 
COCCUS JANNASCHII.//Q57706 

F-PLACE 1 009947//NEUROGRAN I N (NG) (PI 7) (B-50 IMMUNOREACTIVE C-KINA 
SE SUBSTRATE) (BICKS) (FRAGMENT). //O. 33:51 45//BOS TAURUS (BOVINE 
).//P35722 

F-PLACE1009971//MIPP PROTEIN (MURINE IAP-PROMOTED PLACENTA -EI PRESS 
ED PROTEIN). //0. 022: 84 :27//MUS MUSCULUS (MOUSE) . //P2B575 
F-PLACEI 009992//BONE MORPHOGENET 1 C PROTEIN 1 PRECURSOR (EC 3.4.24. 
-) (BMP-1).//0.00011:35:5l//HOMO SAPIENS (HUMAN) . //PI 3497 
F-PLACEI D09995//TR0POMYOS IN. SMOOTH HUSCLE/FIBROBLAST CTM1.//0.05 
2:I8S:22//CI0NA INTESTINALIS.//Q07068 

F-PLACE1 009997//TRANSCR I PT I ON ELONGATION FACTOR S-ll (RNA POLYMER A 
SE II ELONGATION FACTOR DMS-II) (TFI IS) . //0. 68:98: 28//DROSOPHILA M 
ELAMOGASTER (FRUIT FLY) . //P20232 

F-PLACE10I0O23//HYPOTHETICAL 83.8 KD PROTEIN C27F2. 7 IN CHROMOSOME 

1 1 l.//6.8e-06: 111 :32//CAEN0RHA8DITIS ELEGANS.//Q 18262 
F-PLACEI 01 0031 //HYPOTHETICAL 24.1 KD PROTEIN IN LEF4-P33 INTERGENI 
C REGION.//O.Q024:72:33//AUTOGRAPHA CAL I FORMICA NUCLEAR POLYHEOROS 
IS VIRUS (ACMNPV).//P41479 

F-PLACEI010053//HYPOTHETICAL PROTEIN HI0593.//0. 83:24:45//HAEMOPHI 
LUS INFLUENZAE. //P4402 2 
F-PLACE 1010069 

F-PLACE 1 0 1 0074/ /VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPSS. / 
/0. 00027:1 92 :28//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //Q92 331 
F-PLACE 1 0 1 0076//HUMCHBACK PROTE I N (FRAGMENT) . //0. 80 : 39 : 30//SC I ARA 
COPROPHILA (FUNGUS GNAT) . //Q01 790 

F-PLACE 1 01 0083//RHO-GAP HEMATOPOIETIC PROTEIN CI (PI 1 5) (KIAA0I3I 
) . //2. 7e-48 : 1 77 : 46//H0M0 SAP I ENS (HUMAN) . //P981 71 
F-PLACE 1010089//U8IQUITIN CARBOXYL- TERMINAL HYDROLASE 11 (EC 3.1. 
2.15) (UBIQUITIN THIOLESTERASE II) (UBI QUI TIN-SPECIFIC PROCESSING 
PROTEASE 13) (DEUBIQUITINATING ENZYME 11) (KIAA0OS5).//7. 9e-07:SS: 
43//H0M0 SAPIENS (HUMAN) . //P408I8 

F-PLACEI 01 0096//1 00 KD PROTEIN (EC 6. 3. 2. -).//1.0«-107:232:90//RAT 
TUS NORVEGICUS (RAT) . //Q62571 

F-PLACE 10101 02//DNA-D I RECTED RNA POLYMERASE SU8UNIT N (EC 2.7.7.6 
).//!. 0: 33 :45//METHANOCOCCUS JANNASCHI 1.//Q57649 
F-PLACE 10101 05//R I NG CANAL PROTEIN (KELCH PROTEIN) . //I . 2«-47: 200: 4 
I//DROSOPHILA MELANOGASTER (FRUIT FLY) . //Q04652 

F-PLACE I 0 1 01 06//RETR0V I RUS-RELATED POL POLYPROTEIN (CONTAINS: REVE 
RSE TRANSCRIPTASE (EC 2.7.7.49): ENDONUCLEASE] .//I . 2e-14:94:4l//MU 
S MUSCULUS (HOUSE). //PI 1369 

F-PLACE10I0134//HYP0THETICAL 171.5 KD HEL1CASE IN NUT1-AR02 INTERC 
ENIC REGION. //4.0«-28: 78: 76//SACCHAR0MYCES CEREVISIAE (BAKER'S YEA 
ST).//P53115 

F-PLACE 1 01 0 1 48//GAR2 PROTE IN.//2. 6«-05 : 1 80 : 26//SCH I ZOSACCHAROMYCES 

POMBE (FISSION YEAST) . //P41 891 
F-PLACE 1 0101 S2//UBIQUI TIN CARBOXYL- TERMINAL HYDROLASE 64E (EC 3.1. 
2.15) (UBIQUITIN THIOLESTERASE 64E) (UBI QUI TIN-SPECIFIC PROCESSING 

PROTEASE 64E) (0EU8IQUITINATING ENZYME 64E) .//2. le-59: 227: 54//DR0 
SOPHILA MELANOGASTER (FRUIT FLY) . //Q24574 

F-PUCE10I018I//MALE SPECIFIC SPERM PROTEIN MST87F. //O. 39:12: 58//D 
ROSOPHILA MELANOGASTER (FRUIT FLY).//P08I75 

F-PLACE 1 01 01 94//SPL ICING FACTOR. ARC IN I NE/SER IKE-RICH 2 (SPLICING 
FACTOR SC35) (SC-35) (SPLICING COMPONENT, 35 KD) (PR264 PROTEIN)./ 
/I . 4«-07 : 95 : 43//GALLUS CALLUS (CHICKEN) . //P30352 
F-PLACE 1 01 0202//TR I STETRAPROL I NE (TTP) (T I SI I A) (TIS11) (ZFP-36)./ 
/O. 094:1 09 :29//RATTUS NORVEGICUS (RAT) . //P47973 
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F-PLACEI 01 0231 //LANT I Bl OTIC NISIN A PRECURSOR. //0. 99: 42 :35//LACTOC 
OCCUS LACTIS (SUBSP. UCTIS) (STREPTOCOCCUS LACT IS) . //PI 3058 
F-PLACE 101 0261 //SEGREGATION DISTORTER PR0TEIN.//6. 0«-7l :201 :62//OR 
OSOPHILA MELANOGASTER (FRUIT FLY) . //P25722 
F-PUCE1010270 

F-PLACEI0I0274//HYPOTHETICAL 16.2 KD PROTEIN C4F8.01 IN CHROMOSOME 
I . //4 . 4e-08 : 1 00 : 2 6 //SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST). //O 
14177 

F-PUCE 101 0293//!!! ! ALU SUBFAMILY j MARNING ENTRY ! ! ! !//3. 9t-26: 9 
4 54//H0M0 SAPIENS (HUMAN) . //P39188 

F-PLACE 1 01 03 1 0//SYNAPS INS IA AND IB.//S. 7a-09:89: 37//RATTUS NORVEC 
ICUS (RAT).//P09951 

F-PUCE 1 01 0321 //IMMEDIATE-EARLY PROTEIN IE180.//O.033: 145: 31//PSEU 
DO RABIES VIRUS (STRAIN KAPLAN) (PRV).//P33479 

F-PLACEI 01 0324//MAST CELL OEGRANULAT I NG PEPTIDE (MCOP) (MCD).//0.6 
0:25:48//MECABOMBUS PENNSYLVAN I CUS (AMERICAN COMMON BUMBLEBEE) . //P 
04567 

F-PLACE 101 0329/ AQX IN S5CI0. //1 . 0: 39: 33//DENDROASPIS JAMESON I KAIM 
OSAE (EASTERN JAMESON' S MAMBA).//P0I419 

F-PLACE10I0341//!!!! ALU SUBFAMILY SB MARNING ENTRY M ! !//0. 0049: 4 
9:55//HOMO SAPIENS (HUMAN). //P3 91 89 

F-PLACE1 01 0362//VAR I ANT- SURF ACE -GLYCOPROTE I N PHOSPHOL I PASE C (EC 
3.1.4.47) (VSC LIPASE) (CLYCOSYLPHOSPHAT IDYL INOS I TOL- SPECIFIC PHOS 
PHOLIPASE C) (CPI-PLC).//0.0034:89:30//TRYPAN0SOMA CRUZI.//015886 
F-PLACE1010364//NADH-UBIQUINONE OK I DOREDUCTASE B17 SUBUNIT (EC 1. 
6.5.3) (EC 1.6.99.3) (COMPLEI I-B17) (CI-B17).//1.0:40:35//SUS SCR 
OFA (PIO.//Q29259 
F-PLACE1010383 

F-PLACE101 0401// 140 KD NUCLEOLAR PHOSPHOPROTE IN (N0PP1 40) . //O. 1 0; 1 
74:22//RATTUS NORVEGICUS (RAT). //P4 1 777 

F-PLACE101 0461 //HYPOTHETICAL 71.9 KD PROTEIN B02BS. 5 IN CHROMOSOME 

1 I I.//1. 5t-2l : 170: 3S//CAEN0RHABD1 T I S ELEGANS. //P46555 
F-PLACEI 01 0491 //HYPOTHETICAL 13.5 KD PROTEIN IN M0B1-SCAI INTERCEN 
IC REGI0N.//I.0:31:41//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAST).// 
P40490 

F-PLACE 1 0 1 0492//HYPOTHET I CAL 42.3 KD PROTEIN C12GI2.11C IN CHROMOS 
ONE I. //O. 77: 97 :30//SCH I ZOSACCHAROMYCES POMBE (FISSION YEAST). //QO 
9874 

F-PLACE 1 01 0522//SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//0. 74:4S:37//HOMO SAPIENS (HUMAN). //P2253I 

F-PLACEI 01 0529//DELTA I -PYRROL 1 NE-5-CARB0IYLATE SYNTHETASE (P5CS) 
[CONTAINS: GLUTAMATE 5-KINASE (EC 2.7.2.11) (GAMMA-GLUT AMYL KINAS 
E) (GK): GAMMA-GLUT AMYL PHOSPHATE REDUCTASE (GPR) (EC 1.2.1.41) (C 
LUTAMATE-5-SEM I ALDEHYDE DEHYDROGENASE) (CLUTAMYL-GAMMA-SEM t ALDEHYD 
E DEHYDROGENASE) ).//0. 70: 58 :39//V I GNA AC0NIT1F0LIA (M0TH8EAN) . //P3 
2296 

F-PLACE 1 0 1 0 54 7//HYP0THE T I CAL 31.0 KD PROTEIN IN BUD9-RME1 INTERCEN 
IC RECION.//0. I7:68:39//SACCHAR0MYCES CEREVISIAE (BAKER' S YEAST)./ 
/P53227 

F-PLACE 1 0 1 056 2//CHL0R0PLAST 50S RIBOSOMAL PROTEIN L33. //O. 50:48: 29 
//PORPHYRA PURPUREA. //P5 1 255 

F-PLACEI 01 0579//HYPOTHET I CAL PROTE IN H 1 1 57 1 . //O. 29 : 37 : 43//HAEMOPH I 
LUS INFLUENZAE. //P44260 

F-PLACEI 01 0580//PUTAT 1 VE ATP-DEPENDENT RNA HELICASE C12C2. 06. //3. 3 
•-38:1 78 :48//SCHI ZOSACCHAROMYCES POMBE (FISSION YEAST) . //Q09747 
F-PLACE 101 05 99//PER0I I SOMAL MEMBRANE PROTEIN PERI 0 (PERM IN- 14) . // 
4. fie— 1 7 : 192: 31 //PI CHI A AUGUSTA (YEAST) (HANSENULA POLYMORPHA) . //P7 
8723 

F-PLACE 101 06 1 6//HYP0THET I CAL 9.2 KD PROTEIN IN RNPA 3' REGION. //O. 4 
4:32:37//PSEUDOMONAS PUTIDA.//P25753 

F-PLACE 1 0 1 062 2//A- AGGLUT I N I N ATTACHMENT SUBUNIT PRECURSOR. //5. Oe-0 
6:102:42//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST) .//P32323 
F-PLACEI 01 0624//SAL I VARY PROL I HE-RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIDE P-D] (FRAGMENT) . //O. 00036 : 1 34 : 32//HOMO SAPIENS (HUMA 
N). //PI 01 62 
F-PLACE 101 0628 

F-PLACE 1010629//!!!! ALU SUBFAMILY SO MARNING ENTRY M ! !//2. 7e-1 2 : 
37: 81 //HOMO SAPIENS (HUMAN) . //P39 1 94 
F-PLACE 101 0630 

F-PLACE 1 01 063 1//1NT-5B PROTEIN (FRAGMENT) . //0. 49:62: 30//EUMECES SK 
ILTONIANUS (WESTERN SK INK) . //P281 18 

F-PLACEI 01 0661 //MATERNAL EXUPERANTIA 2 PROTEIN.//I.O:95:30//DROSOP 
HI LA PSEUDOOBSCURA (FRUIT FLY) . //Q246 1 7 

F-PLACE 1 01 0662//UOP-CLUCOSE: GLYCOPROTEIN GLUCOSYLT RAN SFE RASE PRECU 
RSOR (EC 2.4.1.-) (OUGT).//3.2t-0S:ll7:24//DROSOPHILA MELANOGASTER 

(FRUIT FLY).//Q09332 
F-PLACEI 01 0702//Z INC FINGER PROTEIN I9S.//1. 4e-62: I17:62//H0M0 SAP 
I ENS (HUMAN). //0 1 46 28 
F-PLACEI 01 0714 

F-PLACE 1 0 1 07 20/ /CHROMOSOME ASSEMBLY PR0TEIN_XCAP-C.//1 . l«-64: 176:7 
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6//XEN0PUS LAEVIS (AFRICAN CUWED FROG) . //PSOS32 
F-PUCEI 01 0739//TAT PROTEIN (TRANSACT I VAT INC REGULATORY PROTEIN) 
(FRAGMENT) . //O. 97: 3! : 41 //HUMAN IMMUNODEFICIENCY VIRUS TYPE 1 (BH5 
ISOUTE) (HIV-D.//P04612 

F-PUCE 1 01 0743//PR0L I NE- R I CH PROTEIN BP- 3 (FRAGMENT) . //3. Se-05. 25 
3 : 30//MUS MUSCULUS (MOUSE) . //P051 43 

F-PLACE 1 01 076 1 //HYPOTHETICAL 37.0 KD PROTEIN B0495.8 IN CHROMOSOME 

I I.//1. Si-14: 175: 2S//CAEN0RHA60 I T I S ELECANS. //Q092 1 7 
F-PUCEl 01 0771 //TRANSCRIPTIONAL REGULATOR PROTEIN HCMCP. //1 . 3«-12 
0:2f6:89//MUS MUSCULUS (MOUSE) . //Q026 I 4 

F-PUCEI 01 0786//CENTROSOMIN (ARROW PROTE I N) . //0. 97: 133: 24//0R0S0PH 
I LA MELANOGASTER (FRUIT FLY) . //PS4623 

F-PLACEt 01 0800//HYPOTHET 1 CAL 31.7 KD PROTEIN IN TRAX-FINO I NTERGEN 
IC REGION (ORFC).//0.0060:I11:3I//ESCHERICHIA C0LI.//Q99390 
F-PLACEI 01 0802//UREASE ACCESSORY PROTEIN U8EI.//0.82:44:29//BAClLL 
US SP. (STRAIN TB-90).//Q074l5 

F-PLACE 101 08 II //CYTOCHROME C-551 (C551). //O. 99:42: 38//ECT0TH I ORHOO 
0SP1RA KALOCHL0RIS.//P38587 

F-PLACEI 01 083 3//CALTRACT IN. ISOFORM 1 (CENT R IN).//?. 8e-09:90: 34//H 
OHO SAPIENS (HUMAN). //P4 1208 

F-PLACEt 01O8S6//MOLT- INHIBITING HORMONE (MIH).//I. 0:32:37//PROCAMB 
ARUS CLARK 1 1 (RED SMAMP CRAYFISH) . //P5 5848 

F-PLACE 1 0 1 0857// 1 G ALPHA- 1 CHAIN C REGION. //O. 49: 73 : 34//C0R I LLA GO 
RILLA GORILLA (LOILANO GOR I LLA) . //P20758 

F-PLACEI 010870//Z INC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTF10) 

(HPF7).//1.2e-S6:173:5B//HOMO SAPIENS (HUMAN). //QO 5481 
F-PLACEI 01087 7//HEAT SHOCK PROTEIN 82.//0. 1 3: 130:25//ZEA MAYS (MAI 
ZE).//Q08277 

F-PLACEI 01 0891//HYP0THET I CAL 8.2 KD PROTEIN IN BLTR-SPOMIC INTERG 

ENIC REGIOM.//0.9S:5t:27//BACILLUS SUBTILIS.//PS4436 

F-PLACE 1 0 1 08 96//SER I NE/THREON I NE- PROTE I N KINASE PTK1/STK1 (EC 2.7. 

I . -) . //0. 98: 71 : 30//SACCHAROMYCES CERE V I S I AE (BAKER* S YEAST) . //P360 

02 

F-PLACE 1 0 1 0900//HYPOTHET I CAL PROTEIN HI0840.//1.0:42:30//HAEMOPHIL 
US INFLUENZAE. //P44B97 

F-PLACE 101091 6//KE RAT I N, HIGH-SULFUR MATRII PROTEIN. IIIB3.//0.06 
0: 59: 35//OVIS ARIES (SHEEP) . //P02444 

F-PUCE10I0917//E2 GLYCOPROTEIN PRECURSOR (SPIKE GLYCOPROTEIN) (PE 
PLOMER PROTE I N) . //O. 7 1 : 1 4 1 : 24//B0V I NE CORONAV I RUS (STRAIN L9) . //P2 
S191 

F-PLACE10I0925//HYPOTHETICAL 8.1 KD PROTEIN.//1.0:17:S8//THERMOPRO 
TEUS TENA1 VIRUS 1 (STRAIN KRAI) (TTV1). //PI 9285 
F-PLACE 1010 92I//HYPOTHET I CAL PROL I HE-RICH PROTEIN KIAA0269.//0. 01 
1:51: 45//H0M0 SAP I ENS (HUMAN) . //Q925S8 

F-PLACEI 01 0942//EP I DERMAL GROWTH FACTOR RECEPTOR SUBSTRATE SUSSTRA 
TE 1 5 (PROTE IN EPS) 5) . //J. 1 e-09: 54 : 37//MUS MUSCULUS (MOUSE) . //P42S 
C7 

F-PUCEI 01 0944//GAP JUNCTION ALPHA-3 PROTEIN (CONNEXIN 44) (CX44) . 
//O. 17:71 :38//BOS TAURUS (BOVINE). //P4 1987 
F-PLACEI 01 0947 

F-PLACEI 01 0954//TR0POMYOS IN ALPHA CHAIN. SKELETAL MUSCLE. //O. 011:1 
44:26//HOMO SAPIENS (HUMAN) . //P09493 

F-PLACE 1 0 1 0960//ACT IN-LIKE PROTE IN I3E. //I . I e-60 : 1 36 : 52//DR0S0PH I L 
A MELANOGASTER (FRUIT FLY) . //P4 5890 
F-PUCEI 01 0965 

F-PLACEI011026//PERIOD CLOCK PROTEIN (FRAGMENT). //}. 0:64: 31//DR0S0 
PHI LA ANANASSAE (FRUIT FLY) . //QQ3293 

F-PLACEI 01 1 032//RIBONUCLEASE HI (ECS. 1.26.4) (RNASE HI) (RIBONUCL 
EASE H) (RNASE H) . //1 . 0: 32 : 37//SALMONELLA TYPHIMURIUM.//P23329 
F-PLACE10II04I//HOMEOBOX PROTEIN VAB-7.//0. 36:65: 30//CAENORHABD I T I 
S ELEGANS.//Q93899 

F-PLACEt 0 1 1 046//1 -PHOSPHAT I OYL I NOS I TOL-4, 5-B I S PHOSPHATE PHOSPHOO I E 
STERASE BETA I (EC 3.1.4.11) (PLC-BETA-t) (PHOSPHOL I PASE C-BETA-I) 
(PLC- 1) (PLC-154).//1.3«-2Z:58:93//RATTUS NORVECICUS (RAT). //PI 06 
87 

F-PLACEI 01 1054//!!!! ALU SUBFAMILY SX IARN1NG ENTRY ! ! • !//1. 6e-07: 
38:73//HOMO SAPIENS (HUMAN). //P 39 195 

F-PLACEI 01 1056//H I STONE H1.//2. 2«-IO: 1 09: 41 //PI SUM SATIVUM (GARDEN 

PEA).//P08283 
F-PLACEI 01 1057 

F-PLACEI 01 1090//HYPOTHETICAL 33.8 KD PROTEIN IN TWT1-FL05 I NTERGEN 
IC REGION.//I.8e-O7:133:32//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P38892 

F-PLACEI 01 1109//EL0NGATI ON FACTOR G. MITOCHONDRIAL PRECURSOR (MEF- 
G).//5.4*-2S:63:8B//RATTUS NORVECICUS (RAT) . //Q07803 
F-PLACEt Oil I I4//PUTAT I VE ATP-OE PENDENT RNA HELICASE C1F7. 02C. //8. 4 
«-31:157:4S//SCHIZ0SACCHAROMYCES POMBE (FISSION YEAST). //Q09916 
F-PUCE10I1133//SERUM AMYLOID P -COMPONENT PRECURSOR (SAP) (9. SS AL 
PHA-1-GLYCOPROTEIN).//0.92:58:31//HOMO SAPIENS (HUMAN) . //P02743 
F-PLACEI 0 1 1 1 43//PR0BABLE E5 PROTEIN.//0. 24: 42 : 35//HUMAN PAPILLOMAV 



I RUS TYPE 3 1. //PI 7385 

F-PLACE10I1160//EARLY NOOULIN 55-2 PRECURSOR (N-55-2) (NODULIN-3) 
5).//0.88:98:27//GLYClNE MAX (SOYBEAN) . //Q0291 7 

F-PLACE1011t6S//HlSTIDINE-RlCH PROTEIM.//0.013:I3:76//PLASMOOIUM F 
ALCIPARUM (ISOLATE FCM17 / SENEGAL). //PI 4586 

F-PLACE101I185//!!!! ALU SUBFAMILY J WARNING ENTRY !!!!//!.4«-l]:9 

8:50//HOMO SAPIENS (HUMAN) . //P391 88 

F-PLACE10I1203 

F-PLACE10112I4//ATP SYNTHASE PROTEIN 6 (EC 3.6.1.34) (A6L) .//1 .0:4 
8:27//EQUUS ASINUS (DONKEY) . //P92479 

F-PLACElOl 12I9//PROBABLE OXIDOREDUCTASE (EC 1. -.-.-).//!. 9e- IS 16 
2:31//STREPTOMYCES ANTIBI0TICUS.//QO3326 

F-PLACElOtl221//ANTITHROM8IN-MI HOMOLOG. //O. 84: 74: 33//F01 LPOX VI R 
US (ISOLATE HP-438 [MUNICH]). //PI 4369 

F-PLACElOtl229//U8IQUITIN CARBOX YL- TERM I NAL HYDROLASE 4 (EC 3.1.2. 
15) (UBIQUITIN THIOLESTERASE 4) (UB I QUI TIN-SPECIF I C PROCESSING PRO 
TEASE 4) (DEUB I QUIT I NAT INC ENZYME 4) (UBIQUITOUS NUCLEAR PROTEIN H 
OMOLOG).//3.Se-86:2lB:68//HOMO SAPIENS (HUMAN). //Ql 31 07 
F-PLACEIOI I263//ANKYRIN. BRAIN VARIANT 2 (ANXYRIN B) (ANXYRIN. NON 
ERVTHROIO) (FRAGMENT). //3.0e-07: 99 :36//HOMO SAPIENS (HUMAN). //QO 14 
85 

F-PLACE1011273 

F-PLACE101I291//PROTEIN KINASE C SUBSTRATE 80 KD PROTEIN (FRAGMENT 
S) . //0. 01 1 : 35: SO//RATTUS NORVECICUS (RAT) . //P20468 
F-PLACE1011296//HOME080X PROTEIN DLX-6.//0. 76: 55:32//BRACHY0ANl0 R 
ERIO (ZEBRAFISH) (ZEBRA DAN 10) .//Q98877 

F-PLACEIOI 1310//ATP SYNTHASE PROTEIN 9. MITOCHONDRIAL (EC 3.6.1.3 
4) (LIPIO-BINOING PR0TEIN).//0.46:43:44//PETUNIA SP. (PETUNIA) . //Q 
07060 

F-PLACEIOI 1325//HYP0THETICAL 222.8 KD PROTEIN C1F3.06C IN CHROMOSO 
ME I.//0.00021:I7I:27//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST)./ 
/Q10411 

F-PLACEIOI 1332//DNA-0AMAGE-REPAIR/TOLERATION PROTEIN DRTIOI PRECUR 
SOR.//7.3«-27:l13:52//ARABIDOPSIS THALI ANA (MOUSE-EAR CRESS) . //QOS 
211 

F-PLACEI011340//MH ALU SUBFAMILY J WARNING ENTRY ! ! H//2. 6e-07: 4 
0:62//HOMO SAPIENS (HUMAN). //P39 188 

F-PLACEIOI 1371// I NTER-ALPHA-TRYPS IN INHIBITOR HEAVY CHAIN H2 PRECU 
RSOR (IT I HEAVY CHAIN H2) . //2. 2e-54: 227: 44//MUS MUSCULUS (MOUSE)./ 
/Q61703 

F-PLACEIOI 1375//PR0BABLE E5 PROTEIN. //O. 93: 26: S7//HUMAN PAPILLOMAV 
I RUS TYPE 51.//P26553 

F-PLACEIOI 1399//H! STONE H2B-IV.//0. 19: I29:27//V0LV0X CARTERI.//P16 
868 

F-PLACEt 01 1419 

F-PUCE1011433//ZINC FINGER PROTEIN GLI3 (FRAGMENT) . //3. 4e-05: 1 33 : 
24//GALLUS CALLUS (CHICKEN) . //P55879 

F-PLACE! 01 1452//L I NE-t REVERSE TRANSCRIPTASE HOMOLOG. //3. 9»- 25 : 76 : 
63//HOMO SAPIENS (HUMAN) . //P08S47 

F-PLACEI 01 146S//ECT0DERMAL DYSPLASIA PROTEIN (EDA PROTEIN) . //O. 97: 
36: 41 //HOMO SAPIENS (HUMAN) . //Q92838 

F-PLACEI 01 1 472//METALL0TH I ONE IN-1 (CUMT-1) . //O. 084: 55: 30//HOMARUS 
AMER I CAMUS (AMERICAN LOBSTER) . //P29499 

F-PLACEI 01 I477//CELL SURFACE GLYCOPROTEIN 1 PRECURSOR (OUTER LAYER 
PROTEIN B) (S-LAVER PROTEIN I) .//O. 028: 129:34//CL0STRIDIUM THERMO 
CELLUM. //Q06852 

F-PLACEI 01 1492//NON-GREEN PLASTID TRIOSE PHOSPHATE TRANSLOCATOR PR 
ECURSOR (CTPT).//2. 9e-l3: 147:3I//BRASSICA OLERACEA (CAULIFLOWER)./ 
/P52I78 

F-PLACEI 01 1503//PUTATIVE FERREDOX IN-LIKE PROTEIN IN PURL-OP J INTER 
CENIC REGION (086) .//O. 66: 32:40//ESCHERICHIA COLI.//P52102 
F-PUCE10II520 

F-PLACE10I1S63//LORICRIN.//0.00023:1I2:39//HOMO SAPIENS (HUMAN).// 
P23490 

F-PUCEI 01 1567//!!!! ALU SUBFAMILY SX NARNINC ENTRY ! ! ! !//9. 2.-31 : 
78:76//HOMO SAPIENS (HUMAN). //? 39 1 95 

F-PLACEIOI I S76//Z INC FINGER PROTEIN 91 (ZINC FINGER PROTEIN HTFIO) 

(HPF7).//l.5e-32:45:86//HOMO SAPIENS (HUMAN). //QO 548 I 
F-PUCEI 01 15B6//N-TYPE CALCIUM CHANNEL ALPHA-IB 5U8UNIT (OMEGA-CON 
OTOX IN -SENSITIVE N- TYPE, BRAIN CALCIUM CHANNEL ALPHA- I SUBUNIT)./ 
/O. 26:81 :37//HOMO SAPIENS (HUMAN) . //Q00975 

F-PLACEI 01 163 5// IMMEDIATE -EARLY PROTEIN IE1 80. //O. 00045: 170: 30//PS 
EUDO RABIES VIRUS (STRAIN I ND I ANA-FUNK HAUSE R / BECKER) (PRV).//P!16 
75 

F-PUCEtOI1641 

F-PUCEI 01 1 643//CUTICLE COLUGEN 40.//1.0: 128:32//CAEN0RHA80ITlS E 
LECANS.//P34804 

F-PUCE 1011 646//!!!! ALU SUBFAMILY J WARNING ENTRY !!!!//!. 1 «-l 5 : 4 
4:63//HOM0 SAPIENS (HUMAN) . //P391 88 

F-PLACEIOI 1649//HYP0THET I CAL PROTEIN F-215. //O. 48: 1 06: 34//HUMAN AD 
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ENOVIRUS TYPE 2.//P03291 
F-PLACEl 01 1650 

F-PLACE 1 01 1 S64//CR00XE0 NECK PROTEIN. //I . 2t-7t : 201 : 68//DROSOPH I LA 
NELANOCASTER (FRUIT FLY) . //PI 7806 

F- PLACE 1 01 1 67S//FERREDOX IN. //1. 0:44: 2 9//METHAN0C0CCUS TKERMOL I THOT 
R0PHICUS.//P21305 

F-PLACEI01 I682//HYPOTHETICAL 7.0 KO PROTEIN IN RPS26A-C0X4 INTERGE 
NIC RECION.//1.0:40:22//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST)./ 
/PS3098 

F-PLACE 1 0 1 1 7 1 9//NEUR0T0X I N TX2-6.//0. 90: 31 :35//PHONEUTRIA N ICR I YEN 
TER (BRAZILIAN ARNEO SPIDER). //P2942S 

F-PLACEl 01 1725//NUCLEOBIND IN PRECURSOR (NUC81) (BONE S3 KO CALCIU 
■-BINDING PROTEIN).//0.006S:I25:25//RATTUS NORVECICUS (RAT).//Q630 
83 

F-PLACEl 01 1 729//SRY-RELATED PROTE I N LC27 (FRAGMENT) . //O. 97 : 48 : 39// 
EUBUPHARIS MACULAR I US. //P40854 
F-PLACEl Oil 749 

F-PLACE t Oil 762//0-BINDING PROTEIN (D8P) (ALBUMIN 0 BOX-BINDING PRO 
TEIN).//0. 028:91 :39//MUS NUSCULUS (MOUSE) .//QS092S 
F-PLACEl 01 1778 

F-PLACEl 01 1783//ENBRY0NIC GROWTH/DIFFERENTIATION FACTOR I PRECURSO 

R (GDF-l).//0.97:48:43//HUS NUSCULUS (MOUSE) . //P20863 

F-PLACE 1 01 18S8//COLLACEN I (X) CHAIN PRECURSOR. //0. 0027: 154: 33//BOS 

TAURUS (BO¥INE).//P23206 
F-PLACEl 01 1874//BACTERI0CHL0ROPHYLL A PROTEIN (BCHL A PROTEIN) (BC 
P) . //1 . 0: 60: 2S//PR0STHEC0CHL0R I S AESTUAR 1 1 . //P1 1 741 
F-PLACEl OM 875//HYPOTHET I CAL 6.6 KD PROTEIN IN GP54-ALT INTERGENIC 

REGI0N.//0.99:34:3S//BACTERI0PHAGE T4.//P39495 
F-PLACE 1 0il 89 1//SHO0THEL I N.//0. 018: 122:3 1 //HOMO SAPIENS (HUMAN).// 
P53814 

F-PLACEl 01 1896//SK IN SECRETORY PROTEIN XP2 PRECURSOR (APEC PROTEI 
N).//6.3«-09:203:35//XENOPUS LAEVIS (AFRICAN CLAWED FROG) . //PI 7437 
F-PLACEI0n922//CRYPTDIN-RELATED PROTEIN 4C-2 PRECURSOR (CRS4C) . // 
0.067: 37 :48//MUS NUSCULUS (MOUSE). //P507 15 

F-PLACE 1011923/ /SER I NE/THREON I NE- PROTE I N KINASE SNK (EC 2.7.1.-) 
(SERUM INDUCIBLE KINASE).//!. Se-83: 175: 89//MUS NUSCULUS (HOUSE).// 
P533SI 

F-PLACE101 1962//MATING-TYPE PHEROMONE BAP1 (2) PRECURSOR. //O. SO : 46 : 
4 1 //SCH I ZOPHYLLUM COMMUNE (BRACKET FUNGUS). //Q02593 
F-PLACE1011964//LINE-I REVERSE TRANSCRIPTASE H0N0L0G.//1. 6e-05:47: 
SI//NYCTICEBUS COUCANG (SL01 LORIS) . //P08548 

F- PLACE 1011 982//AP I CAL MEMBRANE ANTIGEN 1 PRECURSOR (MEROZOITE SUR 
FACE ANTIGEN). //O. 99: 83 :31//PLASM00IUN FRAGILE. //P226Z2 
F-PLACE 101 1995 

F-PLACEl 01 2031//HYPOTHET I CAL PROTEIN KIAA0254.//0. 032:62: 33//HOMO 
SAPIENS (HUMAN) . //Q92543 

F-PLACE2000003//MH ALU SUBFAMILY SP MARKING ENTRY ! ! ! S//5. 4«-18: 
63 : 7 3//K0M0 SAPIENS (HUMAN) .//P39I 93 

F-PUCE20O00O6//ANNEXIN VII (SYNEXIN) (FRAGMENT) . //0. 14 : 20 : S0//BOS 

TAURUS (BOVINE).//P20072 
F-PLACE20O00O7//PROLINE-RICH PROTEIN NP-3 (FRAGMENT) . //O. 0045: 176: 
30//MUS NUSCULUS (MOUSE). //P05 143 

F-PLACE2000011//!!!! ALU SUBFAMILY SQ MARNING ENTRY ! ! ! !//3. 6e-25: 
S7:78//H0M0 SAPIENS (HUMAN) .//P3 9 194 

F-PLACE2000014//HYPOTHETICAL HELICASE C28H8.3 IN CHROMOSOME III.// 
0. 0001 3:237: 27/ /CAENORHABO I T I S ELEGANS. //Q09475 
F-PLACE200001S//HM ALU SUBFAMILY SP MARNING ENTRY !!!!//1.4«-33: 
60:80//HOMO SAPIENS (HUMAN) . //P39193 

F-PLACE2Q00017//FOLATE RECEPTOR BETA PRECURSOR (FR-BETA) (FOLATE R 
ECEPTOR 2) (FOLATE RECEPTOR. FETAL/PLACENTAL) (PLACENTAL FOLATE-BI 
NDINC PROTEIN) (FBP) .// 1.0:83:31/ /HOMO SAPIENS (HUMAN). //PI 42 07 
F-PLACE2000021//EPHRIN TYPE-A RECEPTOR 4 PRECURSOR (EC 2.7.1.112) 
(TYROSINE- PROTE IN KINASE RECEPTOR CEK8) .//O. 99: 1 03 : 26//CALLUS GALL 
US (CHICKEN).//Q07496 

F-PLACE2OOOO30//MALE SPECIFIC SPERM PROTEIN NST84DA. //O. 69: 29: 44// 
OROSQPHILA NELANOCASTER (FRUIT FLY) . //QOl 642 

F-PLACE2OO0033//PRO8ABLE OX IDOREDUCTASE (EC 1 .-.-.-) .//1. 1t-05: 74: 
41//STREPT0MYCES ANTIBIOTICUS. //003326 

F-PLACE2000034//AXONIN-I PRECURSOR (AXONAL GLYCOPROTEIN TAC-1) (TR 
ANSIENT AXONAL GLYCOPROTEIN 1) . //6. 7e-l 8: 1 91 : 35//HOMO SAPIENS (HUM 
AN).//Q02246 

F-PLACE20O0039//DYNEIN HEAVY CHAIN. CYTOSOLIC (OYHC) (MAP IC).//4. 
7e-80:l63:96//RATTUS NORVECICUS (RAT) . //P38650 

F- PUCE 2000047//! ! ! ! ALU SUBFAMILY SB 2 MARNING ENTRY ! ! ! t//6. 4t-0 
6:63:49//HOM0 SAPIENS (HUMAN) . //P391 91 

F-PLACE 20000 50//! ! ! ! ALU SUBFAMILY SC MARNING ENTRY ! ! ! !//3. 2e-22 : 
74:64//H0M0 SAPIENS (HUMAN) . //P391 92 
F-PLACE 2000061 

F-PLACE2O00062//GLUCOSE STARVATION- INDUCIBLE PROTEIN B (GENERAL ST 
RESS PROTEIN B).//l. 9e-06: 108: 37//BAC1LLUS SUBTILIS. //P26907 



F-PLACE2000O72//ZINC FINGER PROTEIN 165.//3. 5«-34: 175:49//H0M0 SAP 
I ENS (HUMAN). //P499 10 

F-PLACE200O097//RIBOMUCLEASE PANCREATIC (EC 3.1.27.5) (RNASE 1) (R 
NASE A).//0.36:39:38//ONDATRA 2IBE THICKS (MUSKRAT) . //P0066I 
F-PLACE2000I00 

F-PLACE2000103//TUBULIN ALPHA-4 CHAIN (FRAGMENTS). //0. 18:32: 37//ZE 
A MAYS (MAIZE).//P33626 

F-PUCE200011I//CMRF35 ANTIGEN PRECURSOR. //0. 056: 1 07: 2 7//H0M0 SAP I 
ENS (HUMAN). //Q08708 

F-PLACE20001 1S//DIAMIN0PIMELATE EPIMERASE (EC 5.1.1.7) (OAP EPIMER 
ASE) (FRAGMENT).// 1.0: 21 : 52//CLOSTRIDIUM PERFR I NGENS. //Q46 1 85 
F-PLACE2000124//H !• ALU SUBFANILY SQ MARNING ENTRY ! ! ! !//3. 4«-37 : 
I08:68//HOMO SAPIENS (HUMAN). //P3 9 1 94 

F-PLACE2Q001 32//PR08ABLE MEMBRANE ANTIGEN GP85.//0. 99: 133: 29//EPST 
EIN-BARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4).//P03224 
F-PLACE2000136//VAS0ACTIVE INTESTINAL POLYPEPTIDE RECEPTOR 2 PRECU 
RSOR (VIP-R-2) (PITUITARY ADENYLATE CYCLASE ACTIVATING POLYPEPTIDE 
TYPE III RECEPTOR) (PACAP TYPE 111 RECEPTOR) (PACAP-R-3) . //0. 83 6 
5:32//MUS NUSCULUS (M0USE).//P4IS88 
F-PLACE2OQ014O 

F-PLACE2000164//TIPD PROTEIN, //5. 7e-l2: 190 :28//DICTYOSTEL I UN DISCO 
IDEUM (SLIME MOLD). //01 57 36 

F-PLACE20001 70/ /BACTER I OC I N CARNOBACTER I OC I N BM1 PRECURSOR (CARN08 
ACTERIOCIN BI).//1.0:30:26//CARNOBACTERIUM PI SCI COLA. //P38S79 
F-PLACE2O0O172 

F-PLACE20001 76//HYP0THETI CAL PROTEIN AF0526.//0. 76 : 44: 43//ARCHAE0G 
LOBUS FULGIOUS.//029724 

F-PLACE2000187//EM-LIKE PROTEIN CEA6. //0. 84:42: 35//ARABIDOPS IS THA 

LIANA (MOUSE-EAR CRESS) . //Q02973 

F-PLACE2000216 

F-PLACE2O0O223//NEUR0TOXIN Ml (LQQ 1 1 O.//0. 99: 38: 34//LE IURUS QUI 
NQUESTRIATUS QU INQUEST R I ATUS (EGYPTIAN SCORPION) .//P01 487 
F-PUCE2000235 

F-PLACE2000246//RING CANAL PROTEIN (KELCH PROTEIN) . //5. U-37: 1 21 4 
2//DR0S0PHILA NELANOCASTER (FRUIT FLY) . //Q04652 
F-PLACE2000264//!!M ALU SUBFAMILY SB2 MARNING ENTRY !>!!//Z.4*-0 
5:77:42//HOM0 SAPIENS (HUMAN) .//P391 91 

F-PLACE2000274//DYNEIN BETA CHAIN, CILIARY. //5. 3e-46:232:45//TRIPM 
EUSTES GRATILLA (HAMAIAN SEA URCHIN). //P2 3098 

F-PLACE200O302//TRICHOHYALIN.//1. S«-06 : 215 : 29//ORYCTOLAGUS CUNICUL 
US (RABBIT). //P37709 

F-PLACE200030S//! ! ! ! ALU SUBFAMILY J MARNING ENTRY ! > M//S. 3e-06: 3 
3:66//HOMO SAPIENS (HUMAN) . //P391 68 

F-PLACE2000317//TOXIN C13S1C1 PRECURSOR. //0. 44:45: 33//OENOROASP IS 
ANCUSTICEPS (EASTERN GREEN MAMBA).//P18329 

F-PLACE 2 0003 3 5//! ! ! ! ALU SUBFAMILY SX MARNING ENTRY ! H !//7. 9e-08: 
35: 71 //HOMO SAPIENS (HUMAN) . //P391 95 

F-PLACE 2 0003 4 I //SODIUM/GLUCOSE COTRANSPORTER 1 (NA(+) /CLUCOSE COTR 
ANSPORTER 1) (HIGH AFFINITY SOOIUM-CLUCOSE COTRANSPORTER) . //O. OM : 
14I:24//0RYCT0LAGUS CUNICULUS (RABBIT). //P1 1 1 70 

F-PLACE 2 00034 2/ /HY POTHET I CAL 24.1 KD PROTEIN IN LEF4-P33 INTERGENI 
C REGION.//5.7e-09:96:38//AUTOGRAPHA CALIFORNICA NUCLEAR POLYKEDRO 
SIS VIRUS (ACMNPV).//P4I479 

F-PUCE2000347//Z1NC FINGER PROTEIN 177.//S. 9«-05:49:53//HOMO SAPI 
ENS (HUMAN). //Q1 3360 

F-PLACE2000359//!!!! ALU SUBFAMILY SQ MARNING ENTRY ! ! ! !//7. Se-1 0: 

69:52//H0MO SAPIENS (HUMAN) . //P39 1 94 

F-PLACE2000366 

F-PLACE2000371//ATROPHIN-I (DENT A TO RUBRAL- PALL I DOLUYS I AN ATROPHY P 
ROTEIN).//1.5»-05:2I6:29//HOMO SAP I EMS (HUMAN) . //P54259 
F-PUCE2000373//MAX BINDING PROTEIN MMT (ROX PROTEIN) (NYC ANTAGON 
1ST MNT).//0.27:63:33//HOMO SAPIENS (HUMAN) . //Q995B3 
F-PLACE2000379//HYP0THETICAL GENE 1 PROTE I N.//0. 72: 1 20: 31 //EQUINE 
HERPESVIRUS TYPE 1 (STRAIN AB4P) (EHV-I) . //P28978 
F-PLACE2000394//BASIC PROLINE-RICH PEPTIDE P-E (lB-9) . //O. 95: 40: 42 
//HOMO SAPIENS (HUMAN) . //P0281 1 

F-PLACE 2000 3 98//R I BONUC LEASE PRECURSOR (EC 3. 1.27.-). //0. 88:98: 31/ 
/AEffOMONAS HYDRO PH I LA. //Q0746S 

F-PLACE2O0O399//T-CELL SURFACE GLYCOPROTEIN E2 PRECURSOR (E2 ANTIC 
EN) (CD99) (M1C2 PROTEIN) (12E7). //7. So- 1 6 : 160: 39//HOMO SAPIENS (H 
UMAN).//PI4209 

F-PLACE2000404//PROBABLE LEUCYL-TRNA SYNTHETASE (EC 6.1.1.4) (LEUC 
INE — TRNA LI CASE) (LEURS) . //1 . 7«-94: 243: 64//CAEN0RHAB0I T I S ELEGAN 
S.//Q09996 

F-PLACE20OO4 11 //SER I NE/THREON INE PROTEIN PHOSPHATASE 5 (EC 3.1.3.1 
6) (PP5) (PROTEIN PHOSPHATASE T) (PPT) (FRAGMENT).//!. 2e-09: 78: 39/ 
/MUS NUSCULUS (MOUSE). //Q60676 

F-PLACE 200041 9//!!!! ALU SUBFAMILY J MARNING ENTRY • ! ! I//2. 6t-20:6 
l:62//HONO SAPIENS (HUNAN) . //P3 91 88 

F-PLACE 2 0004 2 5//HY POTHE T I CAL 11.9 KD PROTEIN IN NSB2-UCA1 INTERCEN 
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IC RECION.//0.98:75:32//SACCHAROMYCES CEREVISIAE (BAKER' S YEAST)./ 
/PS32II 

F-PLACE20Q0427//INSULIN PRECURSOR. //O. 98 : SS : 34//CERC0PI THECUS AETH 
I OPS (GREEN MONKEY) (GR I VET) . //P30407 

F-PLACE2000433//! ! ! ! ALU SUBFAMILY j IARNING ENTRY ! ! ! !//7. Se-07 : 6 

5:S0//HOHO SAPIENS (HUMAM) . //P39188 

F-PLACE200Q43S 

F-PLACE200Q438//HYPOTHETICAL 67.9 KD PROTEIN ZK688.8 IN CHROMOSOME 

III. //4. 7«-66 : 1 78: 47//CAEN0RHABO I T I S ELEGANS. //P34678 
F-PLACE20004S0//!!! ! ALU SUBFAMILY SI ffARNING ENTRY ! ! ! !//2. 1e-23: 
88:62//H0M0 SAPIENS (HUMAN) . //P39 1 95 

F-PLACE20C04SS//T0XIN II (TOXIN 1 1. 10. 9. 2) (FRAGMENT) V/0. 093: 18:4 
4//CENTRUR0IDES L IMPIOUS L IMPIOUS (MEXICAN SCORPION). //P4S5 30 
F-PLACE20004S8//CAOHER IN-RELATED TUMOR SUPPRESSOR PRECURSOR (FAT P 
R0TEIN).//3. 1«-23:16S:40//DROSQPHILA MELANOGASTER (FRUIT FLY).//P3 
34 $0 

F-PLACE20O046S//! ! ! ! ALU SUBFAMILY j WARNING ENTRY ! ! ! !//3. 6e-23: 7 
3:63//HOMO SAPIENS (HUMAN). //P3 9 1 88 

F-PLACE2Q00477//! ! ! ! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! »//4. 4e-37: 
90:78//HOMO SAPIENS (HUMAN) .//P3 9 194 

F-PLACE3000004//EYES ABSENT HOMOLOG 3. //I . l«-09: 27: IO0//MUS MUSCUL 
US (MOUSE). //P97480 

F- PLACE 3000009//PUTAT I VE CUTICLE COLLAGEN C09GS. 6.//0. 0061 : 148:34/ 
/CAENORHABO I T I S ELEGANS. //Q094 57 

F-PLACE3000020// ADENYLATE CYCLASE. OLFACT I VE TYPE (EC 4.6.1.1) (TY 
PE III) (ATP PYROPHOSPHATE-LYASE) (ADENYLYL CYCLASE) . //t. 8e-93: 1 9 
3:92//RATTUS NORVEGICUS (RAT). //P2I932 

F-PLACE30OOO29//SOS RIBOSOMAL PROTEIN L31E.//0. IS: SO: 38//METHANOCO 
CCUS JANNASCH 1 1 . //PS4009 

F-PLACE30OO0S9//TCP 1 -CHAPERON I N COFACTOR A. //0. 96: SO: 34//BOS TAURU 
S (BOVINE). //P46427 

F-PLACE300O070//HYPOTKETICAL 17.1 KD PROTEIN IN PURS 3' REGION. //O. 
29:22:S9//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //P3 8898 
F-PLACE3000103//LYSIS PROTEIN (E PROTEIN) (CPE). //0. 99:53: 32//BACT 
ERIOPHACE ALPHA-3.//P312B0 

F-PLACE3000119//MH ALU SUBFAMILY SB MARNING ENTRY ! ! ! !//5. 4e-41 : 
87:78//H0MO SAPIENS (HUMAN) . //P 39 189 

F-PLACE30001 21 //VESICULAR TRAFFIC CONTROL PROTEIN SEC15.//1. Oe-07: 
269 : 2 2//SACCHAR0MYCES CEREV I S I AE (BAKER' S YEAST) . //P22224 
F-PLACE3000124//MH ALU SUBFAMILY J IARNING ENTRY ! ! ! !//1 . 2e-29: 9 
7:73//HOMO SAPIENS (HUMAN). //P3 9 188 

F-PLACE3000136//PARS INTERGEREBRALIS MAJOR PEPTIDE 01 (PMP-OI).// 
0.77:26:42//L0CUSTA MIGRATOR I A (MIGRATORY LOCUST). //P8005 9 
F-PLACE30001 42//HYPOTHET ICAL 7.1 KD PROTEIN IN NA02 3' REGION (ORF 
63).//0.82:34:41//MARCHANTIA POLYMORPHA (LIVERffORT).//P38468 
F-PLACE3000145//TENSIN.//3.Se-91:238:74//CALLUS CALLUS (CHICKEN)./ 
/Q0420S 

F-PLACE3000147//M!! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//4. 4e-30: 
Sl:65//H0M0 SAPIENS (HUMAN). //P3 91 94 

F-PLACE3000148//POL POLYPROTEIN [CONTAINS: PROTEASE (EC 3.4.23.-): 
REVERSE TRANSCRIPTASE (EC 2.7.7.49): EKDONUCLEASE].//l.4e-18:226: 
34//GIBBON APE LEUKEMIA VIRUS. //P21414 

F-PLACE30001S5//EXTENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN).// 
0.00014: 107: 33//ZEA MAYS (MAIZE). //PI 4918 

F-PLACE3000I56//POL POLYPROTEIN [CONTAINS: PROTEASE (EC 3.4.23.-): 
REVERSE TRANSCRIPTASE (EC 2.7.7.49): ENDONUCLEASE] .//2. 7e-l9: 169: 
30//BAB0ON ENDOGENOUS VIRUS (STRAIN M7) . //PI 0272 
F-PLACE3000I 57//PROBABLE SER I NE/THREON IKE-PROTEIN KINASE CY50. 16 
(EC 2.7.1.-). //0. 006 1:92. 30//MYCOBACTER I UM TUBERCULOS I S. //Ql 1 053 
F-PLACE30OO1S8//MH ALU SUBFAMILY SB MARNING ENTRY ! ! ! I//5. 7e-49: 
56:80//HOMO SAPIENS (HUMAN) . //P391 89 

F-PLACE3000160//DNA TRANSFORMATION PROTEIN TFOI (COMPETENCE ACTIVA 
TOR) (PROTE IN SXY) . //O. 39 : 94 : 34//HAEM0PHI LUS INFLUENZAE. //P43779 
F-PLACE 3000 169//! !! ! ALU SUBFAMILY SP IARNING ENTRY • ! ! !//5. 6«-28: 
99:59//HOMO SAPIENS (HUMAN) . //? 391 93 

F-PLACE3000194//PROLINE-RICH PROTEIN LASI7.//0. 91 . 80: 36//SACCHAROM 
YCES CEREVISIAE (BAKER" S YEAST) .//Q 1244 6 

F-PLACE 30001 97//NEUR0F I LAMENT TRIPLET M PROTEIN (160 KD NEUROF I LAM 
ENT PROTE I N) (NF-M) . //O. 24: 119: 32//GALLUS CALLUS (CH I CKEN) . //PI 605 
3 

F-PLACE3Q00I 99//EXTENS I N PRECURSOR (CELL IALL HYDROXYPROL IKE-RICH 
GLYCOPROTE IN). //O. 76:87: 3 7//N 1 COT I ANA TABACUN (COMMON TOBACCO) . //P 
13983 

F-PLACE3000207//! • M ALU SUBFAMILY J IARNING ENTRY M M//4. 5t-09:3 

2:78//HOMO SAPIENS (HUMAN). //P3 9 1 88 

F-PLACE30O0208 

F-PLACE30002I8//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY !!!!//7.2e-34: 
96:70//HOMO SAPIENS (HUMAN) . //P3 9 1 94 

F-PLACE3000220//OSTEOCALC IN (GAMMA-CARBOXYGLUTAMIC ACID-CONTAINING 
PROTEIN) (BONE CLA- PROTEIN) (BGP). //O. 46: 1 3: S3//CANIS FAN I LIAR I S 
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(DOG). //P8 1455 

F-PUCE3000221//!!!! ALU SUBFAMILY J IARNING ENTRY !!! !//Z. 8e-24: 1 
78:4S//HOMO SAPIENS (HUMAN). //P3 9 168 

F-PLACE 30002 26//30S RIBOSOMAL PROTEIN SI8.//0. 98: 38: 34//NE I SSE R I A 
GONORRHOEAE. //00781 5 

F- PLACE 30002 30//METALLOTH I ONE I N (MT) . //O. 97: 25:48//0RE0CHROMIS MOS 
SAMBICUS (MOZAMBIQUE T I LAP I A) (T I LAP I A NOSSAMBICA) . //PS2726 
F-PLACE 300024 2//ME LAN OMA-ASSOC I ATED ANTIGEN 8 (MACE-8 ANTIGEN).// 
B.0e-2I:I21:39//HOMO SAPIENS (HUMAN). //P43 361 

F- PUCE 30002 44//PR0TE IN TSG24 (ME I OTIC CHECK POINT REGULATOR).//?. 
30-125: 264 .87//MUS MUSCULUS (MOUSE). //P5399S 

F-PLACE3000254//RT0A PROTEIN (RATIO-A) .//O. 99: 142: Z3//DICTY0STELIU 
M DISCOIDEUM (SLIME MOLD) . //P 54681 

F-PLACE3000271 //!!!! ALU SUBFAMILY J IARNING ENTRY > ! ! !//2. 2a-12:6 
3:53//HOMO SAPIENS (HUMAN). //P3 9 168 

F-PLACE 3000 2 76//C0LLACEN ALPHA l(VIII) CHAIN PRECURSOR (ENDOTHELIA 
L COLLAGEN). //I. 0: SS: 38//HOMO SAPIENS (HUMAN). //P2 76 58 
F-PLACE30003Q4//0NA-BINOING P52/PIO0 COMPLEX. 100 KD SUBUNIT (FRAG 
MENTS) . //0. 0028 : 3 1 : S4//K0M0 SAP I ENS (HUMAN) . //P30808 . 
F-PLACE30003IO//ATROPHIN-1 (DENTATORUBRAL-PALL I DOLUYS I AN ATROPHY P 
R0TEIN).//0.98:82:34//RATTUS NORVECICUS (RAT).//P54258 
F-PLACE3O0O32O 

F -P LACE 30003 2 2//GLYC I NE- R I CH CELL IALL STRUCTURAL PROTEIN 1 PRECUR 
SOR.//2.2«-22:6t:52//ORYZA SATIVA (RICE). //P25074 
F-PLACE 3000331 //SMALL PROLINE-RICH PROTEIN II (SPR-I I) (CLONE 174 
N).//0. 32:15:S3//HOMO SAPIENS (HUMAN). //P22S32 

F-PLACE3Q00339//CHORION PROTEIN S19.//0. 34:89: 37//D8OS0PHILA VIRIL 
IS (FRUIT FLY).//P24516 

F- PLACE 300034 1 //NADH-UB I QU I NONE OX IDOREDUCTASE CHAIN I (EC 1.6.5. 
3) (FRAGMENT). //I. 0: 47 : 38//C0TURN IX COTURNIX JAPONICA (JAPANESE QU 
AIL5.//P24968 

F-PLACE3000350//SERINE/THREON IKE-PROTEIN KINASE SULU (EC 2.7.1.-). 
//3. 9«-50: 168:60//CAENORHABDITIS ELEGANS. //P46549 
F-PLACE3000352//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY ! ! < !//7. 8«-29: 
76: 71 //HOMO SAPIENS (HUMAN) . //P39 1 94 

F-PLACE30003S3//POLYPEPTIDE N-ACET YLGALACTOSAM I NYLT RANSFE RASE (EC 
2.4.1.41) (PROTEIN- UDP ACETYLGALACTOSAM I NYLTRANSFERASE) (UDP-CALN 
AC: POLYPEPTIDE. N- ACETYLGALACTOSAN I NYLTRANSFERASE) (GALNAC-TI) . // 
3.0e-09:100:41//HOMO SAPIENS (HUMAN). //Q 10472 

F-PLACE3000362//HYPOTHET I CAL PROTEIN TP0064.//I. 0: 75: 26//TREPONEMA 

PALLIDUM. //083 103 
F-PLACE3000363//METALLOTHIQNEIN (NT) . //O. 067:42: 33//ASTACUS FLUVIA 
TILIS (BROAD-FINGERED CRAYFISH) (ASTACUS ASTACUS) . //PS5951 
F-PLACE300036S//LYSIS PROTEIN (E PROTEIN) (GPE).//1.0:6S:27//BACTE 
RIOPHAGE PHI-K.//Q38040 

F-PLACE3000373//RETROV I RUS- RELATED ENV POLYPHOTE I N. //I . 5e- 1 8 : 90 : 47 

//HOMO SAPIENS (HUMAN) . //PI 0267 

F-PLACE3000388 

F-PLACE 3000 39 9//! ! ! ! ALU SUBFAMILY SP IARNING ENTRY ! ! ! !//6. 3«-45: 

60:75//HOM0 SAPIENS (HUMAN). //P39 193 

F-PLACE3000400 

F-PLACE300040I//! !!♦ ALU SUBFAMILY J IARNING ENTRY ! ! ! !//3. 6e-09: 4 
6:73//H0M0 SAPIENS (HUMAN) . //P391 88 

F-PLACE 300040 2//! !! ! ALU SUBFAMILY J IARNING ENTRY !!! »//Q. 036:43 
44//H0M0 SAPIENS (HUMAN) . //P3 91 88 

F-PLACE3000405//POSTERI0R PITUITARY PEPTIDE. //O. 70: 25: 40//BOS TAUR 
US (BOVIKE).//P011S4 ' 

F-PLACE3000406//! ! • ! ALU SUBFAMILY SX IARNING ENTRY !!!!//4.3e-09 
49:67//H0M0 SAPIENS (HUMAN). //P39 195 

F-PLACE30004I3//MALE SPECIFIC SPERM PROTEIN MST87F.//0. 12:42: 40//D 
ROSOPHILA MELANOGASTER (FRUIT FLY).//P08175 

F-PLACE30004I6//CYLICIN I (MULTIPLE-BAND POLYPEPTIDE l).//0.67:23 
6: 21 //BOS TAURUS (BOVINE) .//P3 566 2 

F-PLACE 30004 2 S//PROL I NE-R I CH PEPTIDE P-B.//0. 45: 19:42//HOMO SAPIEN 
S (HUMAN) . //P0281 4 

F-PLACE 30004 5 5// AME LOCEN I N. CLASS I PRECURSOR. //0. 0073: 81 :43//BOS 
TAURUS (BOVINEJ.//P028I7 

F-PUCE30OO475//8.6 KO TRANSGLUTAMINASE SUBSTRATE. //1 . 0: 53: 32//TAC 
HYPLEUS TRIOENTATUS (JAPANESE HORSESHOE CRAB). //P8 128 1 
F-PLACE3000477//MUSCAR I Nl C TOXIN 7 (NT-7).//0. 13:55: 32//OENOROASP I 
S ANCUSTICEPS (EASTERN GREEN MAMBA) . //P80970 

F-PLACE4000009//MYOSIN HEAVY CHAIN. SMOOTH MUSCLE ISOFORM (SMMHC) 
(FRAGMENT). //7. Oe-1 9: 180: 27//HOMO SAPIENS (HUMAN). //P3 5749 
F-PLACE400001 4//X-L INKED HELICASE II (X-LINXED NUCLEAR PROTEIN) (X 
NP).//3.2»-15:l93:30//HOMO SAPIENS (HUMAN) . //P46I0O 
F-PLACE4000034//BRI0E OF SEVEN LESS PROTEIN PRECURSOR. //O. 0024 97 2 
9//DROS0PHIU MELANOGASTER (FRUIT FLY). //P2281 S 

F-PLACE4000049//! ! ! ! ALU SUBFAMILY SQ IARNING ENTRY 1! ! !//3. Se-32 : 
79:75//HOMO SAPIENS (HUMAN) . //P391 94 

F-PLACE4000052//ATP-BINOING CASSETTE TRANSPORTER 1 . //2. 2e~99: 1 78 : 9 
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7//NUS NUSCULUS (MOUSE). //P41 233 

F-PLACE4000063// IMMEDI ATE-EARLY PROTE I M. //O. 0017:159: 2S//HERPESV I ft 

US SAIilRI (STRAIN 11).//Q0I042 

F-PLACE4000089 

F-PLACE4Q00093 

F-PLACE4Q00100//MH ALU SUBFAMILY J IARNINC ENTRY M ! !//1 . S«-|4:6 
8 : S0//H0NO SAP I ENS (HUNAN) . //P391 88 

F-PLACE4000106//1A PROTEIN (CONTAINS: HELICASE: NETHVLTRANSFERASE 
3.//1. 0:46: 41 //BROAD BEAN MOTTLE V I RUS. //Q00020 

F-PLACE4000I28//HYPOTHETICAL PROTEIN E-1 IS. //0. 00020: lOt : 30 //HUNAN 

ADENOVIRUS TYPE 2.//P03290 
F-PLACE4000129//CORNIFIN B (SMALL PROLINE-RICH PROTEIN IB) (SPR-I 
B) (14.9 KD PANCORNULIN).//0. 15: 57: 31 //HOMO SAPIENS (HUMAN). //P2 25 
28 

F-PLACE4000131 

F-PLACE4000 1 47//C0MPETENCE PHEROMONE PRECURSOR. //I. 0:45: 24//BAC I LL 
US SUBTILIS.//P45453 

F-PLACE40001S6//ZINC FINCER PROTEIN 136.//2. 1e-88: 194:59//H0MO SAP 
I ENS (HUMAN) . //P52 737 

F-PLACE4000192//ZINC FINCER PROTEIN 142 (KIAA0236) (HA4S54) . //O. 08 
3 : 1 48 : 26//HOM0 SAP I ENS (HUMAN) . //P52746 

F-PLACE400021 1//CALPH0T I N. //O. 20 : 43 : 39//DR0S0PHI U MELANOGASTER (F 
RUIT FLY).//Q02910 

F-PLACE4000222//! ! ! ! ALU SU8FAN1LY J IARNINC ENTRY ! ! ! !//! . Ie-0S:2 
0:8S//H0M0 SAPIENS (HUMAN) . //P39188 

F-PLACE4000230//DI HYDROFOLATE REDUCTASE (EC 1.5.1.3) / THYMIDYLATE 

SYNTHASE (EC 2. 1 . 1 . 45) (DHFR-TS) .//1. 0:9$: 28//TRTPANOS0MA BRUCE I 
BRUCEI.//Q27783 
F-PLACE4000233 

F-PLACE4000247//METALLOTH I ONE IN (MT).//1. Oe-05: 34: 41 //PLEURONECTES 

PUTESSA (PLAICE).//P07216 
F-PLACE4000250//VPU PROTE I N (ORF-X PROTE I N) (UPX PROTE I N) . //O. 99 : 3 
3 : 42//CAPR I NE ARTHR I T I S ENCEPHAL IT IS VIRUS (CAEV) . //P3 1 834 
F-PLACE4Q00252//MALE SPEC I F IC SPERN PROTE I N HST84DB. //O. 42 : 24: 45// 
DROSOPHILA MELANOGASTER (FRUIT FLY) . //Q01643 

F-PLACE4000259//PRE-MRNA SPLICING HELICASE BRR2 (EC 3.6. 1. -).//3.S 
e-09:189:32//SACCHARONYCES CEREVISIAE (BAKER* S YEAST) . //P32639 
F-PLACE4000261 //PEREGRIN (BR140 PROTEIN) ,//5. 0«-l 1 : 103: 37//HOMO SA 
PI ENS (HUMAN). //P55201 

F-PLACE4000269// INTRACELLULAR PROTEIN TRANSPORT PROTEIN US01.//0.0 
37:I81:25//SACCHAR0NYCES CEREVISIAE (BAKER'S YEAST) . //P2S38S 
F-PLACE4000270//COAGULATION FACTOR VII PRECURSOR (EC 3.4.21.21).// 
1.0:46:39//MUS NUSCULUS (MOUSE) . //P 703 7 5 

F-PLACE4000300//50S RIBOSOMAL PROTEIN L32.//0. 81 :2B:46//THERMU$ AO 
UATICUS (SUBSP. TKERM0PHILUS).//P80339 

F-PLACE4000320//FKBP-RAPAMYCIN ASSOCIATED PROTEIN (FRAP) (RAPANYCI 
N TARGET PROTEIN).//l.6e-29:44:93//HOMO SAPIENS (HUMAN) .//P42 345 
F-PLACE4Q00323 

F-PUCE4000326//PARATHYMOSIN.//0.0018:54:48//HOMO SAPIENS (HUMAN). 
//P20962 

F-PLACE4000344//EP I DERMAL GROWTH FACTOR (EGF) (FRAGMENT) . //O. 97 : 2 
8:42//SUS SCROFA (PIG) . //QO0968 

F-PLACE40003S7//NEUROTOXIN I (TO* IN SHP-I) (SHNA) (NEUROTOIIN SHI 
).//1.0:33:36//STOICHACTIS HELI ANTKUS (CARRIBEAN SEA ANEMONE) (ST I 
CHOOACTYLA HELI ANTHUS) . //PI9S5I 

F-PLACE4000369//EXTENSIN PRECURSOR (PROLINE-RICH GLYCOPROTEIN).// 
0. 07 1 : 42 : 42//S0RGHUM VULCARE (SORGHUM) . //P24 1 52 

F-PLACE4000379//!!!! ALU SUBFAMILY SP IARNINC ENTRY ! ! ! I//1.4«-IC: 
54:77//H0M0 SAPIENS (HUMAN). //P391 93 

F-PLACE4000387//PH0T0SYSTEM 1 1 4 KD REACTION CENTRE PROTEIN PRECUR 
SOR.//0. 25:21 :52//H0RDEUM VULGARE (BARLEY). AND SECALE CEREALE (RY 
E).//P25877 

F-PLACE4000 3 92//FERROCHELATASE (EC 4.99.1.1) (PROTOHEME FERRO-LYAS 
E) (HEME SYNTHETASE) (FRAGMENT) . //0. 91 : 36: SO//YERS IN I A PSEUDOTUBER 
CULOSIS.//Q05338 

F-PLACE40004Q1//MM ALU SUBFAMILY SQ WARNING ENTRY • ! ! !//4. 4e-Z9: 
96:67//H0M0 SAPIENS (HUMAN). //P391 94 

F-PLACE400041 !//!!!! ALU SUBFAMILY J IARNINC ENTRY !!!!//{. 3t-1 8:4 
t:73//HOMO SAPIENS (HUMAN) . //P391 88 

F- PLACE40004 3 1 / /PRE-NRNA SPLICING HELICASE BRR2 (EC 3.6. 1. -).//5.4 
e-21:237:33//SACCHARONYCES CEREVISIAE (BAKER' S YEAST) . //P32639 
F-PLACE4000445//HYP0THET I CAL 99.7 KD PROTEIN IN SOLI 5' REGION PREC 
URSOR.//0. 00081: 210: 26//SACCHAROMYCES CEREVISIAE (BAKER' S YEAST)./ 
/P40442 

F-PLACE40004S0//TRANSCR I PT ION FACTOR HBP- 1 A (HI STONE- SPECIFIC TRAN 
SCRIPT ION FACTOR HBP1).//0.020:87:33//TRITICUM AESTIVUM (VHEAT) . // 
P23922 

F-PLACE4000465/ /NETALLOTH I ONE I N- 1 L (NT- 1 L) (MT1X) . //O. 20: 18: 38//H0 
MO SAPIENS (HUMAN). //P80297 

F-PLACE4000487//!!!! ALU SUBFAMILY J IARNINC ENTRY ! ! ! !//1 . St-19:7 
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3:52//HOMO SAPIENS (HUMAN) . //P39 1 88 
F-PLACE4000489 

F-PLACE4Q00494//NPC DERIVED PROLINE RICH PROTEIN 1 (NDPP-1) . //O. I 
7:130: 30//MUS NUSCULUS (MOUSE) . //Q03 1 73 

F-PLACE 400052 I //RETROV I RUS -RELATED POL POLYPROTEIN [CONTAINS: REVE 
RSE TRANSCRIPTASE (EC 2.7.7.49): ENDONUC LEASE] (FRAGMENT). // 3. 0«-0 
S:SO:36//MUS NUSCULUS (MOUSE) . //P 1 0400 

F-PLACE40O0522//NEUROGENIC LOCUS NOTCH HOMO LOG PROTEIN 1 PRECURSO 
R.//1.8e-45:231:47//RATTUS NORVEGICUS (RAT) . //Q07008 
F-PLACE4000548//CYTOCHROME C-S51 <CS51).//0, 96:SO:34//ECT0THIORH0D 
OSPIRA HAL0PHILA.//POO122 

F -PLACE 40005S8//PROBABLE UBIQUITIN CARBOXYL -TERMINAL HYDROLASE FAF 
(EC 3.1.2.15) (UBIQUITIN THIOLESTERASE FAF) <U8 1 QUIT IN-SPECIFIC P 
ROCESSINC PROTEASE FAF) (DEU8IQU1 TINATING ENZYME FAF) (FAT FACETS 
PROTEIN).//1.6«-28:223:3S//DROSOPHILA MELANOGASTER (FRUIT FLY) //P 
55824 

F-PLACE4000581 //P- SELECT I N PRECURSOR (GRANULE NENBRANE PROTEIN 14 
0) (CMP- 1 40) (PADGEN) (CD62P) (LEUKOCYTE-ENDOTHEL I AL CELL ADHESION 
MOLECULE 3) (LECAM3) . //9. 7e-l 1 : 166:28//H0M0 SAPIENS (HUMAN) .//PI 6 
109 

FtPLACE4000590//POL POLYPROTEIN [CONTAINS: PROTEASE (EC 3.4.23.-): 
REVERSE TRANSCRIPTASE (EC 2.7.7.49): ENDONUCLEASE].//! .6«-17: 134: 
3S//GIBB0N APE LEUXENIA VIRUS.//P21414 

F-PLACE4000593//GONADOTROP IN-RELEASING HORMONE RECEPTOR (GNRH-R) , / 
/1.0:S4:29//RATTUS NORVEGICUS (RAT) . //P30969 

F-PLACE40006I2//CAG POLYPROTEIN [CONTAINS: CORE PROTEIN PIS: INNER 
COAT PROTEIN PI 2: CORE SHELL PROTEIN P30]. //2. 6«-l4:221 : 32//MOLON 
EY MURINE SARCOMA VIRUS (STRAIN TSl 10).//P32594 
F-PLACE4000638//HYPOTHET I CAL 9.3 KD PROTEIN IN NRD8-INAA INTERGENI 
C RECION.//O.65:37:40//ESCHERICHIA C0LI.//P379I0 
F-PLACE4000650//ZINC FINGER PROTEIN 16 (ZINC FINGER PROTEIN K0X9) 
(FRAGMENT) .//1 .0:33: 33//H0M0 SAPIENS (HUMAN) . //PI 7020 
F-PLACE40006S4 

F-PLACE4000670//HYP0THET I CAL 44.1 KD PROTEIN IN RPB5-CDC28 INTERGE 
NIC REGION. //I . 6e-07: 161 : 25//SACCHAR0MYCES CEREVISIAE (BAKER S YEA 
ST).//P33313 

F-SKNMC 100001 1 //PUTATIVE IMPORTIN BETA -4 SUBUNIT (KARYOPHERIN BET 
A-4 SUBUNIT). //7. 4«-1 5: 223: 31//SCHIZ0SACCHAR0MTCES POMBE (F I SS I ON 
YEAST). //0601 00 

F -SKNMC 1 00001 3//TRANSCR I PT I ON FACTOR BF-2 (BRAIN FACTOR 2) (BF2) 
(CBF-2) (T-l 4-6). //O. 0013: 128: 35//GALLUS GALLUS (CHICKEN). //Q98937 
F-SKNMC 1 000046//CUT I CLE COLLAGEN 1.//0. 0010: 154: 33//CAEN0RHABD I T 1 S 
ELEGANS.//P08I24 

F-SKNMC 1000050//CALPA IN 2. LARGE [CATALYTIC] SUBUNIT (EC 3.4.22.1 
7) (CALCIUM-ACTIVATED NEUTRAL PROTEINASE) (CANP) (M-TYPE) . //3. 2e-4 
1 : 87 : 98//HOMO SAPIENS (HUMAN) . //PI 7655 

F-SKNMC 1 00009 1//NTAK PROTEIN (NEURAL- AND THYMUS- DERIVED ACTIVATO 
R FOR ERBB KINASES) .//0. 0032: 154:35//H0M0 SAPIENS (HUMAN) . //0 145 1 1 
F-THYR01000017//PUTATIVE PYRIDOXAMINE 5' -PHOSPHATE OXIDASE (EC I. 
4.3.5) (PNP/PMP 0XIOASE).//1.6«-23:124:37//CAENORHABOlTlS ELEGANS. 
//Q20939 

F-THYR01 000026//!!!! ALU SUBFAMILY SC IARNINC ENTRY H ! !//3. Qa-1 3: 
54:66//HOM0 SAPIENS (HUMAN) . //P39 1 92 

F-THYR01 000034//HYPOTHET I CAL 10.4 KD PROTEIN. //O. 16: 44: 34//HEPAT I T 
IS B VIRUS (SUBTYPE ATI) . //P03163 

F-THYROI000035//CAMPATH-1 ANTIGEN PRECURSOR (C0S2 ANTIGEN) (C0I52) 
(CAMBRIDGE PATHOLOGY 1 ANTIGEN) . //0. 83: 59: 37//NACACA FASCICULAR IS 
(CRAB EATING MACAQUE) (CYNOMOLGUS MONKEY) . //P 3 276 3 

F-THYR01000040//60S RIBOSOMAL PROTEIN L37 (FRAGMENT) .//O. 25: 23: 39/ 

/BOS TAURUS (B0VINEK//P79244 

F-THVROI000070//HYPOTHETICAL 29.3 KD PROTEIN (0RF92).//2.3e-1 1 : 13 
3 3G//ORCYIA PSEUDOTSUGATA MULT (CAPS ID POLYHEDROSIS VIRUS (OPMNPV 
).//Ol0341 

F-THYR01000072//C-PR0TEIN. SKELETAL MUSCLE SLOf - 1 SOFORM. // 1 . 5e-14: 
205:29//HOM0 SAPIENS (HUMAN) . //QOOB72 
F-THYRO 1000085 

F-THYR01000092//SPERN MITOCHONDRIAL CAPSULE SELENOPROTEIN (HCS).// 

0.063:S9:33//HONO SAPIENS (HUMAN) . //P4 9901 

F-THYRO10O0107 

F-THYR0100011I//LINE-1 REVERSE TRANSCRIPTASE H0N0L0G.//5. Oe- 58: 1 1 
0:67//NYCTICEBUS COUCANG (SLON LOR I S) .//P08548 

F-THYR01000I21//SPLICE0S0ME ASSOCIATED PROTEIN 62 (SAP 62) (SF3A6 
6) . //?. 6<-06: 1 34: 35//MUS NUSCULUS (HOUSE) . //Q62203 
F-THYR01000124//TENECIN 3 PRECURSOR. //0. 047: 76: 3S//TENEBR 10 NOLI TO 
R (YELLON NEALIORN).//Q27270 

F-THYRO1O00129//FIBR0SIN (FRAGMENT) . //O. 35:43: 34//NUS NUSCULUS (NO 
USE).//Q60791 

F-THYRO10OO132//!!!* ALU SUBFAMILY J IARNINC ENTRY ! ! * !//8. 7«-l4: 1 

04:42//H0M0 SAPIENS (HUMAN). //P391 86 

F-THYRO10O0156 
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F-THYR01000163//H!! ALU SUBFAMILY SB lARNtHC ENTRY ! ! ! !//J. 7«-20: 
71:71//HOMO SAPIENS (HUNAN). //P39 189 

F-THVRO10OO173//CLATHRIN COAT ASSEMBLY PROTEIN AP47 (CLATHRIN COAT 
ASSOCIATED PROTEIN AP47) (COLO I ADAPTOR AP-I 47 KD PROTEIN) (HA I 

47 KD SUMMIT) (CLATHRIN ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 
I MEDIUM CHAIN).//6.7e-88:2l6:76//MUS MUSCULUS (MOUSE). //P3S5SS 

F-THVR01000186//H!! ALU SUBFAMILY SC RARNINC ENTRY !!!!//*. 96-24: 

72:77//HOMO SAPIENS (HUNAN). //P39I92 

F-THYR01000187 

F-THYR01000I90//PROTEIN TRANSPORT PROTEIN SEC61 BETA 2 SUBUNIT.// 
0.060: SO :42//SACCHAR0MYCES CEREVISIAE (BAKER* S YEAST) .//PS287I 
F-THYRO1000I97 

F-THYRO10OOI99//HYPOTHETICAL 49.8 KD PROTEIN 02007.5 IN CHROMOSOME 

ML //I. Oe-06 : 88 : 35//CAEN0RHABD I T I S ELECANS. //P34379 
F-THYRO 1000206 
F-THYRO 1 000221 

F-THYRO 1000 241 //HYPOTHETICAL 11.8 KD PROTEIN IN HE6S-PK2 INTERCENI 
C REC1ON.//t.0:51:35//AUTOCRAPHA CALIFORNICA NUCLEAR POLYIDROSIS 
VIRUS (ACMNPV).//P4166I 

F-THYRO1Q00242//ZINC FINGER PROTEIN 84 (ZINC FINGER PROTEIN HPF2). 
//7.4«-37:!37:36//HONO SAPIENS (HUMAN). //PS 152 3 

F-THYRO10OQ2S3//DNA-BINOING PS2/P1O0 COMPLEX. 100 KD SUBUNIT (FRAG 
MENTS) . //0. 1 1 : 21 : 52//HONO SAP I ENS (HUNAN) . //P30808 
F-THYR01 000270//NDNN1 PROTEIN PRECURSOR. //0. 40 : 52 : 32//NUS MUSCULUS 
(MOUSE). //Q62477 

F-THVRO1000279//BETA CRY ST ALL IN A4.//0. 97:64 :26//B0S TAURUS (BOVIN 
E). //P1 1842 

F-THYRO1000288//POTENTIAL CAA1 PRENYL PROTEASE 1 (EC 3.4.24.-) (PR 
ENVL PROTEIN- SPECIFIC ENOOPROTEASE 1) (PPSEP D.//3. 4e-4B: 142:42/ 
/SCHIZOSACCHARONYCES PONBE (FISSION YEAST). //Q 10071 
F-THYRO10O032O//ZINC FINGER PROTEIN 14 (ZFP-14) (KROX -9 PROTEIN) 
(FRAGMENT) . //0. 87 : 3 5 : 45//MUS MUSCULUS (MOUSE) . //PI 0755 
F-THYRO10O0327//HYPOTHETICAL 64.7 KD PROTEIN F26E4. 11 IN CHROMOSON 
E I.//0.00010:75:26//CAEN0RHABDITIS ELECANS. //P908 59 
F-THYR01000343//CHROMOGRANIN A PRECURSOR (CCA) {CONTAINS: PANCREAS 
TAT I N : BETA-GRAN IN: tE- 14] . //0. 88 : 1 07 : 26//MUS MUSCULUS (MOUSE) . //P 
26339 

F-THYR01000358//SELEN I UN-BINDING LIVER PROTEIN. //4. 6e-25: 49: 8I//MU 
S MUSCULUS (MOUSE) . //PI 7563 

F-THYR01 000368//L0C0M0T I ON-RELATED PROTEIN H1KARU GENKI PRECURSOR. 
//1.0:136:26//DROSOPHILA MELANOGASTER (FRUIT FLY).//Q09101 
F-THYR0100038I//GAG POLYPROTEIN [CONTAINS: CORE PROTEIN PI 5; INNER 
COAT PROTEIN PI 2: CORE SHELL PROTEIN P30; NUCLEOPROTE I N P10].//0. 
032:99:3S//SINIAN SARCOMA VIRUS.//P0333O 

F-THYRO10O0387//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L) . //0. 90: 
46:30//HALICH0ERUS GRYPUS (GRAY SEAL) . //P38592 

F-THYRO10O0394//SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//0. 00019:48: 37//H0M0 SAPIENS (HUMAN) . //P22531 
F-THYR01000395//RINC CANAL PROTEIN (KELCH PROTE IN) . //! . 2e-33: 186 : 3 
8//DR0S0PHILA MELANOGASTER (FRUIT FLY) . //Q046S2 

F-THYR01 000401 //SOS R I BOSOMAL PROTEIN L7/LI2 (FRAGMENT). //O. 57:67 : 
3 1 //STAPHYLOCOCCUS AUREUS. //P48860 

F-THYR0I000438//ATP SYNTHASE PROTEIN 8 (EC 3.6.1.34) (A6L).//1.0:4 
2:38//STRONGYLOCENTROTUS PURPURATUS (PURPLE SEA URCHIN). //PI 5997 
F-THYR01 0004S2//BACTER IOC I N CARNOBACTER I OC I N A PRECURSOR (PI SCI COL 
IN 61).//0.31:34:44//CARN0BACTERIUM PISCIC0LA.//P38578 
F-THYRO 1 00047 t//! ! ! ! ALU SUBFAMILY SQ RARNINC ENTRY ! ! ! !//2. U-31 : 
94:72//H0M0 SAPIENS (HUNAN) . //P391 94 

F-THYR01000484//!!!! ALU SUBFAMILY SX RARNINC ENTRY ! ! ! !//5. 9«-08: 
30:86//H0M0 SAPIENS (HUMAN). //P39 195 

F-THVR01000488//EARLY NODULIN 55-2 PRECURSOR (N-55-2) (NODULIN-31 
5) . //O. 93 : 98 : 27//GLYC I NE MAX (SOYBEAN) . //Q0291 7 
F-THYR0I0O0501//DOIN RECULATORY PROTEIN OF INTERLEUXIN 2 RECEPTOR. 
//2.4t-S1:198:S0//MUS MUSCULUS (MOUSE) .//PI 5533 

F-THYR01 000502//HUNCHBACX PROTEIN (FRAGMENT). //O. 84:41 :43//APIS NE 
LLIFERA (HONEYBEE). //P3 1504 

F-THYR01 000505//HYPOTHET I CAL BHLF1 PROTEIN. //O. 99:23! :33//EPSTE I N- 
BARR VIRUS (STRAIN B95-8) (HUNAN HERPESVIRUS 4).//P0318! 
F-TXYR01 0005 58//ANT I THROMBIN- 1 1 1 PRECURSOR (ATI 1 1) (FRAGMENT) . //O. 
47:58:37//GALLUS CALLUS (CHICKEN). //Q03 3 52 

F-THYR01 0O0S69//COLLAGEN ALPHA 1(1) CHAIN (FRAGMENTS) . //0. 00048:6 
4: 42//RATTUS NORVEG I CUS (RAT) . //P024S4 

F-THYR01 000570//HYPOTHET I CAL 11.6 KD PROTEIN IN ACSI-GCV3 INTERGEN 
IC REGION. //O. 94:61 : 32//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST)./ 
/P39725 

F-THYR01 0005B5//SPL I C I NG FACTOR. ARGININE/SERINE-RICH 6 (PRE-MRNA 
SPLICING FACTOR SRP55).//0.050: I04:36//HOMO SAPIENS (HUMAN). //Q 132 
47 

F-THYR01 000596// INFECTED CELL PROTEIN ICP34.5 (NEUROV I RULENCE FACT 
OR 1CP34.S).//0.99:37:40//HERPES SIMPLEX VIRUS (TYPE t / STRAIN NG 



H-10).//P37319 

F-THVRO10O0S02//EAMZP3O-47 PROTEIN (FRAGMENT) . //O. 86 : 6 I : 34//E I MER I 
A ACERVULiNA. //P21959 

F-THVRQ1 000605//SUPPRESSOR PROTE IN SRP40. //O. 001 6 : 1 16 : 26//SACCHAR0 
MYCES CEREVISIAE (BAKER'S YEAST) . //P32S83 

F-THVR01000625//M!! ALU SUBFAMILY SQ IARNING ENTRY ! ! ! !//3. 4t-33: 
88:78//HOMO SAPIENS (HUMAN) . //P391 94 

F-THYR0 1 00063 7//METALL0TH I ONE I N A (NT A).//1.0:23:43//SPARUS AURAt 
A (CILTHEAO SEA BREAM) . //P52727 

F-THYRO 1000641 //PHOTOS YSTEM II 10 KD PHOSPHOPROTE I N. //O. 99:26:46// 
CYAN ID I UN CALOARIUM (CALOIERIA SULPHURARIA).//019925 
F-THVR01000658//I!!! ALU SUBFAN I LY SB IARNING ENTRY !!!!//!. 5«-49: 
1 1 6 : 69//HOMO SAP I ENS (HUMAN) . //P39 1 89 

F-THVRO1000662//DNA-OAMACE- INDUCIBLE PROTEIN P.//3. 7«-15: 1 19:43//E 
SCHERICHIA C0LI.//Q47IS5 

F-THYROI000666//KINES IN-LIKE PROTEIN KLPI.//1. 0«-44:232:41//CHLANY 
DOMONAS RE I NHARDT 1 1 . //P46870 

F-THYR01000676//!!!! ALU SUBFAMILY SP IARNING ENTRY !!!!//2. It- 15; 
144:39//HOM0 SAPIENS (HUMAN). //P39 193 

F-THYRO 1 000684//HYPOTHET I CAL 73.5 KD PROTEIN IN SCS3-RPS2 INTERGEN 
IC REGION. //O. 00033: 84: 30//SACCHARONYCES CEREVISIAE (BAKER S YEAS 
T).//PS3»29 

F-THYR01 000699//!!!! ALU SUBFAMILY SC IARNING ENTRY ! ! ! !//0. 97 : 20: 
8S//H0M0 SAPIENS (HUMAN) . //P391 92 

F-THYRO10O07I2//!!! ! ALU SUBFAMILY J IARNING ENTRY ! M !//4. 2»-| 0. 6 
9:S9//HOMO SAPIENS (HUMAN). //P3 9 188 

F-THYRO1000715//SALIVARY PROLINE-RICH PROTEIN PRECURSOR (CLONES CP 
3. CP4 AND CPS) [CONTAINS: BASIC PEPTIDE IB-6: PEPTIDE P-H].//4.6 
e-10:2O4:32//HOMO SAPIENS (HUMAN) . //P04 280 
F-THYRO 1 000734 

F-THVR01 000748/ /HYPOTHET I CAL PROTEIN KIAA0411 (FRAGMENT) .//! . 8e-4 
6:130:70//HOMO SAPIENS (HUMAN). //043295 

F-THYR0 1 0007 56/ / ALPHA-N-ACETYLGALACTOSAM I N I DE ALPHA-?. S-SIALYLTRAN 
SFERASE (EC 2.4.99.-) (ST6GALNACI 1 1) (STY). //I. 1 e-06 : 95 : 3 1 //RATTUS 

NORVEG I CUS <RAT).//Q64686 
F-THYRO1000777//CUTICLE COLLAGEN 2C (FRAGMENT) . //O. 0031 : 119: 34//HA 
EMONCHUS C0NT0RTUS.//P16252 

F-THYR01000783//MYOSIN IC HEAVY CHAIN. //O. 0014: 1 21 : 37//ACANTHAMOEB 
A CASTELLAN 1 1 (AMOEBA) . //PI 0569 

F-THYR01 000787//HUNCHBACK PROTE IN (FRAGMENT) . //O. 54 : 25 : 52//PH0LCUS 

PHALANG I 0 I DES. //Q0203 I 
F-THYRO1000793//PRE-MRNA SPLICING FACTOR PRP9. //O. 9 1 : 30 : 36//SACCHA 
ROMYCES CEREVISIAE (BAKER - S YEAST) . //PI 9736 
F-THYRO 1000796 

F-THYRO1000805//HYP0THETICAL 7.3 KD PROTEIN IN 100 KD PROTEIN REG i 
ON.//0.081:31:38//HUNAN ADENOVIRUS TYPE 41.//P2369! 
F-THYR01 00081 S//!!!! ALU SUBFAMILY SX IARNING ENTRY « ! ! !//6. Oe-30 : 
81 :70//HOMO SAPIENS (HUMAN). //P39 195 . 

F-THYR01 000829//NEUROTOX IN III (BOM III). //O. 022 : 32 : 34//BUTHUS OCC 
ITANUS MARDOCHEI (MOROCCAN SCORPION) . //PI 3488 

F-THYR01 000843//HYPOTHET I CAL 7.7 KD PROTEIN IN GENES 5-4 INTERCENI 
C REGION (ORF 109) . //O. 98: 25: 44//BACTER I OPHAGE P22.//P267S0 
F-THYR01 0008 5 2// SULFATED SURFACE GLYCOPROTEIN 165 (SSG 185). //7. 3 
e-09 : 83 : 42//VOLVOX CARTER I . //P21 997 
, F-THYRO 10008 5 5//ANT1 FREEZE PEPTIDE 4 PRECURSOR. //I . 0: 54: 3S//PSEUD0 
PLEURONECTA ANERICANUS (I INTER FLOUNDER) . //P02734 
F-THYRO 1 000865/ / ! ! ! ! ALU SUBFAMILY J IARNING ENTRY ! ! ! !//5. 2«-l 7 6 
6:57//HOMO SAPIENS (HUNAN) . //P3 91 88 

F-THVR01000895//!!!! ALU SUBFAMILY SB IARNING ENTRY ! I ! !//1 . 0«-l 2 : 
56:62//HOMO SAPIENS (HUMAN). //P3 9 189 

F-THYR01000916//!!!! ALU SUBFAMILY SB IARNING ENTRY ! ! ! !//2. 0«-32 : 
I0l:69//HOMO SAPIENS (HUMAN) .7/P39 189 

F-THYRO 10O0926//N I TROC£N FIXATION REGULATORY PROTEIN. //5. 5<-0S: 10 
8:27//KLEBSlELU 0XYT0CA.//PS6267 

F-THYR0 1 000 9 34//PY R ROL I NE- 5 -CARBO I Y LATE REDUCTASE (EC 1.5:1.2) (PS 
CR) (P5C REDUCTASE).//!. 96-50.147: 40//HOM0 SAPIENS (HUMAN) . //P32 32 
2 

F-THVR01 00095 1 //D I HYDROXY ACETONE KINASE (EC 2.7.1.29) (CLYCERONE K 

INASE) . //1 . 8«-31 : 1 36 : 56//C I TROBACTER FREUNDI I.//P45510 

F-THYR01 000952//HYPOTHET I CAL 162.0 KD PROTEIN IN NMD5-H0M5 INTERGE 

NIC RECI0N.//2. 4«-05: 91 :34//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 

T).//P47I70 

F-THYR01000974//MITOCHONDRIAL A TP-DEPENDENT RNA HELICASE SUV 3 PREC 
URSOR.//1.0:35:40//SACCHARONYCES CEREVISIAE (BAKER'S YEAST).//P32S 
80 

F-THYR01 000975 

F-THYROI0O0983//HYPOTKET!CAL 48.1 KO PROTEIN B0403. 2 IN CHROMOSOME 

X.//1.3«-20:96:S1//CAEN0RHABDIT1S ELECANS. //Ql 1 076 
F-THYRO10O0984//GTP-BINDING ADP-RIBOSYUTION FACTOR HOMOLOG I PROT 
EIN. //O. Oil: 76: 34//DR0S0PHILA MELANOGASTER (FRUIT FLY).//P25160 
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F-THYROI 000988 

F-THYROI 001 O03//HYPOTHET ICAL 8.1 K0 PROTEIN IN NSCL-RPLQ INTERCEN! 
C RECI0N.//0.97:60:3I//ESCHERICHIA COL I . //P36675 
F-THYRO 100 1031 //!!!! ALU SUBFAMILY SX NARNINC ENTRY !!!«//». 5«-l8: 
S6:66//H0N0 SAPIENS (HUNAN). //P39I9S 

F-THYRO! 00 1 033//TRANSFORMAT I ON -SENS I T I VE PROTEIN IEF SSP 3521. //S. 
Oe-13:126:3S//HOMO SAPIENS (HUNAN) . //P3 1 948 

F-THVROIOOI062//MI! ALU SUBFANILY SQ NARNINC ENTRY ! ! ! !//1 . le-3S: 
97 :79//H0N0 SAPIENS (HUNAN) . //P391 94 

F-THTRO1001093//!!!! ALU SUBFANILY SQ NARNINC ENTRY ! ! ! !//6. 4e-13: 
70:S7//H0MO SAPIENS (HUMAN). //P39I 94 

F-THYR01001100//ZINC FINGER X-LINKED PROTEIN ZXDA (FRAGMENT) . //4. 2 
e-63:219:63//HOMO SAPIENS (HUMAN) . //P98 168 

F-THYR01001120//SPLICEOSOME ASSOCIATED PROTEIN 49 (SAP 49) (SF3B5 
3). //0. 00068: 1 60: 31//K0M0 SAPIENS (HUNAN) . //Q1 S427 
F-THYROI 001 121 //VERY HYPOTHETICAL 20.6 KD PROTEIN C56F8. 1 5 IN CHRO 
MOSOME l.//0.37:IS8:28//SttlZOSACCHAROMYCES POMBE (FISSION YEAST). 
//Q 10263 

F-THYROI 001 133//!!!! ALU SUBFAMILY J WARN INC ENTRY ! M !//7. 3«-15: 5 
9:66//H0MO SAPIENS (HUMAN).//P39I88 

F-THYROI 001 1 34// SAL I VARY »ROLINE-RICH PROTEIN PO (ALLELE M) [CONTA 
I NS : PEPI I DE P-DJ (FRAGMENT) . //0. 00088: 1 59 : 29//HOMO SAP I ENS (KUMA 
N).//P10161 

F-THYR01001142//!!!! ALU SUBFAMILY SQ NARNINC ENTRY ! ! ! !//3. 0«-29: 
81: 71 //HOMO SAPIENS (HUMAN) . //P 39 1 94 

F-THYROI 001 173//CYTOCMROME C OXIDASE POLYPEPTIDE VI IS (EC 1.9.3.1 
).//O.S8:SI:3S//DICTYOSTELIUN DISCOIDEUM (SLIME NOLO) . //P206 1 0 
F-THYR0100H77//!!!! ALU SUBFAMILY SC WARNING ENTRY ! ! ! !//3. Oe-24: 
91:68//H0MO SAPIENS (HUNAN) .//P 39 192 

F-THYROI 001 189//NKR2 PROTEIN (ZINC FINGER PROTEIN 2).//7. 3e-27: 16 
S:39//MUS MUSCULUS (MOUSE) . //P08043 

F-THYROI 001 204//BASIC PROLllC-RICH PEPTIDE P-E (IB-9).//0. 67:42:42 
//HOMO SAPIENS (HUMAN).//P02811 

F-THYROI 001 21 3//!!!! ALU SUBFAMILY SQ NARNINC ENTRY ! ! ! !//2. 9«-1 6: 
61:68//K0MO SAPIENS (HUMAN) .//P39 194 

F-THYRO1001262//!!!! ALU SUBFAMILY SP NARNINC ENTRY !!! !//1 . 46-36: 
50:84//HOMO SAPIENS (HUNAN) . //P39 I 93 

F-THYRO I 00 1271 //HYPOTHETICAL 35.5 KD PROTEIN IN TRANSPOSON TN4556. 
//0. 62: 1 26: 30//STREPTOMYCES FRADIAE. //P20186 

F-THYROI 00 1267//HYPOTHET ICAL 91.2 KD PROTEIN IN RPS4B-SCH9 INTERCE 
NIC RECION.//1.9o-26:208:37//SACCHAROMVCES CEREVISIAE (BAKER* S YEA 
ST).//P38888 

F-THYROI 001 290//G I ANT HEMOGLOB IN Al V CHAIN (FRAGMENT) . //1 . 0 : 3 1 : 38/ 
/LAMELL I BRACH I A SP. (DEEP-SEA GIANT TUBE NORM) . //P2041 3 
F-THYRO 100131 3// VACUOLAR PROTEIN SORTING-ASSOCIATED PROTEIN VPS 5./ 
/O. 00042 :10S:31//SACCHAROMYCES CEREVISIAE (BAKER'S YEAST). //Q92331 
F-THYR0100I320//COLLAGEN ALPHA 1(111) CHAIN. //0. 27: 57:38//BOS TAUR 
US (B0VINE).//P042S8 

F-THYRO1O0132I//!!!! ALU SUBFAMILY J NARNINC ENTRY ! ! ! !//5. S«-20: 7 
4:64//H0M0 SAPIENS (HUMAN). //P3 9 188 

F-THYR0 1001 322//HYPOTHET I CAL 7.2 KD PROTEIN. //0. 66: 49: 30//VACC1NI A 

VIRUS (STRAIN COPENHAGEN). //P2 11 23 
F-THYRO 1 001 347//T0X IN F-VIII PRECURSOR (TOXIN TA2) (TOXIN DAF8) . // 
0. 94:61 :36//DENDROASP IS AUGUST I CEPS (EASTERN GREEN MAMBA).//P01404 
F-THYRO100I363//!!!! ALU SUBFAMILY J NARNINC ENTRY !!! !//0. 0025:2 
3:73//HOMO SAPIENS (HUMAN). //P39 188 

F-THYR0 1 001 36S//MERSAC 1 0 1 1 PRECURSOR. //0. 35: 38: 42//BAC I LLUS SP. (S 
TRAIN HIL-Y8S/54728).//P43683 

F-THYR0100t374//PROTEIN VOLD. //1. 6«-13: 140: 31 //HELICOBACTER PYLORI 

(CAMPYLOBACTER PYLOR I ) . //005729 
F-THYR01001401//!!!! ALU SUBFAMILY SC NARNINC ENTRY ! ! ! !//0. 047: 4 
3:48//HOMO SAPIENS (HUNAN). //P39 192 
F-THYROI 001403 

F-THYROI 00 I405//SMALL PROLINE RICH PROTEIN II (SPR-II) (CLONE 930 
).//0.0068:26:42//HOMO SAPIENS (HUMAN) . //P2253I 
F-THYROI 001 406//PUTAT I VE STEROID DEHYDROGENASE KIK-I (EC 1.1.1.-). 
//3. 1 e-81 : 97 : 83//MUS MUSCULUS (MOUSE) . //O70503 

F-THYROI 001 411 //!!«! ALU SUBFAMILY SP NARNINC ENTRY ! ! ! !//l . 9e-26: 
69:74//HOMO SAPIENS (HUMAN). //P39I93 

F-THYRO1001426//! !!! ALU SUBFANILY SP WARNING ENTRY ! ! ! !//1. 4e-09: 
5S:61//HONO SAPIENS (HUMAN) . //P39193 

F-THYROI 001 434//BETA-DEFENS IN 4 PRECURSOR (BNDB-4) . //0. 68:44 :34//B 
OS TAURUS (B0VINE).//P46162 

F-THYROI 001 458//NY0S IN HEAVY CHAIN. NONMUSCLE TYPE B (CELLULAR MYO 
SIN HEAVY CHAIN. TYPE B) (NMMHC-B) .//3. 8e-64: 216: 62//HOMO SAPIENS 
(HUMAN) . //P35580 

F-THYROI 001 480//!!!! ALU SUBFAMILY SQ NARNINC ENTRY ! ! ! !//9. 3e-29: 
88:75//H0M0 SAPIENS (HUMAN). //P 39 194 

F-THYRO100I487//HOMEOB0X PROTEIN H0X-B4 (HOX-2.S).//0.99:S9: J7//MU 
S MUSCULUS (MOUSE). //PI 0284 
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F-THYROI 001 534//! ! ! ! ALU SUBFAMILY SQ NARNINC ENTRY ! ! ! !//l . 4«-l4 : 
40:82//KOMO SAPIENS (HUMAN). //P3 9 194 

F-THYROI 001 S37//HYPOTHET I CAL 33.8 KD PROTEIN IN TIT 1 -FLOS INTERCEN 
IC REGION. //2.4«-07: 142: 32//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//P38892 

F-THYR01001S41//!!!! ALU SUBFANILY SX NARNINC ENTRY ! ! ! !//0. 98: 26 : 
6 1 //HOMO SAPIENS (HUMAN). //P3 9 195 

F-THYROI001S59//PR0TEIN Q300.//2. 6e-OS:20: 7S//MUS MUSCULUS (MOUSE 

).//Q02722 

F-THYRO 1 00 1570 

F-THYROI 001 573//SPERM MITOCHONDRIAL CAPSULE SELENOPROTEIN (NCS).// 
0. 033:71 :36//MUS MUSCULUS (MOUSE) . //PI 5265 

F-THYROI 001 584//SUPPRESSOR PROTEIN SRP40. //2. 1 e-OS: 188: 27//SACCHAR 
OMYCES CEREVISIAE (BAKER'S YEAST). //P3 2 583 

F-THYROI 001 595// RAS SUPPRESSOR PROTEIN 1 (RSU-1) (RSP-1 PROTEIN) 
(RSP-D.//6. 1 •-21:35 :91//H0M0 SAPIENS (HUMAN). //Q 15404 
F-THYR01001602//TRK SYSTEM POTASSIUM UPTAKE PROTEIN TRKH.//1. 0:57: 
42//HAEM0PHILUS INFLUENZAE. //P44843 

F - THY RO 1 00 1 6 OS// VENOM BASIC PROTEASE INHIBITORS IX AND VI I 18. //I. 
0:34:38//BUNCARUS FASCIATUS (BANDED KRAIT).//P2S660 
F-THYR010016I7//!!!! ALU SUBFANILY SQ NARNINC ENTRY ! i ! !//7. Oe-18: 
5S.81//HOMO SAPIENS (HUMAN) . //P39 1 94 

F-THYROI 00)637//! ! !! ALU SUBFAMILY SX NARNINC ENTRY !!! !//0. 00020 : 
25:80//H0MO SAPIENS (HUMAN) . //P39 1 95 

F-THYR01001656//PR0LINE-RICH PROTEIN NP-2 PRECURSOR. //O. 0091 : 54 . 42 
//MUS MUSCULUS (MOUSE). //POS 142 

F-THYROI 00 1661 //HYPOTHETICAL 21.1 KD PROTEIN IN SSR-SERA INTERGENI 
C REGION (O182).//0.O33:77:3S//ESCHERICHIA COLI. //P09I60 
F-THYR01001671//(2'-5 )OLIGOADENYUTE SYNTHETASE I (EC 2.7.7.-) ( 
(2-5')OLIGO(A) SYNTHETASE 1) (2-SA SYNTHETASE 1) (P46/P4I) (E18/E1 
6) . //4. 3e-34: 207: 34//H0NO SAPIENS (HUMAN) . //P00973 
F-THYRO! 00 167 3//!! !! ALU SUBFAMILY SQ NARNINC ENTRY ! ! ! »//3. 9«-08 : 
49:65//H0MO SAPIENS (HUNAN).//P39I94 

F-THYROI 001 703//HYPOTKET I CAL 69.8 KD PROTEIN IN BDFI-SFP1 INTERCEN 
IC REGION. //6.4e-1 6: 134: 35//SACCHAROMYCES CEREVISIAE (BAKER'S YEAS 
T).//Q060S3 
F-THYR01001706 

F-THYROI 001 721 //RING CANAL PROTEIN (KELCH PROTEIN) .//2. 7«-27: 191 : 3 
6//DR0S0PHIU MELANOGASTER (FRUIT FLY) . //Q04652 

F-THYR01001738//MATING PROCESS PROTEIN NID2 (SERINE-RICH PROTEIN S 
NS1) (PROTEIN KINASE A INTERFERENCE PROTEIN).//0. 0032: 105: 32//SACC 
HAROMYCES CEREVISIAE (BAKER' S YEAST) . //P36027 
F-THYR01001745 

F-THYROI001746//GENE 10 PROTEIN. //I. 0: 55:30//SPIR0PLASMA VIRUS SPV 
1-R8A2 B. //PI 5901 

F-THYRO1001772//!!!! ALU SUBFAMILY J NARNINC ENTRY ! ! ! !//! . 2e-Q5: 4 
1:63//HOMO SAPIENS (HUMAN) .//P391 86 

F-THYROI 001 793//HYPOTHET I CAL 21.6 KD PROTEIN F37A4. 2 IN CHROMOSOME 

I M.//1. Sa-26: 161 :42//CAEN0RHABDITIS ELECAMS.//P4I880 
F-THYROI 001 809//LATENCY-RELATED PROTEIN 2. //O. 49 : 74 : 27//HERPES SIM 
PLEX VIRUS (TYPE 1 / STRAIN F). //PI 7589 

F - THY RO 1 00 1 8 28/ /PROTE I NASE INHIBITOR. //O. 1 1 : 34: 50//S0LANUM NELONCE 
NA (EGGPLANT) (AUBERGINE) . //PO 1078 

F-THYRO 1 001 854//ACYL-C0A-B I NO I NC PROTEIN HOMOLOG (ACBP) (OlAZEPAM 
BINDING INHIBITOR HOMOLOG) (081) .//O. 63 : 50: 38//RANA RIDIBUNDA (LAU 
GHING FROG) (MARSH FROG) . //P4S 883 

F-THYROI 001 895//! !!< ALU SUBFAMILY J NARNINC ENTRY ! ! ! !//6. 1 e-09: 7 
2:47//H0MO SAPIENS (HUMAN) .//P39 188 

F-THYROI 00 1 907//TRYPOMAST I COTE DECAY-ACCELERATING FACTOR (T-OAF) 
(FRAGMENT) . //O. 79 : 36 : 44/ /TRYPANOSOMA CRUZ I . //Q26327 
F-VESEN100O122//K0MEO8OX PROTEIN K89.//0. 57:64: 32//HOM0 SAPIENS (H 
UNAN).//P502)9 

F-Y79AA10000I3//NETALLOTHIONEIN B (MT-B) . //O. 034: 35: 48//SALM0 SALA 
R (ATLANTIC SALNON) . //P52720 

F-Y79AA1000033//CHOLECYST0KININ.//0.97:49:30//PSEUDEMYS SCRIPTA (S 
LIDER TURTLE). //P80345 

F-Y79AA100O037//DNA-B1N0INC PROTEIN BNI-l.//1.4e-23:80:G0//HOM0 SA 
PIENS (HUMAN). //P35226 

F-Y79AA100O059//HYPOTHETICAL 35.5 KD PROTEIN IN TRANSPOSON TN4556. 
//0. 0075: 127: 36//STREPTOMYCES FRAD I AE. //P20 1 86 

F-Y79AA1000065//SALIVARY PROLINE-RICH PROTEIN PO (ALLELE K) {CONTA 
INS: PEPTIDE P-0) (FRAGMENT). //O. 022: 135: 29//HOMO SAPIENS (HUMAN). 
//PI0162 

F-Y79AAJ QQOt 3 1 //REGULATORY PROTEIN E2. //1 . 1 6-05 : 1 75 : 26//HUNAN PAPI 
LLOMAVIRUS TYPE 24.//P50770 

F-Y79AA1 0001 81//PR0L IKE-RICH PROTEIN NP- 3 (FRAGMENT). //I. 4e- 06: J 8 
7 : 29//MUS MUSCULUS (MOUSE) . //POS 1 43 

F-Y79AA1000202//HYPOTHETICAL PROLINE-RICH PROTEIN (FRAGMENT) . // 6. 2 
e-09 : 47 : 53//0NEN I A FUS I FORM I S. //P2 1 260 

F-Y79AA1000214//HISTONE H2A VARIANT. //1 . 7e-50: 107: 1 00//GALLUS CALL 
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US (CHICKEN).//P02272 

F-Y79AA1000230//OMJADOLIBERIN I PRECURSOR (LHRH I) (LUTEIN! ZING HO 
RHONE RELEASING HORMONE I) (GONADOTROPIN RELEASING HORMONE >l) (CNR 
H I) (LULIBERIN I) . //Q. 27 ; 64: 34//HOMO SAPIENS (HUMAN) . //P01 1 48 
F-T79AA1 0002 31 //HYPOTHETICAL 47.9 KO PROTEIN W021BO4. \l. //I. Se-72: 
277:S3//ARABID0PSIS THALIANA (MOUSE-EAR CRESS) . //00465ft 
F-Y79AAI0002S8//PR0LINE-RICH PROTEIN MP-2 PRECURSOR.//?. 8 e- 08: 174: 
35//MUS MUSCULUS (MOUSE) . //PO 5 1 42 

F-Y79AA1000268//C0LLACEN ALPHA KM I) CHAIN (FRAGMENT) . //0. 00020: 1 
76:33//RATTUS NORVECICUS (RAT) .//PI 3941 

F-Y79AAI0O03I3//HYPOTHETICAL S4.0 KD PROTEIN C32A3. 1 IN CHROMOSOME 

III. //O. 092 : 1 27 : 2 1 //CAENORHABO IT t S ELEGANS. //Q09260 
F-Y79AA1000328//SEL-10 PR0TEIN.//5. 3»-05: I29:28//CAENORHABOITIS EL 
EGANS. //Q93794 

F-Y79AA10O0342/AERATIN. ULTRA HIGH- SULFUR MATRIX PROTEIN (UHS KER 
ATlN).//t.0:73:30//OVIS ARIES (SHEEP).//P26372 

F-Y79AAI000346//COATOMER GAMMA SUBUNIT (GAMMA-COAT PROTEIN) (GANH 
A-C0P).//1.8t-95.205:83//B0S TAURUS (BOVINE) .//PS 3 8 20 
F-Y79AA1000349//ANTIFREEZE PEPTIDE 4 PRECURSOR. //O. 036: 37 : 54//PSEU 
OOPLEURONECTA AMERICANUS (WINTER FLOUNDER) . //PO 2 7 34 
F-Y79AA10003S5//HYPOTHETICAL 18,2 KD PROTEIN ZK63Z.I3 IN CHROMOSOM 
E lll.//0.003l:106:28//CAEN0RHA8DITIS ELEGANS. //Ql 01 20 
F-Y79AAI000368//REDUCED VIABILITY UPON STARVATION PROTEIN 161. //I. 
40-16:208: 28//SACCHARONYCES CEREVISIAE (BAKER'S YEAST) . //P2S343 
F-Y79AA 1 00040S//L I CHT -HARVEST I NG PROTEIN B- 800-850, ALPHA CHAIN C 
(ANTENNA PIGMENT PROTEIN. ALPHA CHAIN C) (LH ll-C ALPHA) . //O. 98: S 
0: 30//RH0OOPSEUDOM0NAS PALUSTR I S. //P3S103 

F-Y79AAI000410//!!!! ALU SUBFAMILY SQ 1ARNING ENTRY ! ! ! !//7. 9e-20: 
62:79//KOMO SAPIENS (HUMAN) . //P391 94 

F-Y79AA1000420//HYPOTHETICAL 27.7 KD PROTEIN IN UME3-HDAI INTERGEN 
IC RECION.//1.4t-06:86:38//SACCHAROMYCES CEREVISIAE (BAKER* S YEAS 
T).//PS3970 

F-Y79AAI000469//HYPOTHETICAL 48.4 KD PROTEIN F44B9. 5 IN CHROMOSOME 
I M.//2.8e-34:211:40//CAENORHABDITlS ELEGANS. //P34426 

F-Y79AAI000480//HYPOTHETICAL 63.2 KD PROTEIN CIF3.09 IN CHROMOSOME 
l.//3.9«-15:90:32//SCHIZOSACCHAROMYCES POMBE (FISSION YEAST) . //Ql 

0414 

F-V79AA1000S38//H!! ALU SUBFAMILY SX WARNING ENTRY !!! !//0. 37:41 : 
48//H0M0 SAPIENS (HUMAN) . //P39I 95 

F-Y79AA1000539//SPL ICING FACTOR. ARC I N I NE/SER I NE-R I CH 4 (PRE-MRNA 
SPL I C I NG FACTOR SRP75) . //I . Se-2 1 : 1 90 : 37//H0M0 SAP I ENS (HUMAN) . //QO 
8170 

F-Y79AA1000S40//SPERM PROTAMINE PI . //0. 00045: 66 : 45//DASYURUS VIVER 
RINUS (SOUTHEASTERN QUOLL). AND DASYURUS HALLUCATUS. //P42I 35 
F-Y79AA1 000S60// ALPHA- ADAPT IN C (CLATHRIN ASSEMBLY PROTEIN COMPLEX 

2 ALPHA -C LARGE CHAIN) (100 KD COATED VESICLE PROTEIN C) (PLASMA 
MEMBRANE ADAPTOR HA2/AP2 ADAPT IN ALPHA C SU8UNI T) . //! . 6«-79: 186: 87 
//MUS MUSCULUS (MOUSE) . //PI 7427 

F-Y79AA1 000574// AKLAVINONE C-11 HYDROXYLASE (EC 1.-.-.-) (FRAGMEN 
T) . //O. 010: 35 : 60//STREPTOMYCES PEUCET I US. //P32009 
F-Y79AAIO0OS89//32. 3 KD PROTEIN IN CMP1 -MBR1 INTERGEN I C REGION. // 
4.5e-27:197:36//SACCHARONVCES CEREVISIAE (BAKER'S YEAST) . //P28320 
F-Y79AAI00O827//ZINC FINGER PROTEIN I34.//I.6e-34:191 :35//HONO SAP 
(ENS (HUMAN). //P52741 

F-Y79AAI000705//HYPOTHETICAL 128.5 KO HELICASE IN ATS1-TPD3 INTERG 
ENtC REGI0N.//8.7e-36.2S0:40//SACCHAROMYCES CEREVISIAE (BAKER'S YE 
AST). //P3 1380 

F-Y79AA1000734//PEROXISOMAL MEMBRANE PROTEIN PMP30A (PMP31) (PEROX 
IN- 1 1A).//0. 00037: 108:2 7//CAND I DA BOIDIMI I (YEAST). //Q00316 
F-Y79AA1000748//HYPOTHETICAL 61.3 KD PROTEIN F2SB5. S IN CHROMOSOME 

1 1 1. //I. Oe-23: 21 0: 34//CAEN0RHABDI TIS ELEGANS. //Q09316 
F-Y79AA1000752//PUTATIVE HETEROGENEOUS NUCLEAR R 1 BONUCLEOPROTE I N X 

(HNRNP X) (C8P).//1.4e-53: 1 56 :68//MUS MUSCULUS (MOUSE). //Q6 1990 
F-Y79AA1000774//HYPOTHETICAL 77.9 KD PROTEIN IN RRN10-NCM2 INTERGE 
NIC REGION. //I. Za-M: 231 : 26//SACCHAROMYCES CEREVISIAE (BAKER* S YEA 
ST).//P38205 

F-Y79AA100O782//CUTICLE COLLAGEN 2. //O. 012: 56: 35//CAENORHABDITIS E 
LECANS.//P176S6 

F-Y79AA1000784//HISTIDINE-RICH GLYCOPROTEIN PRECURSOR. //I . 3e-08 : 8 
2: 39//PLASMOOIUN LOPKURAE. //P04929 

F-Y79AA1000794//DNA-B1NOING P52/P100 COMPLEX. 100 KD SUBUNIT (FRAG 
NENTS) . //O. 043 : 1 3 : 53//HONO SAP I ENS (HUMAN) . //P30808 
F-Y79AA1000800//PRIA PROTEIN PRECURSOR. //O. 031 : 94: 34//LENT INULA ED 
ODES (SHIITAKE MUSHROOM) (LENT I MUS EDOOES) . //Q01 200 
F-Y79AAI000802//HYPOTHETICAL 67.4 KD PROTEIN IN RPS3-PSDI INTERGEN 
IC REGION.//0.26:186:23//SACOtAROMYCES CEREVISIAE (BAKER'S YEAST). 
//P53882 

F-Y79AAI000805//AMP DEAMINASE (EC 3.5.4.6) (MYOAOENYLATE DEAN I HAS 
E).//0.99:78:35//SCHIZ0SACCHAROMYCES POMBE (FISSION YEAST) . //PS099 
8 
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F-Y79AA1000824//HYPOTHETICAL 81.7 KD PROTEIN IN NOLI -NAT 2 INTERGEN 
IC REGI0N.//3.4e-44:l11:49//SACCHAR0MYCES CEREVISIAE (BAKER'S YEAS 
0.//P48234 

F-V79AA10O0827//HYPOTHETICAL BHLF1 PROTEIN.//0.0048:187:33//EPSTEI 
N-BARR VIRUS (STRAIN B95-B) (HUMAN HERPESVIRUS 4).//P03181 
F-Y79AA1000833//TUBULIN ALPHA- I CHAIN.//1.0e-7S:239:66//CRtCETULUS 

CRISEUS (CHINESE HANSTER) . //P05209 
F-Y79AA1000850//SMALL PROLINE-RICH PROTEIN II (SPR-II) (CLONE 174 
N).//0.0078:57:3I//HOMO SAPIENS (HUMAN) . //P22532 
F-Y79AA1000962//HY0SIN HEAVY CHAIN. GIZZARD SMOOTH MUSCLE. //8. Se-1 
1:241:26//GALLUS CALLUS (CHICKEN). //P 10587 

F-Y79AA1000966//ATP SYNTHASE A CHAIN (EC 3.6.1.34) (PROTEIN 6).// 
0.69: 122: 31 //TRYPANOSOMA BRUCEI 8RUCE I . //P24499 

F-Y79AA1 00096 8//TRANSLAT I ON INITIATION FACTOR EIF-2B GAMMA SUBUNIT 
(EIF-2B GDP-GTP EXCHANGE FACTOR) . // 3 . 3 e- 1 02 : 2 1 1 : 9 3//RATTUS NORVEG 
. ICUS (RAT).//P7054» 

F-V79AA1000969//PROC0LLAGEN ALPHA 1(1) CHAIN PRECURSOR. //1 . 0 : 67 : 38 
//CALLUS GALLUS (CHICKEN). //P024S7 

F-Y79AA1000976//INVOLUCRIN.//O.99:66:31//CEBUS ALBIFRONS (fHITE-FR 
ONTED CAPUCHIN).//P24709 

F-Y79AA10009B5//P£RICENTRIN.//1.1e-24:116:59//MUS NUSCULUS (MOUSE 
),//P48725 

F-Y79AA1001023//HYPOTHETICAL 105.9 KD PROTEIN IN AAC3-RFCS INTERGE 
NIC REGION. //O. 37: 79: 27//SACCHARONTCES CEREVISIAE (BAKER'S YEAST). 
//P382SO 

F-Y79AA1 001 04 1//SPERMAT ID-SPECIFIC PROTEIN Tt [CONTAINS: SPERM PRO 
T AMINE SP1].//0.93:43:39//SEPIA OFFICINALIS (COMMON CUTTLEFISH).// 
P80001 

F-Y79AA1001048//ACYL-C0A DEHYDROGENASE, VERY- LONG-CHAIN SPECIFIC P 
RE CURSOR (EC 1.3.99.-) (VLCAO) . //I . Se-51 : 21 1 : 52//B0S TAURUS (BOVIN 
E).//P48818 

F-Y79AAI001061//?!! ! ALU SUBFAMILY SQ WARNING ENTRY ! ! ! !//3. 8e-25: 
85:69//HOMO SAPIENS (HUMAN) . //P39 1 94 

F-Y79AA1001068//PR0C0LLAGEN ALPHA 1(11) CHAIN PRECURSOR [CONTAINS: 

CHONDROCALCIN].//0.0O15:207:33//MUS MUSCULUS (MOUSE). //P2 8481 
F-Y79AA1001 077// ADULT-SPECIFIC RIGID CUTICULAR PROTEIN 11.9 (ACP 1 
1.9).//0.99:36:41//ARANEUS OIADEMATUS (SPIDER) . //PB0S1 5 
F-Y79AA100107B//HYPOTHETICAL 88.1 KO PROTEIN K02D10. 1 IN CHROMOSOM 
E I I l.//1.0e-08: 197:23//CAENORHABDITIS ELEGANS. //P344 92 
F-Y79AA1001105//HOME080X PROTEIN 0TX2.//2. 9e-62: 163: 79//MUS NUSCUL 
US (MOUSE) . //P80206 

F-Y79AA1001145//ni! ALU SUBFAMILY SX WARNING ENTRY MM//0. 024:4 
2:59//HOMO SAPIENS (HUMAN) . //P391 95 

F-Y79AA100I167//HVPOTHETICAL 7.1 KD PROTEIN IN IAP2-VLF1 I NTERGEN * 
C REGI ON. //O. 96 : 20 : 50//AUTOGRAPHA CAL I FORM I CA NUCLEAR POL YHEDROS I S 

VIRUS (ACMNPV).//P4I471 
F-Y79AA1001177//HYPOTHETICAL BHLF1 PR0TEIN.//3. 9«-0S: 1 35: 34//EPSTE 
IN-flARR VIRUS (STRAIN B9S-8) (HUMAN HERPESVIRUS 4).//P03l8l 
F-Y79AA1001185//PUTATIVE CUTICLE COLLAGEN C09GS. 5.//0.0001 7:93: 38/ 
/CAENORHABO I T I S ELEGANS. //Q09456 
F-Y79AA1001211 

F-Y79AA1001216//TENSIN.//0.012:134:3Z//GALLUS GALLUS (CHICKEN) . //Q 
04205 

F-Y79AA1001228//MUCIN 2 PRECURSOR (INTESTINAL MUCIN 2).//0. 088: 7S: 
34//HOMO SAPIENS (HUMAN). //Q028 17 

F-Y79AA1001233//ESTRADIOL 17 BETA-DEHYOROGENASE 1 (EC 1.1.1.62) (1 
7-BETA-HSD 1) (17-BETA-HYOROXYSTERO ID DEHYDROGENASE 1) .//l. 1 «-40: 1 
39:51//RATTUS NORVEG ICUS (RAT). //PS 1657 

F-Y79AAI001236//HYPOTHETICAL 34.7 KD PROTEIN IN 0RC2-TIP1 INTERGEN 
IC REClQN.//2.0«-22:108:S3//SACCHAROMVCES CEREVISIAE (BAKER'S YEAS 
T).//P38238 
F-Y79AA 100 1281 

F-Y79AA100I299//PROLINE-RICH PROTEIN MP-3 (FRAGMENT). //O. 002 2: 49 4 
4//MUS MUSCULUS (MOUSE) .//POS 143 

F-Y79AA1001312//50S RIBOSOMAL PROTEIN L24. CHLOROPLAST PRECURSOR./ 
/0.98:117:25//ARAB1DOPSIS THALIANA (MOUSE-EAR CRESS) . //P92959 
F-Y79AA1001323//C0RNIFIN (SMALL PROLINE-RICH PROTEIN I) (SPR-I) (S 
MALL PROLINE-RICH SQUAMOUS CELL MARKER) (SPRP).//0.O82:44:40//SUS 
SCROFA (P!G).//P35323 

F-Y79AA1001384//APOLIPOPR0TEIN C-lll PRECURSOR (APO-CI 1 1). //O. 99:4 
7:40//MUS MUSCULUS (MOUSE) .//P3 36 2 2 

F-Y79AA100139I//HOME0BOX PROTEIN H0X-A1 3 (HOX-1 J) . //9. 8«-58: 1 57 : 62 
//HOMO SAPIENS (HUMAN) . //P3 1 271 

F-Y79AAI001394//TRICHOHYALIN.//4.7e-08:12l:36//lKMIO SAPIENS (HUMA 
N).//Q07283 

F-Y79AA1001402//ETS-OOMAIN TRANSCRIPTION FACTOR ERF. //O. 0087:81 : 33 
//MUS MUSCULUS (MOUSE) . //P704S9 

F-Y79AAI001493//HYPOTHETICAL 48.1 KD PROTEIN B0403. 2 IN CHROMOSOME 

X. //4. Se-2 1:125: 44//CAEN0RHABDIT I S ELEGANS. //Ql 1 076 
F-Y79AA1001S11//HYPOTKETICAL 86.6 KD PROTEIN IN PFK1-TDS4 INTERGEN 
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IC RECI0N.//2.3«H7:249:31//SACCHAR0MVCES CEREVlSIAE (BAKER'S YEAS 
T).//P53313 

F-Y79AA1001533//DMA-DIRECTED RMA POLYMERASE I 49 KD POLTPEPTIOE (E 
C 1,7.7. 6) (M9). //0. 0099:1 55: 23//SACCHAROMYCES CEREVlSIAE (BAKER* 
S YEAST). //QO I 080 
F-Y79AAI00I54I 

F-Y79AA1001S48//M!! ALU SUBFAMILY SC RARN I NG ENTRY !!!!//!. lc-17: 
S3 83//HONO SAPIENS (HUMAN) .//P39192 

F-Y79AAI00155S//MAJ0R SURFACE ANT I GEN. //0 . 046 : 62 : 29//HEPAT I T I S B V 
IRUS.//P3I873 

F- Y79AA I 00 1 58 1 / /ACETYL -COENZYME A SYNTHETASE (EC 6.2.1.1) (ACETAT 
E--CQA LI CASE) (ACYL- ACTIVATING ENZYME). //8. 6 •-! 1 : 144: 31//ESCHERI 
CHI A C0LI.//P27550 

F-Y79AA100I585//SPERN MITOCHONDRIAL CAPSULE SELENOPROTEIN (NCS).// 
0.012:64:40//MUS MUSCULUS (MOUSE) . //PI 5265 

F-Y79AAI 00 1 S94//C0RN IF IW BETA. //O. 61:88:31 //MUS MUSCULUS (MOUSE) . / 
/0091T6 

F-Y79AA1001603//TRANSCRIPTIQN INITIATION FACTOR TFI ID 135 KD SUBUN 
IT (TAFII-US) (TAFI 1135) (TAFI 1-130) (TAFI 1 130) . //0. 024: 170: 30//H 
OMO SAPIENS (HUMAN). //00026B 

F-Y79AA10016I3//ZINC FINGER PROTEIN 42 (MYELOID ZINC FINGER 1) (HZ 
F-1).//4.5e-09:136:27//HOMO SAPIENS (HUMAN) . //P28698 
F-Y79AA1001647//HYPOTHETICAL 23.1 KO PROTEIN CY277. 20C.//0. 093:94: 
26//MYC08ACTERIUM TUBERCULOSIS. //P7 1779 

F-Y79AA1001665//HOMEOBOI PROTEIN DLI-2 (HOMEOBOI PROTEIN TES-1).// 
0. 79: 90 : 26//MUS MUSCULUS (MOUSE) . //P40764 

F-Y79AA 1 00 1 679//LAMBOA-CRYSTALL I N. //1 . 6e-95: 2Z4:61//0RYCT0LAGUS CU 
NICULUS (RABBIT). //PI 4755 

F-Y79AAI001692//GERM CELL-LESS PR0TEIN.//3. 5«-08:78:38//DROSOPHILA 
MELANOCASTER (FRUIT FLY). //QO! 820 
F-Y79AAI00169«//INSULIN.//1.0:33:27//ANGUILLA ROSTRATA (AMERICAN E 
EU.//P42S33 

F-Y79AA100170S//HVPCTHETICAL BHLF1 PROTEIN. //0. 0013: 192: 3 3//EPSTE1 
N-BARR VIRUS (STRAIN B95-8) (HUMAN HERPESVIRUS 4).//P03!SI 
F-Y79AA1001711//PARATHYMOSIN (ZINC-BINDING 1 1 . 5 KD PROTEIN) . //0. 03 
2:38:34//RATTUS NORVECICUS (RAT) .//P04S50 
F-Y79AAI001781 

F-Y79AAI00180S//VASODILATOR-STIMULATED PHOSPHOPROTEIN (VASP).//0.0 
063:1 28 :30//H0MO SAPIENS (HUMAN). //PSOS 52 

F-Y79AAI001827//SPERM PROTAMINE PI .//0. 01S:4S:40//DIDELPHIS MARSUP 
I AUS VI RON I ANA (NORTH AMERICAN OPOSSUM). AND NOMODELPHIS DOMESTI 
CA (SHORT-TAILED GREY OPOSSUM) . //P 3 S305 

F-Y79AA1001B46//MM ALU SUBFAMILY J HARMING ENTRY ! ! ! !//*. 4«-09:4 
2:73//HOMO SAPIENS (HUMAN). //P3 9 1 88 

F-Y79AA1001848//KRUEPPEL PROTEIN (FRAGMENT) . // 1 . 8e- 1 0 : 63 : 44//PSYCH 
OOA CINEREA.//Q02035 

F-Y79AA1001866//ZINC FINGER PROTEIN 90 (ZFP-90) (ZINC FINGER PROTE 
IN NX 10) .//0. 00036: 108: 37//MUS MUSCULUS (MOUSE). //Q6 1 9(7 
F-Y79AAIQ01B74//0X40L RECEPTOR PRECURSOR (ACT35 ANTIGEN) (TAX -T RAN 
SCRIPT I ONALLY ACTIVATED GLYCOPROTEIN 1 RECEPTOR) (CD134 ANTIGEN)./ 
/3.2e-07:100:35//HOM0 SAPIENS (HUMAN) .//P434 89 

F-Y79AA1001875//B-CELL CROMTH FACTOR PRECURSOR (BCCF-12 KD).//0.02 
0:2S:64//HOMO SAPIENS (HUMAN) . //P2093 1 

F-Y79AAI001923//SALIVARY PROLIKE-RICH PROTEIN PO (ALLELE K) [CONTA 
INS: PEPTIDE P-O] (FRAGMENT). //O. 01 6: 83 :36//HOMO SAPIENS (HUMAN)./ 
/PI 01 62 

F-Y79AA1001963//PUTATIVE PRE-MRNA SPLICING FACTOR ATP-OEPENDENT RN 
A HELICASE SPACI0F6.02C. //8. te-13:94:47//SCHIZ0SACCHAR0MYCES POMBE 

(FISSION YEAST). //042643 
F-Y79AAI0O2O27//UBIQUI TIN-CONJUGATING ENZYME E2-18 KD (EC 6.3.2.1 
9) (UB I QUI TIN- PROTEIN LIGASE) (UB I QUI TIN CARRIER PROTEIN) (PM42). 
//9.6«-39:143:S2//ARABIOOPSIS THAU ANA (MOUSE-EAR CRESS) . //P42 743 
F-Y79AA1002083//DNA-BINOING P52/P100 COMPLEX. 100 KD SUBUNIT (FRAG 
MENTS).//0.036:S3:4S//HOMO SAPIENS (HUMAN) . //P 30808 
F-Y79AA1002089//HYPOTHETICAL 49.1 KO PROTEIN F02A9. 4 IN CHROMOSOME 

III.//0. 12:171: 22//CAEN0RHABO I T I S ELEGANS. //P 34384 
F-Y79AA1002093//MAX PROTE IN. //3. 1«-07: 1 1 1 : 29//BRACHYDANI0 RERIO (Z 
EBRAFiSH) (ZEBRA DAN 10) . //P5216I 

F-Y79AA1002103//SHORT NEUROTOXIN C. //0. 040: 21 : 47//AIPYSURUS LAEVIS 

(OLIVE SEA SNAKE). //PI 9958 
F-Y79AAI0021 15//HYPOTHETICAL PROTEIN MJ0827. //O. 84: 68: 30//METHANOC 
OCCUS JANNASCHI I . //Q5B237 

F-Y79AA1002I2S//HYPOTHET ICAL 24.7 KD PROTEIN IN P0M152-REC1 14 INTE 
RGENIC REGION.//3.4t-29:197:39//SACCHAROMYCES CEREVlSIAE (BAKER' S 
YEAST). //P40206 

F-Y79AA1002139//DNAJ PROTEIN HOMO LOG I (OROJ1).//1. 9e-19: 120: 45//D 
ROSOPHILA MELANOCASTER (FRUIT FLY) . //Q241 33 

F-Y79AAI002204//TBX6 PROTEIN (T-BOX PROTEIN 6) . //O. 001 1 : 1 62 : 32//MU 
S MUSCULUS (MOUSE) . //P7Q327 

F-Y79AA1002208//ANKYRIN.//2.9e-08:231:29//MUS MUSCULUS (MOUSE). //Q 
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F-Y79AA1OO2209//TYR0SYL-TRMA SYNTHETASE. MITOCHONDRIAL PRECURSOR 
(EC 6.1.1.1) (TYROSINE — TRNA LIGASE) (TYRRS).//3. 7e-23: 170: 32//SAC 
CHAROMYCES CEREV ISIAE (BAKER' S YEAST) . //P48527 
F-Y79AA1OO2210//CORNIFIN A (SMALL PROLINE-RICH PROTEIN I A) (SPR-I 
A) (SPRK).//0. 0061 : 69: 3 1//HOMO SAPIENS (HUMAN) . //P 3 53 2 1 
F-Y79AA1 0022 II //!!!! ALU SUBFAMILY SP IARNING ENTRY ! ! M//9. 2e-IO: 
43:62//HOHO SAPIENS (HUMAN) .//P3 91 93 
F-Y79AA1 002220 

F-Y79AA1002229//HYPOTHET1CAL 60.7 KO PROTEIN C56F8. I7C IN CHROMOSO 
ME l.//1.9a-2l:t47:40//SCH1Z0SACCHAROMYCES POMBE (FISSION YEAST)./ 
/Q10264 
F-Y79AA1002234 

F-Y79AA1002246//MY0SIN IC HEAVY CHAIN. //0. 00066:1 31 : 34//ACANTHAM0E 
BA CASTELLAN 1 1 (AMOEBA) . //PI 0569 

F-Y79AA1002258//HVPOTHETICAL 103.9 KO PROTEIN ZK370. 3 IN CHROMOSOM 
E lll.//4.3e-45:164:48//CAEN0RHABOITIS ELEGANS. //Q02 328 
F-Y79AA1002298//SALIVARY PROLINE-RICH PROTEIN PO (ALLELE M) [CONTA 
INS: PEPTIDE P-O] (FRAGMENT) .//0. 0053:99: 3 1 //HOMO SAPIENS (HUMAN). 
//PI 01 61 
F-Y79AA1 002307 

F-Y79AA1 00231 1 //HYPOTHETICAL 105.3 KD PROTEIN C01G6.5 IN CHROMOSOM 
E MI.//0.7S:198:24//CAEN0RHABOITIS ELEGANS. //P4601 2 
F-Y79AA1002351//CUTICLE COLLAGEN 34.//0. 74: 128: 35//CAEN0RHAB0ITIS 
ELEGANS. //P34687 

F-Y79AA10O2361//GLC7- INTERACTING PROTEIN 2. //O. 050: 71 : 29//SACCHARO 
MYCES CEREV ISIAE (BAKER' S YEAST) . //P40036 

F-Y79AAI002399//NEUR0MO0ULIN (AXQNAL MEMBRANE PROTEIN GAP-43) (PP4 
6) (B-SO) (PROTEIN Fl) (CALMODUL IN-BINDING PROTEIN P-57) .//I . 0: 89: 
30//CARASSIUS AURATUS (GOLOF I SH) . / /PI 7691 

F-Y79AAI002407//HYPOTHETICAL 31.5 KD PROTEIN IN YGP1-YCK2 INTERGEN 
IC REGI0M.//3.7e-16:232:2B//SACCHAROMTCES CEREVlSIAE (BAKER'S YEAS 
T).//PS3899 

F-Y79AA1002416//CTP SYNTHASE (EC 6.3.4.2) (UTP— AMMONIA LIGASE) (C 
TP SYNTKETASE).//6.70-72:l62:64//HOMO SAPIENS (HUMAN) . //PI 781 2 
F-Y79AA1 002431 //SMALL PROLINE RICH PROTEIN II (SPR-I I) (CLONE 930 
).//0.81:34:41//HOM0 SAPIENS (HUMAN). //P2 2531 

F-Y79AA1002433//CELL DIVISION CONTROL PROTEIN 68. //O. 00024: 85: 27// 
SACCHAROMYCES CEREVlSIAE (BAKER'S YEAST). //P32SS8 
F-Y79AA1002472//ZINC FINGER PROTEIN 35 (ZFP-35).//2. 3«-60: 217:44// 
MUS MUSCULUS (MOUSE). //PI 56 20 

F-Y79AA1002482//ZINC FINGER PROTEIN 141.//2.08-3! : 90:55//H0MO SAP I 
ENS (HUMAN). //Q1 5928 

F-Y79AA1002487//HYPOTHETICAL 67.1 KD TRP-ASP REPEATS CONTAINING PR 
OTEIN C57AI0.05C IN CHROMOSOME I . //0. 16:41 : 36//SCHI 20SACCHAROMYCES 
POMBE (FISSION YEAST) .//P870S3 
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F-HEaBAl000005//»ouse tuaor call dnaJ-like protein 1 aRNA, coaple 
ta cds.//3.4e-106:69S:86//L16953 

F-HE16aA1000012//Caenorhabditis elegans cosaid C16C10, coaplete seq 
uonce. //t . Se-24: 374 : 66//Z46787 

F-HENBA1000020//Hoao sapiens beta 2 gene. //3. 5a- 11 2:529: 90//X02344 
F-HEa1BA1000030//Rattus norvegicus G protein-coupled receptor kinas 
e-associated ADP ribosylation factor GTPasa-activating protein (CI 
TO aiiWA. coaplete eda.//$.6e-t24:743:88//AF08S693 
F-HEI63At000042//Huaan Chroaosoae ISq26.1 PAC clone pDJ4C0g16, WORK 
INC ORAFT SEQUENCE. 3 unordered pieces.//! . I e-25 : S29 : 65//AC00458 1 
F-HENBA 1Q00046//Huaan ONA sequence tee SEQUENCING IN PROGRESS tea 
froa clone 12513. fORKING DRAFT SEQUENCE. //3. 2e-l 1 : 330: 63//AL03352 
8 

F-HENBA)QOQ0S0//Hom sapiens DNA seouence froei PAC 172KI0 on chroa 
osom 6q24. Contains STS. GSS and chroaosoae 6 fragment, coaplete 
sequence. //O. 32 : 407 : 59//AL022477 

F-HEN8A1 00007 6//Hoao sapiens full length insert cDNA done ZB97G0 
8. //6. 28-135: S94: 98//AF08G182 

F-HEN8A1000I11//CIT-HSP-2291N18.TF CiT-HSP Hoao sapiens genoaic cl 
one 229IN18. genoaic survey sequence. //2. 8e- 1 6: 132: 79//AQ004 134 
F-HENSA1DO0129//Haao sapiens chroaosoae 17. clone HCIT48C1S. coapl 
ete sequence. //8.6e-98: 230: 93//AC003104 

F-HENBA1 0001 41 //Hoao sapiens aRNA for KIAA0797 protein, partial cd 
s . //2 . la- 167 : 791 : 98//AB0 1 8340 

F-H£N8AI000150//Hoao sapiens aRNA for KIAA0788 protein, partial cd 
s. //2. 2e-44: 242 : 96//AB01 833 1 

F-HEMBA100015S//Rattus norvegicus scaffold attachaent factor B aRN 
A, coaplete cds.//1. Je-I0:409:60//AF058324 

F-HEN8A10001S8//Hoao sapiens CAGH44 aRNA. partial cds.//1.fie-3S:36 
5:73//UB0741 

F-HENBA10O0168//HuBan DNA sequence tea SEQUENCING IN PROGRESS Ma 
froa clone 32)02. WORKING DRAFT SEQUENCE. //0. 99:29O:61//AL031033 
F-HENBA1000180//rat u2 saall nuclear rna gene and f tanks. //3. 7e-l 
8:II2:98//K00034 
F-HENBA 1000 185 

F-HENBA1OO0193//Huaan FNR1 gene. 5 end. //0. 0012: 191 :67//L1 9476 
F-HEMBA1 000201 //Huaan Iml bRNA. coaplete cds.//2.0e-73 : 440: 92//U0 
4847 

F-HEtf8AI000213//Plasaodiua falciparua NAL3P7. coaplete sequence.// 

0. 90:332:S9//AL034SS9 

F-HEN8A10002U//Nus ausculus hypotia inducible factor three alpha 
aRNA. coaplete cds.//4.8e-t 1 7 : 585 : 83//AF0801 94 

F-HEM8A1000227//H. sapiens CpG island ONA genoaic Itsel fragaent. cl 
one I79H6. reverse read cpg179h6. r I la. //1 .9e-14:95:98//Z64921 
F-HENBA 1 0002 3 1//H. sapiens CpG island ONA genoaic tlsel fragaent. cl 
one 90aS. reverse read cpg90a$. rt1a.//5. 1e-34:186:97//ZS6l44 
F-HENBA 10OO243//Huaan ONA sequence froa PAC 440021 on chroaosoae I 

contains ESTs and STS.//4. te-67.291 : 8 2// Z 844 81 
F-HENBA1000244//N. ausculus Ank-1 aRNA for erythroid ankyr in.//0. 02 
9:318:59//X690SS 

F-HEM8A1 0002 St //Hoao sapiens PAC clone DJ0988L12 froa 7q11.23-q2t. 

1. coaplete sequence. //0. 35: 467: 60//AC0044S4 
F-HENBA1 000264 

F-HEN8A1000280//Hoao sapiens clone OJ0292L20. NORXING DRAFT SEQUEN 
CE, 2 unordered pieces. //8. 9e-20: 218: 78//AC00482S 
F-HEM8A1000282//Hoao sapiens chroaosoae Y, clone 264.11.20. coapl et 
e sequenc e. //4.2e-08:1 34 77//AC0046 17 

F-HEN8A10002B8//34SL5.TPS CIT978SKA1 Hoao sapiens genoaic clone A- 
34SL0S. genoaic survey sequence.//!. 1e-06: 152: 73//B1 7459 
F-HENBA 1 000 290//Huaan ornithine decarboiylasa gene, coaplete cds./ 
/3.2e-l 1:507 62//N33764 

F-rt3e3A1O00302//CIT-HSP-2l69Nl3.TF CIT-HSP Hoao sapiens genoaic cl 
one 2169NI3. genoaic survey sequence. //S. 4e-06:86:88//B90730 
F-tG83A1000303//Nus ausculus Plenty of SH3s (POSH) aRNA. coaplete 
cds.//7. 9e-l 1 1 : 701 : 86//AF0301 31 

F-HENBA 1 0003 04//HS_3006_A1_A09_T 7 ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3006 Co 1=1 7 Row=A, gen 
oaic survey sequence. //5. 2e-40: 240: 92//AQ1 18226 
F-HENBA 10C0307//Nui ausculus aRNA tor CDV-1R protein. //7. 9e-l 27:81 
S:84//Y1049S 

F-HENBA1000327//HS_3124_B2_H08_NR ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3124 Col=16 Row=P. gen 
oaic survey sequence.//). 4e- 11 : 87: 96//AQ1 87492 
F-HENBA 1000333 

F-HEM8AI000338//Hobo sapiens chroaosoae X. PAC 67109. coaplete seq 
uance. //4. Oe-66 : 271 : 84//AF03 1 078 

F-HENBA 1000351 //Hoao sapiens PAC clone OJ0649P17 froa 7q11.23-q21. 
coaplete sequence. //0. 64: 334: 60//AC004848 
F-HENBA 1000 3 5 5//Pteudo rabies virus serine/threonine kinase (ULPK) 
gene, partial cds and alkaline nuclease (AN) gene, coaplete cds.// 
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0. 017:313:63//U2S0S6 

F-HENBA100035S//0ryctolagus cuniculus troponin T cardiac isofora a 
RNA. 3' end of cds.//0. 87: 198: SI//L40178 

F-HENBA 1 000 3 5 7//HS_3 1 94 JU _D0 5_NR ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone PI ate=31 94 Co I =9 Ro»=G. geno 
aic survey sequence. //S. Se-90: 436: 98//AQ1 7 3748 

F-HENBA1000366//HS_3027_B2_G0S_NF ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone P I a te=3027 Co 1*1 2 Rov=N. gen 

oaic survey sequence. //0. 0074: 192: 64//AQI 28843 

F-HENBA 10003 6 9//Huaan ONA sequence froa clone 1039KS on chroaosoae 
22ql2. 3-13.2 Contains gene siailar to PICX1 perinuclear binding p 

rotein, gene siailar to aonocarboiylate transporter (HCT3) , ESTs. 

STS. GSS and a CpG island, coaplete sequence. //4. 2e- 106: 133: 99//AL 

031587 

F-HENBA 1 0003 76//Hoao sapiens chroaosoae 19. BAC CIT-B-393ilS (BC30 

1323). coaplete sequence.//1.6e-22:659:63//ACO06116 

F-HENBA 1000387//Hoao sapiens chroaosoae I2pl3. 3 clone RPCII1-264F2 

3. WORK INC DRAFT SEQUENCE. 90 unordered pieces.//3. 2e-06: 136:7S//A 

C006122 

F-HENBA 1 0003 90//Hobo sapiens BAC clone RG119C02 froa 7pl 5. coaplet 
e sequence. //3.5e- 1 1 ):284:9S//AC0O4520 

F-HENBA 1 000392/ /Huaan ONA sequence ate SEQUENCING IN PROGRESS tee 
froa clone 17301. IORKING DRAFT SEQUENCE. //I. 8e-39:332:80//AL03198 
4 

F-HENBA I 00O396//Huaan Iql3 3' end of PAC 92E23 containing the X in 
activation transcipt (XIST) gene, coaplete sequence. //9. 5e-3S: 364. 
73//U8O460 

F-HENBA 10004 11 //Huaan Xp22 contig of 3 PACS (R7-39D12. R7-134GI. R 
7-18SL21) froa the Rosaell Park Cancer Institute, coaplete sequenc 
e.//8. 1e-1 8:424: 64//U96409 

F-HENBA 1 0004 18//Dro soph i la aelanogaster Oregon-R ai tochondrial A+T 

region. //0. 0026 : 564: 59//U1 1 584 
F-HENBA 100042 2//Huaan DNA froa chroaosoae 19 specific cosaid R3029 
2. genoaic sequence, coaplete sequence. //9. 2e-14:232:70//AC0031 1 2 
F-HENBA 1000428//HOBO sapiens Xp22 BAC GSHB-S90J6 (Genoae Systeas H 
uaan BAC library) coaplete sequence. //3.8e-37: 408: 69//AC004554 
F-HENBA1000434//Caenorhabditis elegans cosaid T48E1B. coaplete seq 
uence. //0. 73 : 454 : 57//Z93393 
F-HENBA 1000442 

F-HENBA1000456//RPCI11-30JS.TV RPCI-11 Hoao sapiens genoaic clone 
RPCI-1 I-30J5. genoaic survey sequence. //6. 3e-06: 62: 96//B8S 188 
F-HEbBA1000459//Nus ausculus heain-sensi ti ve initiation factor 2 a 
Ipha kinase aRNA. coaplete cds. //6. 8 e- 70: 580: 79// AFO 28808 
F-HENBA I 000460//Hobo sapiens PAC clone OJ0593H12 froa 7p31. coaple 
te sequence. //2.8e- 154: 746 :98//AC004839 

F-HENBA1000464//Hoao sapiens, clone hRPK. 15_A_1. coaplete sequenc 
e.//4. 8e-25:397: 72//AC006213 

F-HENBA1000469//CIT-HSP-Z167P21.TF CIT-HSP Hoao sapiens genoaic cl 
one 2167P21. genoaic survey sequence. //4. 0e-83: 406: 99//B941 60 
F-HENBA) 00O488//HOBO sapiens Chroaosoae 22q)l.2 PAC Clone p_a11 In 
BCRL2-GCT Region, coaplete sequence. //4. 2e-53: 312: 93//AC004Q33 
F-HENBA1000490//Caapylobacter jejuni groES. groEL genes. //0. 59:45 
l:62//Y13334 

F-HENBA 1000491 //Nur me sarcoaa virus (Harvey-strain) H-ras trans fo 
raing p21 gene. //6.6e-06: 338: 58//X00740 

F-HENBA100050I//Hoao sapiens chroaosoae 17. clone hRPK. 264_B_14. 
coaplete sequence. //9. 4e-41 : 591 : 69//AC005684 

F-HENBA 1 000504/ /Hobo sapiens bRNA for osteoblast specific factor 2 

(0SF-2os) . //A. Oe-07 : 57 : 1 00//D1 3666 
F-HENBA 1000505 

F-HENBA 1 000508//* »e SEQUENCING IN PROGRESS tea Hoao sapiens chrooo 
soae 4. BAC clone C01 35005: HTGS phase 1. IORKING ORAFT SEQUENCE. . 
23 unordered pieces. //0. 03S: 329:6 1//AC004661 

F-HENBAI000S18//Caenorhabditis elegans cosaid CI7H12.//0.96:425:S8 
//AF045642 

F-HENBA 1 0005 19//H0B0 sapiens Xp22 BAC GSKB-536K7 (Genoae Systeas H 
uaan BAC library) coaplete sequence. //I . 6e-53: 300: 89//AC0046 16 
F-HENBA I 000520//Hoao sapiens clone OJ0813F11. WORKING 0RAF7 SEQUEN 
CE. 5 unordered pi eces.//1 . 7e-10: 1 1 7 : 86//AC006006 
F-HENBA 100052 3 

F-HENBA 1 00053 1 //Nu s ausculus Hsp70-related NST-I (hsr.l) aRNA. coa 
plate cds.//3.9e-35:290:BO//U08215 

F-HENBA 1 0005 34//Hobo sapiens chroaosoae 17. clone hRPK. 1 77_H_5, 10 
RKING DRAFT SEQUENCE. 2 ordered pieces. //I. 7e-36: 328: 77//AC005973 
F-HEMBA1000540//Arabidoosis thai i ana DNA chroaosoae 4. BAC clone F 
7K2 (ESSAI I pr o ject) .//0. 057: 265 :63//AL03 3545 

F-HENBA1 00054 2//Ratt us norvegicus aRNA for dipeptidyl peptidase II 

1. coaplete cds. //I. 2e-1 10:572:88//089340 

F-HENBA I 000545//Huaan DNA froa cosaid L27h9. Huntington's Disease 
Region, chroaosoae 4p16. 3 contains CoG island. //7. 5e- 130:760 :89//Z 
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F-HEMBA 1 0005 S5//Huaan DMA sequence *ee SEQUENCING IN PROGRESS tee 
froa clone 13401 1. WORK INC DRAFT SEQUENCE. //3. 2«-17S: 838: 98//AL034 
SS5 

F-HEMBA1OO0S57//CIT-HSP-2369FIS.TF CIT-HSP Hoao sipiens genoaic cl 
ona 2369FIS, genoaic survey sequence. //2.8e-32: 31 5: 78//AQ0746 11 
F-HEMBA 1000S61//Ratt us norvegicus 01 M/EBF associated Zn finger p 
rotein Roaz aRNA. alternatively spliced form. co«plete eds.//3.4e- 
69:66S:72//U92S64 

F-HEMBA1000S63//Plasaodiua falciparum 3D7 chroaosoae 12 PFYACI383 
genoaic sequence, fORKING DRAFT SEQUENCE. 3 unordered pieces. //O. S 
9:261: 61 //AC00S5O4 

F-HEMBAl 000568//HS_3243_B2_A1 2_MR CIT Approved Human Genoaic Spare 
Library 0 Hoao sapiens genoaic clone Ptate=3243 Col*24 Row=8. gen 
oaic survey sequence. //3. 1e-S4: 323: 91//AQ2 19628 
F-HEMBA I000569//M. ausculus aRNA for GPI-inchorad protein. //I. 4e-1 
9:440:61//X89571 

F-HElffiAI00057S//PlasBodiua falcipirua 307 chroaosoae 12 PFTAC3S7 g 
enoaic sequence. tORKING ORAFT SEQUENCE. 7 unordered pieces. //O. 00 
I6:557:57//AC005506 

F-HEMBAl Q00588//Mus ausculus FLI-LRR associated protein-1 aRNA. co 
aplete cds.//l. 7e-1t : 1 32: 79//AF045573 

F-HEMBAl 00059 l//Hoao sapiens aRNA for E1B-5SkDa-associated protei 
n. //7. 3e-43 : 228 : 97//AJ007509 

F-HEMBA I000592//Mus ausculus clone 0ST73I4. genoaic survey sequenc 
e. //7. 3e-07 : 68 : 94//AF046733 

F-HEMBAl 000594//Huaan ONA sequence froa PAC 306D1 on chroaosoae X 
contains ESTs. //8. 7e-71 : 553: 79//Z83822 

F-HEMBAl 000604//Huaan DNA sequence tea SEQUENCING IN PROGRESS tee 
froa clone 237 J 2. fORKING DRAFT SEQUENCE. //2. 9e-21 : 158: 75//AL021 39 
4 

F-KEMBA1000608//Hoao sapiens aRNA for KIAA0456 protein, partial cd 
■.//I. le-1 18:561 : 99//AB00792S 

F-r€M8A1000622//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-15 
265. coaplete sequence. //2. 2e- 28: 426: 70//AC004382 
F-HEH8A1000636//Huaan CpG island sequence, clone Q28B8.//1.0e-l5:2 
74:68//D85773 

F-HEMBAl 000637//Hoao sapiens aRNA for KIAA0690 protein, partial cd 
S. //6. 7e- 137: 639 :99//AB0 14590 

F-HEMBAl 000655//, coaplete sequence. //5. le-83: 685: 80//AC00581 5 
F-HEMBA1Q006S7//Rattus norvegicus ADP-r ibosylation factor-directed 
GTPase activating protein aRNA. coaplete cds.//1. le-91 :S97:84//U3 
5776 

F-HEMBAl 0006 6 2//Homo sapiens clone DJ08S3H20. lORKING ORAFT SEQUEN 
CE. 5 unordered pieces.//0.019:695:S7//AC004907 
F-HEMBAl 000673//Huaan DNA sequence tee SEQUENCING IN PROGRESS *** 
froa clone 229A8. lORKING ORAFT SEQUENCE. //I. Se-48: 325: 85//286090 
F-HEMBAl 000682//Hoao sapiens (subclone 5_g5 froa PI H25) DNA seque 
nee. //7. 7e-61 : 61 5: 74//L4341 1 
F-HEMBA 1 000686 
F-HEMBA 1000702 

F-H£MBA100070S//Plasaodiua falciparua 3D7 chroaosoae 12 PFYACB8-62 
8 genoaic sequence. WORKING DRAFT SEQUENCE. 9 unordered pieces.// 
0.0037: 569 : 57//AC005507 

F-HEMBA1000719//Streptoayces coelicolor cosaid IC2. //2. 0e-09:483:6 
2//AL03I124 

F-HEMBA 1 00072 2/ /To x op I a s aa gondii chloroplast. coaplete genoae.// 
0. 00058: 762 :S7//U87 145 

F-HEMBA 1 0007 26//H. sapiens HLA-ORBItIS gene. //9. 8e-49: 189: 89//X8879 
I 

F-HEMBAl 0O0727//C I T-HSP-387P22.TRB CIT-HSP Hoao sapiens genoaic cl 
one 387P22. genoaic survey sequence. //0. 0054: 206 :67//B601 58 
F-HEMBAI000747 

F-H£MBA1000749//Huaan DNA sequence froa clone 522P13 on chroaosoae 
6p21. 31-22. 3. Contains a 60S Ribosoaal Protein L21 pseudogene and 
an HNRNP A3 (Heterogenous Nuclear Riboprotein A3, FBRNP) pseudoge 

ne. Contains ESTs. STSs and GSSs. coaplete sequence. //3. 3e-05: 124: 

7S//AL024509 

F-HEMBAI000752//Huaan Chroaosoae X. coaplete sequence. //S. 9e-48: 50 
2:75//AC004073 

F-HEMBA1000769//Hoao sapiens clone NH0576N21. lORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //0. 01 1 : 179: 67//AC005043 
F-HEMBAI000773//Caenorhabditis elegans ONA »»e SEQUENCING IN PROGR 
ESS tee froa clone TS9A8. lORKING DRAFT SEQUENCE. //0. 070: 231 :63//Z 
98870 

F-HEMBA1000774//Hoao sapiens PAC clone DJI059M17 froa 7q21-q31.1. 
coaplete sequence. //6. 2e-40: 385: 75//AC004953 
F-HEMBA 1000791 

F-HEMBA 1 00081 7//Myraeci a pilosula Hi 87-1 35 ai tochondr ion cytochroa 
e b gene, partial cds.//0. 99 : 244 :58//U 15678 
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F-HEMBA1000822//Huaan ONA sequence froa PAC 179D3. between aarkers 
DXS6791 and OXS8038 on chroaosoae X contains S10 GTP-binding prot 
ein. ESTs and CpG is land. //0. 033: 284: 62//Z8 1370 
F-HEM8A1 000827//Bor rel i a burgdorferi (section SO of 70) of the coa 
pi ete genoae. //9. 7e-0S: 463: S8//AE001 164 

F-HEMBA 1 00084 3//Hoao sapiens DNA sequence froa clone 511824 on chr 
oaosoae 20q1 1.2-12. Contains the TOPI gene for Topoisoaerase I. th 
e PLCGI gene for 1-Phosphatidy I inosi to I -4, S-Bisphosphite Phosphodi 
esterase Gaaaa 1 (EC 3. I. 4. 1 1, PLC-Gaaaa-I. Phosphol ipase C-Gaaaa- 
1 PLC-II. PLC-148), the KIAA0395 gene for a probable Zinc Finger H 
oaeobox protein and a 60S Ribosoaal Protein L23 LIKE pseudogene. C 
ontains a predicted CpG island. ESTs. STSs and GSSs. coaplete sequ 
ence. //3. Oe- 1 S3 : 732 : 98//AL022394 

F-HEMBA 10008 5 1//Ratt us norvegicus glucocorticoid aodulatory eleaen 
t binding protein 2 aRNA. coaplete cds. //I . 6e-3l :386: 72//AF059273 
F-HEMBA 10008 5 2//Ho«o sapiens Xp22 bios 3-5 PAC RPCM-617A9 (Rosae) 
I Park Cancer Institute Huaan PAC Library) containing Arylsulfatas 
e 0 and E genes, coaplete sequence. //8. Se-1 15:455: 98//AC0052 95 
F-HEMBA 1000867 

F-HEMBA 10008 6 9//Huaan ONA sequence froa cosaid 1138017. between aa 
rkers OXS6791 and DXS8038 on chroaosoae X contains EST CA repeat a 
nd an endogenous retroviral like eleaent.//6. 6e-41 :424: 75//Z725I9 
F-HEM8AI000870//Cnaaptodon puailio cytochrome oxidase II gene, par 
tial cds: and tRNA-Asp. tRNA-His, and tRNA-Lys genes, coaplete seq 
uence. ai tochondr ial genes for ai tochondr ial products. //0. 0049: 21 
l:66//AF034S98 

F-HEMBAl 0008 72//C I T-HSP-2355D20.TF CIT-HSP Hoao sapiens genoaic c 
one 2355020. genoaic survey sequence. //3. 7e-33: 180: 98//AQ059583 
F-HEMBA I 000876//Huaan DNA sequence tea SEQUENCING IN PROGRESS tea 
froa clone 473B4. lORKING ORAFT SEQUENCE. //5. 6e-37 : 262 : 72//Z83B26 
F-HEMBA 1 000 90 8// Tr i ticua aestivua I ow- affinity cation transporter 
(LCT1) aRNA. coaplete cds. //I . 0: 304: 59//AF015523 
F-HEMBAI000910//M. ausculus necdin aRNA. coaplete cds. //6. le-08: 25 
6:61//M80840 

F-HEMBA 1 00091 8//Tetrahyaena theraophila aicronuclear development a I 

ly eliainated sequence region. //0. 13: 232: 63//U881 58 

F-HEMBA 1 00091 9//Ga 1 1 us doaesticus filaain aRNA. coaplete cds. //I. 

0:213:65//U00I47 

F-HEMBA1000934//C 1T-HSP-20S3H24.TR CIT-HSP Hoao sapiens genoaic cl 

one 20S3H24, genoaic survey sequence. //5. Se-1 1 : 275: 64//B69224 

F-HEMBA 1 00094 2//Hoao sapiens clone DJ0754G14, lORKING ORAFT SEQUEN 

CE. 15 unordered pieces. //9. 7e-0S: 78: 83//AC004878 

F-HEMBAl 000943/ /Hoao sapiens chroaosoae 17. clone hRPK. 640_I_I5. c 

oaplete sequence. //5. 8e- 140: 66 1 :99//ACO0S324 

F-HEMBAl 000946 

F -HEMBA 1 000 960/ /Hoao sapiens clone DJ1I1IF22. IORKINC DRAFT SEQUEN 

CE. 12 unordered pieces.//8. 3e-16: 181 :75//AC004967 

F-HEMBAl 000 968//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ate 

froa clone 69M21. lORKING DRAFT SEQUENCE. //4. 4e-1 1 7 : 398: 86//AL031 7 

35 

F-HEMBAl 00097 1//H. sapiens CpG island DNA genoaic Hsel fragaent. cl 
one 182f4. forward read cpg182f4. ft1a.//l. Se-20: 1 26 :96//Z 57528 
F-HEMBAl 0009 7 2//Hoao sapiens genoaic DNA of 8p2l.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer , s 
egaent 1/1 1.//0. 34:642: S9//AB0208S8 

F-HEMBAl 0009 74//Hoao sapiens clone DA009IH08, coaplete sequence.// 
5. le-183:B65:98//AC0048l7 

F-HEMBAl 000975//0rf virus hoaologue of retroviral pseudoprotease g 
ene. coaplete cds. //0. 00065: 391 :62//M30023 

F-HEMBAl 000985//Huaan DNA sequence froa clone 272E8 on chroaosoae 
Xp22. 1 3-22. 31 . Contains a pseudogene siailar to MDM2-Like PS3-bind 
ing protein gene. Contains STSs. GSSs and a CA repeat polymorphic 
a. coaplete sequence. //3.4e-05: 243 :6S//Z93929 

F-HEMBAl 000966//Hoao sapiens ONA froa chroaosoae 19-cosaid R3I491. 

genoaic sequence. //6. 6 e-06: 508:6 1//AD0008 13 
F-HEMBAl 000991 //Hoao sapiens aRNA for Hrs. coaplete cds. //I . 2e-22 : 
t93:B4//D84064 
F-HEMBAl 001 007 

F-HEMBA 1 00 1 008/ /Huaan ONA sequence froa clone 391022 on chroaosoae 
6p21.2-21.31 Contains pseudogenes siailar to ribosoaal protein. E 
STs, GSSs. coaplete sequence. //7.8e-46: 532 :73//AL031 577 
F-HEMBAl 001 009//Huaan aRNA for IgM heavy chain coaplete sequence./ 
/0.97:369:59//X17ll5 

F-HEMBAl 001 01 7//Hoao sapiens aRNA for KIAA0468 protein, coaplete c 
ds.//4. 40-139:661 : 98//AB007937 

F -HEMBA 1001 01 9//Hoao sapiens, clone hRPK. 15_A_1, coaplete sequenc 
e.//l.Se-l6:521:64//AC006213 

F-HEMBAl 001 020//Hobo sapiens chroaosoae 17. clone hRPK. 178_C_3. co 
aplete sequence. //3. 8e-50: 367: 72//ACO057O2 
F-HEMBAl 001 022 
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F-HEMBA 1 00 1 024//Hoeo sapiens T-c • 1 1 receptor alpha delta locus fro 
• bases I to 250529 (section I of S) of the Complete Nucleotide Se 
Quence. //S. 0e-23 : 378: 69//AE000658 

F-HEMBA 1 00 1026//Hoao sapiens OKA sequence fro* PAC 43501 on chroao 
sosie Xq2S. Contains ESTs and STS.//7. St- 1 9:867 :60//Z86064 
F-HEMBA1001043//H$_22I9_BI_A10_MF CIT Approved Hub an Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate=2219 Co I = 19 Row=B. sen 
oaic survey sequence. //3. Oe-1 5: 124: 8B//AQ301 521 
F-HEMBA1 00 1051 //Huaan Chroaosoae I clone bWX0342, coaplete sequenc 
e. //4. 8 e- 79 : 308 : 84//AC004072 

F-HEMBA I 00 10S2//Hoao sapiens chroaosoae 17. clone hRPK. 146_P_2. ffO 
RKING DRAFT SEQUENCE. 4 unordered pi eces. //0. 53: 384: 61//ACOOS341 
F-HEMBAt 00 I 059//Huaan N-scety Igalactosaaina 6-sulphatase (GALNS) g 
ene. eion I0.//2. 8e-26: 397:71//U06084 

F-HEMBA 1 001 060//Hoao sapiens chroaosoae 17. clone hRPK. S55_D_2 1 , c 
oaplete sequence. //0. 98: 2BO:62//AC006079 

F-HEMBA 100 1071 //Huaan bRNA for pro alpha I (III) collagen C-terain 
a I propept ide. //I . 1 e-31 : 1 81 : 96//X01 742 

F-HENBAI001077//noclear protein TIFI [nice. aRNA, 3951 nt].//3.6e- 
I3:338:6S//S78219 

F-HEMBA 100 I 080//Streptoayces coelicolor cosaid IA9.//0. 00012:364:6 
3//AL034446 

F-HEMBAI00I08S//Kuaan Chroaosoae 15q26. I PAC clone pOJ290i2l conta 
ining fur. fes. and alpha ainnosidase Hi genes. 10 RKING ORAFT SEQ 
UENCE. 9 unordered pi eces. //8. Se- 1 34:476: 96//AC00458S 
F-HEMBAI001088//Sequence I froa patent US SSS2S29.//2. 2e-71 :303: 78 
//1 25863 

F-HEMBA 100 1 Q94//H©ao sapiens clone RG49IN20. coaplete sequence.// 
8. 9e-l 19:609: 96//ACD05 105 . 
F-HEMBA 1001 099 

F-HENBAI001t09//Hoao sapiens BAC clone RG318M0S froa 7q22-q31.l. c 
oaplete sequence. //2. 4e-S8 : 347 : 87//AC0052S0 

F-H£MBAI001121//Huaan DMA sequence **« SEQUENCING IN PROGRESS »•• 
froa clone 90G24. 10 RKING ORAFT SEQUENCE. //3. 4e-2l : 226: 65//AL00872 
3 

F-KEMBAI00U22//Plasaodiua falciparua chroaosoae 2. section 20 of 
73 of the coaplete sequence. //9. 2e-07: 732: 57//AE00 1 383 
F-HENBAI00U23//HOBO sapiens full length insert cDNA clone Z038E1 
Z.//1. le-ll:23l:68//AF086247 

F-HEbBA1001I33//Hobo sapiens clone DJ08S6024. WORKING DRAFT SEQUEN 
CE. 4 unordered pieces. //0. 01 1 : I63:69//AC004909 
F-HEMBAIOOI137//Hoao sapiens aRNA for KIAA0798 protein, coaplete c 
di. //6. 9e-72: 527 : 77//ABOI834I 

F-HENBAI001140//H080 sapiens clone RG228DI7. WORKING ORAFT SEQUENC 
E. 2 unordered pi eces. //2. 3e-1 20:578:98//AC0O5077 
F-HEM8AI0O1172//PlasBOdiua falciparua 307 chroaosoae 12 PFYAC88-62 
8 genoaic sequence, WORKING ORAFT SEQUENCE. 9 unordered pieces.// 
0.010: 520 :S9//AC005507 

F-H£MBA1001I74//R.norvegicus (Sprague Dawley) ARL5 aRNA for ARF-li 
ke protein S.//1 . 0e^59:S6S:73//X786O4 

F-HEMBA1001197//Hoao sapiens clone 82F9. W RKING ORAFT SEQUENCE. 4 

unordered pi eces. //0. 0037; 151 : 70//AC00481S 
F-HEHBA1001208//Huaan BAC clone RG264L19 froa 7p15-p21. coaplete s 
equenc e. //7. 4e-3 5: 195:81 //AC0024 1 0 

F-HEMBA 1001 21 3//Hoao sapiens clone DJ0892G19. coaplete sequence.// 
!.9e-l7l:826:98//AC004917 

F-HENBA1001226//Hoao sapiens clone D J 08 50 101. WORKING DRAFT SEQUEN 
CE. 1 unordered pieces. //0. 00010: 557 : 57//AC0O6OO9 
F-HEVBAI00123S//Hoao sapiens chroaosoae 17. clone hRPK. 60 1 JIM 3. c 
oaplete sequence. //0. 0086: 372 : 58//AC005389 

F-HEMBA 1 00 1247//H. sapiens CpG island ONA genoaic Nset fragaent. cl 
one llbil. reverse read cpgUbl I. rt1a.//2. Oe-24: 154:93//Z64441 
F-HEMBA 1 00 12S7//Hoao sapiens alpha-aethy lacy 1-CoA raceaaae aRNA. c 
oaplete cds.//1. 9e-88:659:8l//AF047020 

F-HEMBA 1001 26 5//Huaan 18S ribosoaal RNA.//1 . Oe-32: ISO: 97//X03205 
F-HEMBA 100 1281 

F-KEMBAI001266//B. taurus aRNA for RF-36-ONA-binding prote in. //7. 7 
e-26: 236:81//! 15543 

F-HEMBA 1 00 1289//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-69 
GI2. coaplete sequence. //5. 5e-28: 530: 64//AC0041 31 
F-HEM8A1001?94//Yeast ai tochondr ial aapl gene for ATPase subunit 
6. //2 . 8e-1 5 : 722 : 60//X00960 

F-HE1IBA1001299//Huaan ONA sequence froa clone 422G23 on chroaosoae 
6q24 Contains EST. STS. GSS. CpG island, coaplete sequence. //4. 2 
e-24: 288: 76//AL03 1003 

F-HEM8AIOOI302//cDNA encoding a huaan hoaologue of a aouse novel p 
olypeptido derived froa stroaal eel I.//7. 2e-121 : 439 :96//E 12260 
F-HEMBA1001303//Plasaodiua falciparua 307 chroaosoae 12 PFYAC181 g 
enoaic sequence. WORKING ORAFT SEQUENCE. 8 unordered pieces. //0. 01 
l:637:S6//ACO05505 



F-HEaSA10013IO//HS_3252_B2_BI2J7 CIT Approved Huaan Genoaic Spore 
Library 0 Hobo sapiens genoaic clone Plate=3252 Co I =24 Row=0, gen 
oaic survey sequence. //I. 2e-16: 166: 82//AQ2 17054 
F-HEMBA10O1319//CIT-HSP-2034J6.TF CIT-HSP Hoao sapiens genoaic do 
ne 2034 J6, genoaic survey sequence. //0. 33: 256: S9//B7 9409 
F-KEMBA1001323//Hoao sapiens proto-oncogene (Int-Sa) aRNA. coaplet 
e cds.//7.8e-30: 1 65 : 99//L2086 1 

F-HEMBA 100 I 326//Hoa© sapiens DMA sequence froa BAC 55C20 on chroao 
soae 6. Contains a Spinal Muscular Atrophy (SHA3) LIKE gene over I a 
pping sith a beta-glucorontdase LIKE pseudogene. Contains a aeabra 
ne protein LIKE pseudogene. a Glyceraldehyde 3-phosphate dehydroge 
nase (CAPON) LIKE pseudogene, five predicted tRNA genes. Contains 
ESTs. GSSs (BAC end sequences) and a CA repeat polyaorphisa. coepl 
ete sequence.//5.4e-19:347:68//AL02136B 

F-HENBA100I327//CIT-HSP-23S4E10.TR CIT-HSP Hoao sapiens genoaic cl 
one 2354E10. genoaic survey sequence. //0. 012: 152:65//AQ07571 3 
F-HENBA1001330//Plasaodiua falciparua ONA tee SEQUENCING IN PROGRE 
SS ««* froa contig 3-103. coaplete sequence. //0. 0037: 254: 82//A101O 
208 

F-HEM8A1001 351 //Hoao sapiens VAMP-associated protein of 33 kOa (VA 
P-33) aRNA. coaplete cds.//l. le-103:516:97//AF0S7358 
F-HENBA 100 1361 //Hoao sapiens chroaosoae 9. clone hRPK. 202_H_J, cob 
pi ete sequenc e.//1.7e- 150: 706 :99//AC006241 

F-HEMBA 1 00 1375//St rep toayces coelicolor cosaid IE6.//1. 0:375: 59//A 
L03350S 

F-HEMBA1001377//HS_3020_B1_D12_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=>3020 Co I -23 Row=H. gen 
oaic survey sequence. //0. 00022: 63: 77//AQ1 05297 
F-HEMBA1Q01383//Plasaodiua falciparua chroaosoae 2, section 68 of 
73 of the coaplete sequence. //0. 00035: 31 7: 60// AE001 431 
F-HEMBA10O1387//HS_3039_B1_DOl_NF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Ptate=3039 Co 1 = 1 Row-H. geno 
aic survey sequence. //S. Oe-90: 437 : 98//AQ1 55035 

F-HEMBA1001388//HOBO sapiens clone RC189J21. WORKING DRAFT SEQUENC 
E. 15 unordered pieces. //4. 2e-47: 1 59: 89//AC005073 
F-HEN8A1 001 391 //Huaan ONA sequence froa clone 409010 on chroaosoae 
20q12 Contains CA repeat. GSS. STS. coaplete sequence. //2. Oe-06: 4 
95:6O//AL0312S6 

F-HEMBA 1 001 398//H. sapiens CpG island ONA genoaic Nsel. fragaent. cl 
one 70011. forward read cpg70d!1. f t1b.//0.018:46:97//Z62591 
F-HENBA100140S//Huaan ONA sequence tee SEQUENCING IN PROGRESS tea 
froa clone 50024. WORKING DRAFT SEQUENCE. //2. 3e-74: 623: 71//AL03438 
0 

F-HEMBA 1 00 1407//Mus ausculus doaesticus Torino (Sry) gene, eoaplet 
e cds.//0.36:363:57//U03645 

F-HEMBAt 0014 II //Hoao sapiens genoaic ONA. 2lq region, clone: S39BG 
29. genoaic survey sequence.//8.4e-12:516:60//AGOOI050 
F-HEMBAt 00141 3 

F-KEMBAI001415//Huaan DMA sequence t*« SEQUENCING IN PROCRESS t»* 
froa clone 41018. STORKING ORAFT SEQUENCE. //0. 98: 177 :64//AL031732 
F-HEMBA1001432//Hoao sapiens clone OJ0693HII. WORKING DRAFT SEQUEN 
CE. 7 unordered pieces.//8.0e-l77:859:97//AC006!45 
F-HEMBAI001433//Hoao sapiens clone OJ0892G19. coaplete sequence.// 
2.0e-35:376:64//AC004917 

F-HEMBAI001435//HOBO sapiens chroaosoae 17. clone hRPK.63_AJ, coa 
pi ete sequence. //I. 2e-74: 284: 84//AC005670 

F-HEM8A1001442//Plasaodiua falciparua ONA SEQUENCING IN PROCRE 
SS ate froa contig 3-66. coaplete sequence. //0. 056: 194: 63//AL01OI 3 
8 

F-HEMBA 100 I 446//Hoao sapiens chroaosoae 4 clone B150J4 aap 4q2S. c 

oaplete sequence. //0. 96: 328: 61//AC004047 

F-HEMBAI00I450 

F-HEMBA1001454//Kuaan ONA sequence froa clone 598A24 on chroaosoae 
Xpl 1.1-11.23 Contains zinc finger X-l inked proteins ZXDA. ZXDB. E 
STs and STS. coaplete sequence. //2. 0e-47:468: 73//AL031 1 IS 
F-KEMBA1001455//CIT978SK-32J2.TV CIT978SK Hoao sapiens genoaic do 
ne 32J2, genoaic survey sequence.//! . Se-05: 223: 6S//B7S859 • 
F-HEMBA1001463//cSRL-69d1-u cSRL flow sorted Chroaosoae II spec if i 
c cosaid Hoao sapiens genoaic clone cSRL-69dl. genoaic survey seou 
ence. //5. 1 e-66 : 564: 77//B05652 

F-HEM8A1001476//KOBO sapiens aRNA tor KIAA0572 pro t em. partial cd 
s.//1 . 9e-l02: 489 : 99//A801 1 1 44 

F-HEM8A100147B//HS_2228_A2_B03_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-2228 Co I -6 Row=C. geno 
aic survey sequence. //4. Se-40: 275: 68//AQ032041 
F-HEM3A1001497//Huaan ONA sequence froa clone 281H8 on chroaosoae 
6q25. 1-25. 3. Contains up to four novel genes, one eith siaitarity 
to KIAA0323 and wore C30F12. 1 and another eith Ubiqui t in-Like prot 
ein gene SMT3 (the latter in an intron of a novel gene). Contains 
ESTs, STSs. GSSs, a putative CpG island and genoaic Barker 06S155 
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3. coaplete sequence. //7. 7o-47: 31 1 : 8S//AL031 1 33 
F-HEMBAl0Q15tO//Huaan HLA class Ml ret ion containing cASP res pons 
e eleaent binding prate in- related protein (CREB-RP) and tenascin X 
(tenascin-X) genes, coaplete cdi. complete sequence. //2. Oe- 130: 69 
9:93//U89337 

F-HEMBA1001S1S//Hoao sipiens chroaosoae 19. cosaid F24866. coapiet 
e sequence. //4. le-t 14: 71 1 8S//AC005794 

F-HEMBAIOOI517//Hoao sapiens BAC clone RC4S9N13 froa 7pt5. coapiet 
e sequence. //S. 7e-162 : 7(9 : 98//AC004549 

F-HEMBA1001S22//Caenorhabditis elegans cosaid ZK328. //8. 6e-1 7:498: 
61//U50193 

F-HEMBA 1 00 1S26//Kuasn OKA sequence troa cosaid 444G9 froa a contig 
froa the tip of the short ara of chroaosoae IS, spanning 2Mb of I 
Sp13.3 Contains ESTs and CpC islands. .//O. 31 : 120: 69//Z9825B 
F-HEMBA1001533 

F-HEMBA 1 001 557//Chionoecetes opilio (clone C0P41) DMA aicrosatel I i 
te repeat regions. //7. Oe- 25: 303: 72//L491 36 

F-HEMBA 1 00 1S66//Hoao sapiens DMA sequence froa PAC 12703 on chroao 
soae 1 023-25. Contains FM02 and FM03 genes for Flavin-containing M 
onooiygenase 2 and Flavin-contiining Monooxygenase 3 (Diaethy lani I 
ine Monooxygenase (N-Oxide 3. ECI.14.13.6. Oiaethylani I ine Oxidase 
3. FMO II. FMO 3), and a gene for another, unknown. Flavin-contai 
ning Monoosygenase faaiiy protein. Contains ESTs and GSSs. coapiet 
e sequence. //7. 2e-l 8 : 805 : 60//AL02 1 026 

F-HEMBA1001569//Hoao sapiens aRNA for vesicle associated aeabrane 
protein 2 (VAMP2) . //I . le-64:338:9S//AJ22S044 

F-HEM6A1001570//Hoao sapiens PAC clone DJ0844F09 Iroa 7pl2-pt3. co 
aplete sequence. //2. le- 148: 698: 99//AC0O4453 

F-HEMBA1001579//Hoao sapiens aRNA for NS1 -binding protein (MS I -BP 
) . //2 . 2e- 1 73 : 678 : 99//A J 01 2449 

F-HEMBAt 001 581 //Hobo sapiens clone 0J11S8B01. IDRKINC DRAFT SEQUEM 
CE. 23 unordered pieces. //0. 30: 484: S9//AC004980 
F-HEMBA 100 1585 

F-HEMBAI001589//Huaan BAC clone RG317C18 fro. 7q31, coaplete seque 

nee. //0. 98 : 1 97 : 63//AC002432 

F-HEMBA1001595//Huaan aRNA for KIAA0128 gene, partial eds.//8. 2a- ! 
09:855:78//D50918 

F-HEMBA100160B//RPCIU-72E2.TJ RPCII1 Hobo sapiens genoaic clone 
R-72E2. genoaic survey sequence. //3. Be-OS: 235: 64//AQ2671 31 
F-HEMBA1O01620//0ryia sativa RIN01 aRNA for ayo-inositol phosphate 

synthase, coaplete cds.//3.8e-40:719:64//AB012107 
F-HEMBA100163S//HS_32D8_A1J)07_MR CIT Approved Huaan Genoaic Spera 

Library D Hobo sapiens genoaic clone Plate=3208 ■ Co 1 = 13 Rov=G, gen 
oaic survey sequence.//) . 4e-l 5: 120: 90//AQ1 76944 
F-HEMBA1001636//HOBO sapiens I2q24 PAC RPCM-66E7 (Rosaell Park Ca 
ncer Institute Huaan PAC library) coaplete sequence. //0. 15:221 :64/ 
/AC004216 

F-HEMBA1001640//HS_3253_B2_D03_MR ClT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate=3253 Col =6 Row=H, geno 
aic survey sequence. //9. le-S2: 278: 95//AQ2160S8 

F-HEMBAI001647//H. sapiens gene for plectin.//0.00052:629:61//Z5436 
7 

F-HEMBA 1001 651 //Sa I ao salar DMA for a cryptic repeat. //7. 9e-08:27 
0:64//AJ0l2206 

F-HEMBA100!6S5//Hoao sapiens chroaosoae 5. BAC clone 194j18 (LBN I 
HI 58). coaplete sequence. //5. 9e-l64:802:97//AC005368 
F-HEMBAI00I65B//N.ausculus C0L3A1 gene for collagen alpha- I . //2. 4 
e-30:742:62//XS2046 

F-HEMBA1001661//HOBO sapiens chroaosoae Sp. BAC clone S0g21 (LBNL 
HI 54). coaplete sequence. //2. 2 e- 144; 682: 99//AC00 5740 
F-HEMBAI001672//HOBO sapiens aethyl-CpG binding protein MB03 (MSO 
3) aRNA. coaplete cds.//6. 1e-152: 72S:98//AF072247 
F-HEMBA1001675//RPCII1-S4F8.TV RPCltl Hoao sapiens genoaic clone 
R-54F8. genoaic survey sequence. //5. 3e-7S: 341 :8S//AQ0821 26 
F-HEMBA1001678//Hoao sapiens Xp22 PAC RPC11-167A22 (froa Roswell P 
ark Cancer Center) coaplete sequence. //8. 4e-54: 551 : 74//AC002349 
F-HEMBA 100 1661 

F-HEMBA1001702//Plasaodiua falciparua chroaosoae 2. section 35 of 
73 of the coaplete sequence. //0. 94:676: 54//AE001 398 
F-HEMBA1001709//Huaan DNA sequence tee SEQUENCING IN PROGRESS set 
froa clone 702J19. WORKING DRAFT SEQUENCE. //0. 74:659: S8//AL033531 
F-HEMBA1001711//Lysiphlebus aelandr i icol a NADH dehydrogenase I gen 
e, ai tochondr ial gene encoding at tochondrial protein, partial cds. 
//3.0e-07:4l3:60//AF069l78 

F-HEMBA1001712//Hoao sapiens 8AC clone RG041H04 froa 7q21-q22. coa 
plete sequence. //0. 091 : 31 5: 61//AC00451 9 

F-HEMBA1001714//Rattus norvegicus at tochondr ial ATPase inhibitor g 
ene. coaplete cds. //I. 6e-28: 218: 75//U1 2250 

F-HEMBA100171B//HS_3056_A2J<08JIF ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=30S6 Co I = 1 6 Row=0. gen 



oaic survey sequence. //2. Oe-79: 383: 99//AQ1 05367 
F-HEMBA 1001 72 3//HS_2 1 S8_A2_D02_NF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate»2188 Co I =4 Row=G. geno 
aic survey sequence. //3. 8e-28: 174: 94//AQ1 16793 

F-HEMBA10OI73l//HS_3O2l_AIJU1J7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate°302l Col =2 1 Row=A. gen 
oaic survey sequence. //2. Se-1 1 : 420: 62//AQ1 54656 
F-HEMBA1001734//Hoao sapiens chroaosoae Y, clone 264. M. 20. coapiet 
e sequence. //0. 00060: 392: 60//AC0046 17 

F-HEMBA 1 001 744//HS.31 94_A I _D05_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3194 Col=9 Row=G, geno 
aic survey sequence. //S. 8e- 29: 163: 97//AQ252295 

F-HEMBA1001745//Hoao sapiens chroaosoae 9q34, clone 280CM. coaple 
te sequence. //0. 66:627 : 59//AC0021 02 

F-HEMBAl0O1746//H5_2l63_Bt_F04_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2163 Co I =7 Row=l, geno 
aic survey sequence.//) . 4e-16: 238: 70//AQ085995 

F-HEMBA 1001 76 1 //Genoa i c sequence froa House 9. coaplete sequence./ 
/3. Se-52:)98:86//AC002)09 
F-HEMBA I 001 781 

F-HEMBA1001784//Genoaic sequence froa Huaan 9q34. HORKINC ORAFT SE 

QUENCH, 2 unordered pi eces.//S. Se-1 3:296 : 65//AC002099 

F-HEMBA 1001 791 //Hoao sapiens DNA froa chroaosoae 19-cosaids R31I5 

8. R31874. and R28125. genoaic sequence, coaplete sequence. //0. 18: 

534:59//AF038458 

F-KEMBAI00I800//CIT-HFP-2049NS.TF CIT-HSP Hoao sapiens genome clo 
ne 2049N5. genoaic survey sequence. //2.2e-40: 335: 80//AQ009222 
F-HEMBA1QO1803//M.BUSCUIUS (Balb/C) P/L01 aRNA! //I . 7e-25 : 286 : 74//I 
31360 

F-HEMBA1001804//Mouse interleukin 2 receptor (pSS IL-2R) aRNA. 5 
end. //I . 9e-S8 : 358 : 89//M21 977 

F-HEMBA 1 001 808//Hoao sapiens aRNA. chroaosoae 1 specific transcrip 
t K IAA0500. //7. 8e- 1 74:809: 98//AB007969 

F-HEMBA1001809//Bovine herpesvirus 1 coaplete genoae. //9. 0e-09:63 

9:57//AJ0O4801 

F-HEH8A1001815 

F-HEMBA1001819//HS_3079_B1_E04_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3079 Co I =7 Row=J. geno 
aic survey sequence.//1.4e-79:396:97//AQ186616 

F-HEMBA1001820//Hoao sapiens BAC clone GS165L15 froa 7p1S. coaplel 
e sequence. //0. 00026 : 436 : 50//AC0050 1 3 

F-HEMBA1001822//Hoao sapiens intersectin short fora aRNA. coaplete 

CdS . //t . 2e-40 : 510: 6S//AF064243 
F-HEMBA 1 00 1824//Hoao sapiens expanded SCA7 CAG repeat. //fi. le-20: 3« 
4:68//AF02027S 

F-KEMBA1001835//Hoao sapiens BAC clone RG017K18 froa 7q31. coaplel 
e sequence. //0. 0094: 553 : 58//AC0051 61 

F-HEMBA 1 001 844//Hoao sapiens chroaosoae Xp22-13S-l36 clone GSHB-SS 
711. I0RKING ORAFT SEQUENCE. 35 unordered pieces. //I . 2e-22: 316: 70/ 
/AC0OSB67 

F-HEMBA1001847//M.ausculus Zfp-29 gene for zinc finger protein.// 
5. 3e-27:397:69//X55126 

F-HEMBA100186I//Hoao sapiens aRNA for KIAA0617 protein, coaplete c 
ds. //8. 6e-1 84: 865: 98//AB01 451 7 

F-HEMBA1001864//Arabidopsis thai i ana chroaosoae II BAC F17H1S geno 

aic sequence, coaplete sequence. //0. 38: 337: 62//AC005395 

F-HEMBA 1001866//Caenorhabdi lis elegans cosaid F48E3. //I . 4e-10: 224: 

63//U28735 

F-HEMBA) 00 1869//Hoao sapiens BAC clone RG114B19 froa 7q31. I, coapl 
etc sequence. //6.7e-98: 288: 91 //AC00506S 

F-HEMBA1001888//Huaan Chroaosoae Dpi 5. 5 PAC clone pOJ9ISf) contai 
ning KvLQTl gene, coaplete sequence. //4.9e-l 14: 476: 84//AC003693 
F-HEMBA1001896//&OS taurus pyruvate dehydrogenase phosphatase regu 
latory subunit precursor. aRNA, coaplete cds. //2. 2e-l 37: 839:86//AF 
026954 

F-HEM8A10019IO//Hoao sapiens Chroaosoae 2pl 3 BAC Clone hi 73. coapl 
ete sequence. //0. 90: 221 :63//AC00306 5 

F-HEMBAI0019I2//HS_2237_A1_C10_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2237 Col =19 Row=E. gen 
oaic survey sequence. //9. 7e-76: 364: 100//AQ03 37 32 
F-HEMBA) 001 91 3//leishaani a aajor chroaosoae 3 clone L???? strain F 
riedlin. flORKING DRAFT SEQUENCE. 6 unordered pi eces.//0. 00063:219: 
65//AC005766 

F-KEMBA10019)S//Hoao sapiens genoaic DNA of 9q32 ant i -oncogene of 
flat epitheriua cancer , segaent S/10.//0. 0001 1 :366:63//AB020873 
F-HEMBA1001918//Pneuaocystis carinii gene for aajor surface glycop 
rote in MSG10S, exonl-2. coaplete cds.//0. 00024: 562:58//D8203l 
F-HEMBA 100 1 92 1 //Hoao sapiens gerainal center kinase related orotei 
n kinase aRNA. coaplete cds.//2. 1e-164:855:99//AFO0OUS 
F-KEMBA1001939//HuBan DNA sequence froa clone 395P12 on chroaosoae 
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1q24-2S. Contains the TXGP1 gene for tas-t ranscript ional ly activa 
ted glycoprotein 1 (34kD) (0X40 ligend. 0X40L) and a GOTZ (Asparta 
te Aminotransferase, mi tochondrial precursor. EC 2.6.1.1. Transaai 
nut A. Clutaaiate Oialo&cetate Transaai nase-2) pseudogene. Contain 
s ESTs. STSs and CSSs, coaplete sequence.//!. 1e-42: 380: 80//AL0223 1 
0 

F-KEbBA1001940//Hobo sapiens clone DJ 1093 II 6. HONKING DRAFT SEQUEN 

CE. S unordered pieces.//7. 5e- 175: 081 : 97//AC00S629 

F-HEHBA 1 001 942//Hono sapiens chroaosoae 12p13.3 clone RPCI1-96H9. 

IORKING DRAFT SEQUENCE. 86 unordered pieces.//0. 097: 107: 7I//AC0060 

57 

F-HEHBA1001945//Drosophila F faaai ly transposabie eleaent F?2 3' re 

g i on. //0. 94: 140 : 6S//X01 934 

F-HEHBAI 001 9S0//H. sapiens CpG island DMA genoaic Nsel fragaent. cl 
one I5b5. forward read cpglSbS. f t1q.//1. 4e-27: 168: 95//Z54728 
F-HEHBAI 001 9S0//Locust a nigra tori a nRNA for nAChR a I oh at subunit./ 
/0.010:108:7t//AJ000390 

F-HEHBAI 00 1962//P I asaod iua falciparua 3D7 chroaosoae 12 PFYACB8-62 
B genoaic sequence. IORKING DRAFT SEQUENCE. 9 unordered pieces.// 
9. Te-OS : 494 : 60//ACOOSS07 
F-HEHBAI 001 964 

F-HEHBAI 001 96 7//Hunan DNA sequence fron clone 341 El 8 on chroaosoae 
6p1 1.2-12.3. Contains a Serine/Threonine Protein Kinase gene (pre 
suaptive isolog of a Rat gene) and a novel alternatively spliced g 
ene. Contains a putative CpG island. ESTs and GSSs. coaplete seque 
nee. //9. 6e- 122:373: 99//AL03 1 1 78 

F-HEHBA 1 00 1979//HS_3067_B1_A06_HR CIT Approved Hunan Genoa ic Spera 
Library D Hobo sapiens genoaic clone Plate=3067 Co I =11 Ro*=B, gen 
oaic survey sequence. //0. 43: 193: 64//AQ1 43506 

F-rlEHBAI 001 9B7//PI asaod iua f ale > pa run HAL3P6. coaplete sequence.// 
1.0:428:S6//Z98551 

F-HEMBA1001991//HS_2237_A2_C09_aT CIT Approved Hunan Genoaic Spera 
Library D Mono sapiens genoaic clone Plate=2237 Co I =18 Ron=N, gen 

oaic survey sequence. //4. 3e-05: 240:64//AQ067283 

F-HEMBA1002003//protein phosphatase 2C isofora [rats, liver. aRNA, 
I960 nt].//2.7e-33:364:74//S90449 

F-HEWA10O2008//IORXING DRAFT SEQUENCE. 3 unordered pieces. //0. 000 

32:214:68//AC00S948 

F-HEHBA 1 00201 8 

F-HEHBA1002022//Huaan p37NB aRNA. coaplete cds.//0. 014: 58: 96//U329 
07 

F-HEHBAI 00203 S//House transcriptional control eleaent.//7. 8e-07:20 
0:69//l117284 

F-HEHBA 1 00203 9//Huaan DMA sequence froa clone 2 6 71 20 on chroaosoae 
Xq22. 2-22. 3. Contains ptrt of the 0IAPH2 gene and a pseudogene. E 
STs. STSs and GSSs. coaplete sequence. //0. 31 : 497: S8//AL03 1 053 
F-HEHBA 1002049/ZHoao sapiens chroaosoae S. BAC clone 28287 (LBNL H 
192). coaplete sequence. //4. 5e-42: 532: 63//AC0052 16 
F-KEIBA1002084//HO8O sapiens chroaosoae 19 cosaid F 15386, genoaic 
sequence, coaplete sequence. //0. 81 : 435: 59//AF02 542 2 
F-HEH8A1002092//Hus ausculus 01 f-1/EBF-l ike-3 transcription factor 

(0/E-3) nRNA. coaplete cds. //I. 2e-l 30:769: 87//U92703 
F-HEHBA 1 002 1 00/ /Mono sapiens PAC clone DJ0991G20. coaplete sequenc 
e. //I . 3e-47 : 1 24 : 96//AC004943 

F-HEHBA 1 002 1 02/ /Xenopu s laevis aRNA for iSoi7 protein, coaplete cd 
s. //2. 7e-1 3: 1 32: 71//D83649 

F-HEHBA 1 002 113//F, rubripes GSS sequence, clone 063K10bB4, genoaic 
survey sequence. //0. 029: !42:66//Z88840 

F-HEHBA 10021 19/ /Hunan Chronosone 11 pac p0JI173aS. coaplete sequen 
ce. //1 . 3e- 1 4 : 51 5 : 62//AC000378 

F-HEHBA) 0021 2 5//Hono sapiens calciua-activated potass iua channel 
(KCNN3) aRNA. coaplete cda.//0.98:222:61//AF03181S 
F-HEHBA1002139//Caenorhabditis elegant cosaid F55C9. coaplete sequ 
ence. //0. 0081 : 37 1 : 60//Z8 1 549 

F-HEHBAt002144//Saccharoayces cerevisiae ai tochondr ion transfer RN 
A-Nat (tRNA-Het) gene, oiil gene, and 0RF1.//4. 9e-Q6:341 :6l//L3688 
8 

F-HEHBA I 002 150//Hoao sapiens aRNA for KIAA0720 protein, partial cd 
s. //0. 0001 7:353: 62//AB0 1 8263 
F-HEHBA 1002 151 

F-HEHBA 1 002 1 53//C I TBI -E 1 -251 9 1 20. TR CI TBI -El Hoao sapiens genoaic 
clone 2519120. genoaic survey sequence. //8. 5e-61 : 334: 94//AQ27761 3 
F-HEHBA 1 002 160//Hoao sapiens clone 0J 1 189006. coaplete sequence.// 
8. Se-44 : 385 : 77//AC005232 

F-HEH8A1Q02161//Coturnix coturnix slow ayosin heavy chain 2 (qayhc 
2) aRNA. partial cds.//2. le-59: 571 : 74//AF006829 

F-HEHBA 1 0021 62//Hono sapiens Xp22-150 BAC GSH8-309P15 (Genone Syst 
eas Hunan BAC Library) coaplete sequence. //5. 3e-53: 698: 67//AC0062I 
0 

F-HEHBA 1 0O2 1 66/ /Huna n DNA sequence froa PAC 84F12 on chroaosoae Xq 



2S-Xq26. 3. Contains glypican-3 precursor (intestinal protein OCI- - 
S) (GTR2-2). ESTs and CA repeat. //1. 2e-50:319:78//AL0087l2 
F-HEHBA 1 0021 77//Hoao sapiens BAC clone RG293FI1 froa 7q21-7q22. co 
nplete sequence. //2. 5e-18: 1 50 : 88//AC000066 

F-HEHBA 1 002 1 6S//Hoao sapiens clone OJ0292L20. IORKING DRAFT SEQUEN 

CE, 2 unordered pi eces.//0. 00068:466: 5 9//AC00482 5 

F-HEHBA 1 002 189//Hono sapiens clone GSI66C05. IORKING DRAFT SEQUENC 

E. 7 unordered pieces. //3. 3e-23: 176: 77//AC00501 5 

F-HEHBA 1 002 1 9 1 //Hoao sapiens aRNA for KIAA0689 protein, partial cd 

s.//1.0:382:59//AB014S89 

F-HEHBA 1 002 199//Hoao sapiens chroaosoae 4 clone B55B24 nap 4q2S, c 
oapl ete sequence. //I . 8e-20: 368: 66//AC005I 50 

F-HEHBA 1 002 204//HS_20SS_A I J H09_T7 CIT Approved Hunan Canonic Spern 
Library 0 Hono sapiens genonic clone Plate=2Q5S Co I =17 Ron=0, gen 
oaic survey sequence.//!. 2e-06: 178:65//AQ235350 
F-HEHBA 1 0022 12//S. cerevisiae chroaosoae IV reading fraae 0RF YDL10 
1c.//0.03S:34S:60//Z74149 

F-HEH8AI002215//H. ausculus nRNA for test in.//4. 6e-80: 504:87//X7898 
9 

F-HEHBA 1 002 226//Hono sapiens Xp22 bins 87-93 PAC RPCI1-122K4 (Rosn 
ell Park Cancer Institute Hunan PAC Library) coaplete sequence.// 
S.7e-63:336:74//AC003035 

F-HEHBA 1 002 22 9//Hoao sapiens BAC clone NH0539B24 froa 7p1S. l-pl4. 
coapl ete sequence. //I. 6e-39:31 I :81//AC006044 

F-HEHBA 10022 3 7//Hoao sapiens PAC clone DJ0696N01 froa 7p21-p22. co 
nplete s equen c e . // 1 . 6e- 1 2 . 397 : 64//AC00486 1 
F-HEHBA 1002241 
F-HEHBA J 002253 

F-HEHBA I 0022S7//Hoao sapiens diacy (glycerol kinase iota (DGKi) aRN 
A. coaplete cds.//3. Se-151 : 731 :97//AF061936 

F-HEHBA1002265//Huaan 0NA sequence froa cosaid N28H9 on chronosoao 

22qM.2-qter contains ESTs. STS and endogenous retrovirus. //1 . 3e- 
09:313:62//Z71183 
F-HEHBA 1002267 

F-HEHBA I002270//Hoao sapiens Xp22-I50 BAC GSHB-309P1S (Genone Syst 
eas Hunan BAC Library) coaplete sequence. //0. 069: 495: 58//AC0062 10 
F-HEHBA 1002321 //Hoao sapiens PAC clone DJ0991023, coaplete sequenc 
e. //0. 01 9 : 564 : 58//AC004944 

F-HEHBA1002328//CIT-HSP-2387N15.TF.1 CIT-HSP Hoao sapiens genoaic 
clone 2387N1S. genoaic survey sequence.//! . 8e-71 : 346: 99//AQ240836 
F-HEHBA1002337//Arabidopsis thai tana genoaic DNA. chroaosoae 5. PI 

clone: NYN8. coaplete sequence.//0.84:547:57//ABO20754 
F-HEHBA1 002341 //Hoao sapiens aRNA for KIAA0771 protein, partial cd 
s.//2.4e-18S:872:98//AB018314 

F-HEHBA1002348//C I T-H$P-2372K24.TR CiT-HSP Hoao sapiens genonic cl 
one 2372K24. genoaic survey sequence. //9. 1e-33: 230: 75//AQ1 10676 
F-HEHBA1002349//Plasaodiua falciparua hist idine-rich protein II (H 
RP II) gene, coaplete cds.//9. 4e-06:504:S7//U69551 
F-HEHBA1002363//Hoao sapiens chroaosoae-associated protein-E (hCA 
P-E) aRNA. coaplete cds. //7. 3e-l88 :872: 99//AF092563 
F-HEHBA 1002 38 1 //Hono sapiens genoaic DNA of 6p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egnen t 11/11. //2. 1 e-20: 262 : 72//ABO20868 

F-HEHBA1002389//D.discoideun spore coat 60 (sp60) gene. 5' flank./ 
/0.010:9S:73//H34S46 

F-HEHBA 10024 1 7//Can is fan. I. ant ZO-3 (zo-3) aRNA. coaplete cds.// 
6. 2e-l 20: 767 : 8S//AF02361 7 

F-HEHBA 1 0024 19//HS- 1 047-AI -F01 -HF. abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 830 Col=l Ro«=K. genoaic 

survey sequence. //7. 6e-06 : 1 1 1 : 76//B38165 
F-HEHBA I002430//HS_3137_B2_F 1 0_T7 CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plale=3137 Co I =20 Row=L. gen 
oaic survey sequence.//! . 6e-56: 367: 88// AQI 48697 
F-HEHBAI002439//Oictyoste1 iua discoideua act in 8 gene. 3' UTR.//0. 
67:129:64//H252I6 

F-HEHBA 1002458//Hus ausculus REX-3 aRNA. coaplete eds.//1. la-30: 27 
4:72//AF0S1347 

F-HEHBA 1002460//Hobo sapiens clone DJ1137H13. coaplete sequence.// 
4.0e-173:822:98//AC005378 

F-HEHBA 1002462//Sequence 41 froa patent US 5708157. //9. 8e-51 :5I9: 7 
3// 1 80067 

F-HEHBA I 002469//Hunan aRNA for KIAA0122 gene, partial cds.//4.0e-1 
08:6O3:92//O5O912 

F-HEHBAI 002475//Streptonyces coelicolor cosaid 2H4. //0. 0068:626. 57 
//AL0315I4 

F-HEHBAI002477//Hono sapiens BAC clone NH0342K06 froa 2. coaplete 
sequence. //I . Se-40: 349: 78//AC005034 
F-HEHBA 1002466 

F-HEHBA1002495//HS_3216_B1_A12_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plat«=3218 Col=23 Ron=B. gen 
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oaic survey sequence, //l . 0: 1 79: 67//AQ1 81410 

F-HENBA I 00249S//Hoao sapiens full length insert cDNA clone ZD76B0 
I . //I . 4e- 129:619: 98//AF086404 

F-HEIN3A1Q02S03//Hoao sapiens clone D40742P04. IORKING DRAFT SEQUEN 
CE. 6 unordered pieces. //I - 9e-24: 306: 68//AC004873 
F-HEM8A!002S08//Hoao sapiens chroaosoae 19, cosaid R33516. coetpltt 
e sequence. //2. 9e-76 : 464 : 83//AC004799 

F-HENBA 1002 5 13//Ho«o sapiens aRNA for histone deacety lase-l ike pro 
loin ( JI21 ) . //I. 57 : 738: 98//AJ0 1 1 972 

F-HEM8AI002515//Huaan DMA sequence «• SEQUENCING IN PROGRESS 
froa clone 407F11. WORK INC DRAFT SEQUENCE. //2. 6e-07: 307: 64//AL02 2 3 
29 

F-HEMBA1002S38//HS_2185_B2_BO4_MR ClT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plat e=21 85 Col =8 Ro»=D. geno 
aic survey sequence. //4. 7e-37: 339: 7S//AQ2983 15 

F-HENBAI002542//HS_3197_B2_BI0_T7 ClT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3l97 Co I =20 Row=D. gen 
oaic survey sequence. //3. 2e-70: 372: 95//AQ1 88792 
F-HEK8A1002547//Hoao sapiens agrin precursor aRNA, partial cds.// 
3.5e-137:6SS:96//AFOI6903 

F-HENBA10025S2//Huaan Hep27 protein aRNA. coaplete cds.//8. 8e-07: 1 
73:68//U3187S 

F-HENBA 1002SS5//M* SEQUENCING IN PROGRESS tea Hoao stpiens chroao 
soae 4. SAC clone C0190L05: HTGS phase I. ffORKlNG DRAFT SEQUENCE, 
21 unordered pieces. //2. 2e-l 5:628: 60//AC0046 70 

F-HEMBAI002558//Huaan Xp22 BAC CT-285IIS (froa CalTeeh/Research Ge 
netics) . PAC RPCI1-27C22 (froa Roswell Park Cancer Center), and C 
osaid U35B5 (froa Lawrence Liveraore). coaplete sequence. //2. 3e-4 
l:3S3:76//AC0O2366 

F-HENBA 1002561 //Hoao sapiens chroaosoae 17. clone HRPC29G21 . coapl 
ete sequence.//!, le-39: 538: 66//ACD03687 

F-HENBA 100 2 569//Hoao sapiens' protein associated with Nyc aRNA. coa 
pi ete Cds.//I.3e-I40:457:99//AF07S587 

F-HEMBA1002S83//C I T-HSP-2321D3.TR CIT-HSP Hoao sapiens genoaic do 
ne 2321D3. genoaic survey sequence. //5. le-79:385:99//AQ038102 
F-HENBA! 002S90//Hoao sipiens chroaosoae 17. clone hRF*. 1 67_N_20, c 
oaplete sequence.//!. 9e- 35: 430: 70//AC005940 

F-HENBA! 002 59 2//Huaan genoaic ONA sequence froa clone 30801 on chr 
oaosoae Xpl 1.3-1 1.4. Contains EST. CA repeat. STS. GSS. CpG islan 
d. //4. 4e-1 9: 303: 71//Z93403 

F-HENBA1002609//Hoao sapiens aRNA for KIAA0S97 protein, partial cd 
s. //4. 4e- 1 75 : 820 : 99//AB01 1 1 69 

F-HENBA 1 0026 2 1 //Hoao sapiens PAC clone DJ0650P09 froa 7q21. coapl e 
to sequence. //0. 14: 353: 58//AC004413 

F-HENBA1002624//Hoao sapiens aRNA for KIAA0808 protein, coaplete c 
ds.//2. 9e- 187: 632 :97//AB01 6351 

F-HENBA1002628//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC812 g 
enoaic sequence. NORKING DRAFT SEQUENCE. 8 unordered pieces.//!. 5 
e-0S:792:58//AC004IS3 

F-HENBA1002629//Streptoayces coeli color cosaid 1A9.//8. 4e-08: 576: 5 
6//AL034446 

F-HENBA100264S//Huaan DNA seouence SEQUENCING IN PROGRESS •*» 
froa clone 153G14. NORKING DRAFT SEQUENCE. //S. 6e-47: 222: 86//AL03 1 1 
18 

F-HENBA1 002651 //Hoao sapiens PAC clone DJ0S93H12 froa 7p31. coapl e 
te sequence.//3.8e-!82:8S9:99//AC004839 

F-HENBA 100 26 5 9//Z.aobi I is alcohol dehydrogenase I (adhA) gene, coa 
piete cds.//0.97:!44:66//N32100 

F-HENBA! 00266 1 //Hoao sapiens PAC clone 0J0698G21 froa 7p21-p22. co 
apt ete sequence. //1 . 3e-1 16:774: 84//AC004535 
F-HENBA 1002666 

F-HENBA! 002678//Huaan DNA sequence ««* SEQUENCING IN PROGRESS »«* 
froa clone 1137F22. IORKING DRAFT SEQUENCE. //5. 7e-1S6:7S0:9B//AL03 
4421 

F-HENBA! 002679//nbib0002cCl2r CUGI Rice BAC Library Oryza sitiva g 
enoaic clone nfaxbQQ02F23r. genoaic survey sequence. //4. 3e-09: 517: 5 
8//AQ0SI621 

F-HENBA 100 2 688//Her pes siaplex virus type 2 (strain HGS2). coapl et 
e genoae.//8.3e-20:651 :61//Z86099 

F-HENBA I 002696//Nus ausculus proteasoae regulator PA28 beta subuni 
t gene, coaplete cds. //7. 6e-62: 306:81//AF060195 
F-HEM8AI002703//Hoao sapiens aRNA for KIAA04S5 protein, coaplete c 
ds. //1 . 9e- 1 0: 327 : 62//AB007924 
F-KENBA1O02712 

F-HENBA 1002716/ /HS_3064_A 1 _C I 0_NF ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3064 Co 1 = 1 9 Row=E. gen 
oaic survey sequence. //8. 4e-97: 491 :96//AQ 1 42980 
F-KEMBA1002728//Hoao sapiens chroaosoae 5. BAC clone 205e20 (LBNL 
HI 70). coaplete sequence. //6. le-21 : 217: 77//AC004782 
F-HENBA 1 002730//Huaan platelet glycoprotein Ilia (CP 1 1 la) gene, ex 



on 1.//0.S7:125:67//NS7461 

F-HENBAI002742//RPCI1I-39JI0.TP RPCI-11 Hoao sapiens genoaic clone 
RPC1-1I-39J10. genoaic survey sequence.//!. 1e- 86: 414: 99//AQ0291 02 
F-HENBA! 002 746//ttus ausculus chroaosoae 19. clone C1T282B2I. coapl 
ete sequence. //7. le-70: 303: 82//AC003694 

F-HENBA! 00 2 748//Kuaan DNA sequence ete SEQUENCING IN PROGRESS *•» 
froa clone 41018. IORKING DRAFT SEQUENCE. //0. 096 : 2 1 2 : 62//AL031 732 
F-HENBA1002750//Hoao sapiens chroaosoae 5. PAC clone 1 70a 10 (LBNL 
H89). coaplete sequence. //6.7e-40: 232: 70//AC0O4622 
F-HENBA 1 002 768/ /Hoao sapiens aRNA for KIAA0554 protein, partial cd 
s. //9. Oe- 1 77 : 834 : 98//AB0! 1 1 26 

F-HENBAl00277O//cONA encoding novel rat protein T I PI 20 which is fo 
raed of coapl ei with TBP (TATA binding protein) .//l . 3e-l 40:840: 88/ 
/El 2829 

F-HENBA1002777//F. rubr.pes GSS seouence. clone 189C06dBI2. genoaic 

survey sequence.//!. I e-28: 263: 77//AL0079S5 
F-HENBAI002779//CIT-HSP-2333II.TF CIT-HSP Hoao sapiens genoaic do 
ne 233311. genoaic survey sequence. //I . 8e- 32: ISO: 98//AQ0368 91 
F-HENBA 1002780//Hoao sapiens PAC clone DJ0244J05 froa Sq31. costs I e 
t e s equence. //7. Oe-06 : 1 99: 67//AC004592 

F-HENBA 1 002 7 94//H. sapiens aRNA for protein kinase C «j.//0. 00015:2 
44:67//X7S756 

F-HENBA1002801//PlasBodiua falciparua NAL3P2. coaplete sequence.// 
0. 0010: 534: 57//AL034SS8 

F-HENBA1 00281 0//Hoao sapiens forain binding protein 21 aRNA. coapl 
ete cds.//l.le-167:820 97//AF07I18S 

F-HENBA 1 00281 6//Hoao sapiens clone NH0S76N21. IORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //3. le-1 13: 254 : 90/ /AC 00 504 3 
F-HENBA100281B//Cricetulus griseus H41I precursor (H4I1) aRNA. com 
pi ete cds. //I. 2e-122:760:86//AF046870 

F-HENBA 1 002826//Huaan ONA sequence froa clone 23K20 on chroaosoae 
Xq25-26.2 Contains EST. STS. GSS. coaplete sequence. //0. 0055:235 .6 
5//AL0221S3 

F-HENBA I 002833//Hoao sapiens chroaosoae 17, done hRPC. 1 17_B_12. c 
oaplete sequence.//!. 4 e- 170: 744: 99//AC00470 7 

F-HENBA 1 0028S0//Ephedr us persicae NADH dehydrogenase 1 gene, ai toe 
hondrial gene encoding ai tochondr til protein, partial cds.//1.3e-0 
5:334:S9//AF069!86 

F-HENBA1002863//CIT-HSP-2323A16.TF CIT-HSP Hoao sapiens genoaic d 
one 2323A16. genoaic survey sequence.//2. 9e-140:750:93//AQ0284l9 
F-HEN6A1O02876//HS_227O_Bl_H03_NF ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2270 Co I =5 Row-P. geno 
aic survey sequence. //0. 44: 163: 64//AQ 16403 I 
F-HENBA 1002886 

F-HEMBA1002896//Hoao sapiens chroaosoae 5. PI clone 793CS (LBNL HS 
8). coaplete sequence. //0. 0001 5: 277:6I//AC0051 95 
F-HENBA 1002 921 

F-HEN8A1002924//C1T-HSP-217IH4.TR CIT-HSP Hoao sapiens genoaic do 
ne 2171H4. genoaic survey sequence. //0. 0016: 1 75.66//B897 1 5 
F-HENBA 1 002 934//Huaan ONA sequence est SEQUENCING IN PROGRESS «•« 
froa clone 862K6, IORKING DRAFT SEQUENCE. //1 . 2e-1 69: 797 : 98//AL03 16 
81 

F-HENBA I 002935//Hoao sapiens aRNA for KIAA0576 protein, partial cd 
s . //4. 9e- 1 73 : 803 : 99//AB0 11148 

F-HENBA 1002937//Huaan ONA sequence ete SEQUENCING IN PROGRESS *»* 
froa done 702J19. IORKING DRAFT SEQUENCE. //1 . 2e-l63:4l1 : 99//AL033 
531 

F-HENBA 1002939//RPC 1 11 -74014. TJ RPCI11 Hoao sapiens genoaic done 
R-74014. genoaic survey sequence. //I . 7e-4l : 21 5 : 99//AQ266676 
F-HENBA1002944//RPCI11-55C2.TV RPCI11 Hoao sapiens genoaic clone 
R-55C2, genoaic survey sequence.//!. 7e-37: 375: 74//AQ082240 
F-HENBA 1002951 //Hoao sapiens chroaosoae 19, cosaid F20887, coapl el 
e sequence. //0. 00074 : 683 : 58//AC005578 

F-HENBA10029S4//RPCI1I-79F7.TV RPCIM Hoao sapiens genoaic done 
R-79F7. genoaic survey sequence.//6. le-24:250:78//AQ284146 
F-HENBA 1002968//HS_2262_B2_G04_T7 ClT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate s 2262 Co I =8 Roa = N. geno 
aic survey sequence. //0. 99 : 270 :60//AQ2 17059 

F-HENBA1002970//RPCI11-5L24.TV RPCI-11 Hoao sapiens genoaic clone 
RPCI-I1-5L24. genoaic survey sequence.//! . 4e-10: 189: 71//B49289 
F-HENBA1002971//CIT-HSP-2363LI6.TF CIT-HSP Hoao sapiens genoaic d 
one 2363LI6. genoaic survey sequence. //4. 3e-21 : 181 : 80//AQ080538 
F-KENSA1002973//Rattus norvegicus listar 3*. 5' -cyclic AMP phosphod 
iesterase (PDE4-I0) gene, exon 10. //2. 5e-4O:257:89//U0129O 
F-HENBA1002997//CIT-HSP-2387H15.TF. 1 CIT-HSP Hoao sapiens genoaic 
done 2387H15. genoaic survey sequence. //9. Se-17: 128: 92//AQ240797 
F-HENBA1002999//Rattus norvegicus laaina associated polypeptide IC 

(LAP1C) aRNA. coaplete cds.//3. 1e-62: 713.73//U20286 
F-HENBA 1 00302 1 //Hoao sapiens clone DJ 0847008. IORKING DRAFT SEQUEN 
CE, 3 unordered pi eces. //7. Se-SO: 331 :85//AC005484 
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F-HEMBA 1 00303 3//Drosophi la aelanogaster, chroaosoae 3L, region 62A 
10-62B5. PI clones OS02777, DS03222. DS02345. and 0SQ4808. cow let 
a sequence. //2. 6e- 20 : 357 : 66//AC005 5 57 

F-HBN3A1003034//Huaan DMA sequence froa 4PTEL, Huntington's Diseas 
a Region. chroaosoae 4p)6. 3. //4. Se-60: 41 S: 73//Z95704 
F-HEMBAI00303S//Hoao sapiens chroaosoae Y. clone 264. H. 20, coaplet 
e sequence. //2. 3e-0S : 591 : 57//AC0046 1 7 

F-HEIBA1003037//RPCI11-88F2.Tj RPCIIt Hobo sapiens genomic clone 
R-88F2. genoaic survey sequence. //0. 68:230:60//AQ286677 
F-HEMBAI003Q4I//Hoao sapiens PAC clone 0J1I63J12 froa 7q2l.2-q3l. 
I. coaplete sequence. //8. le- 128: 550: 94//AC004983 
F-HEMBA 1 00 3046//Hobo sapiens ai tochondr ial processing peptidase be 
ta-subunit aRUA, coaplete cds.//1.0e-164:777:98//AFOS4182 
F-KEMBA1003064//Plasaodiua falciparum 307 chroaosoae 12 PFYAC18I g 
enoaic sequence. I0RKING DRAFT SEQUENCE. 8 unordered pieces. //I. 5 
e-07:744:59//AC005505 

F-KEMBA1003G67//Rat dynorphin gene, eson 3. //) . 0: I4Q: S3//M32783 
F-HEMBA1 003071 //Hobo sapiens a I pha2-C4-adr anergic receptor gene, c 
oaplete cds. //t . 5e-20:S95:6S//U72648 

F-HEMBAI003077//CIT-HSP-2366J21.TF ClT-HSP Hoao sapiens genoaic cl 
one 23S6J21, genoaic survey sequence. //4. 4e-33: 176: 99//AQ080257 
F-HEMBAI003078//Hoao sapiens DNA sequence froa PAC 262012 on chroa 
osose 1023.3-24.3. Contains a Tenascin (Hesabrachion. Cytotactin. 
Neuronect in. Hyotendinous ant i gen) -LIKE gene and a ai tochondr i a l/c 
hloroplast 30S ribosoaal protein S14-LIKE gene proceeded by a CpG 
island. Contains ESTs. genoaic earlier 01S2691 and STSs.//9. 4e-43:4 
78:70//Z99297 

F-HEM8A1003079//Hoao sapiens Xp22-132-134 SAC CSHB-S90J15 (Cenoae 
Systeas Huain BAC library) coaplete sequence. //0. 96: 57: 8S//AC00467 
3 

F-HEMBA1003083//Hoao sapiens PAC clone DJ1182N03 froa 7qll.23-q21. 
1. coaplete sequence. //8. Oe-74: 359: 81//AC004548 
F-HEMBA I 003086//Hoao sapiens cbroaosoae 16 BAC clone CIT987SK-3340 
11 coaplete sequence. //3. 6e-l 1 : 734: 58//AF001 550 
F-HEMBAI003096//Sequence 4 froa patent US 5440017. //5. 7e-56: 594: 71 
//1 13750 

F-HEMBAI003098//Huaan DMA sequence froa cosaid SRL11N20. cbroaosoa 
e region Mp13. Contains EST and STS.//1.9e-09:230:69//Z83308 
F-HEMBA1003I17//Mouse TIS11 priaary response gene, coaplete cds.// 
0. 00054: 480 :60//M58S64 

F-HEMBA1003I29//HS_3I39_B2_F0S_T7 ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3139 Col=10 Row=L. gen 
oaic survey sequence. //2. 3e-1 00: 510: 97//AQ1 87635 
F-HEMBAI003133//Mouse BAC CitbCJT 2l9a7. genoaic sequence, coaplet 
e sequence.//!. 3e-7B: 370: 9O//AC005259 
F-HEMBA1003136 

F-HEMBA1003I42//Hoao sapiens full length insert cOMA clone 2C3980 
6. //6. 9e-l 2 1 : 563 : 1 00//AF086 1 97 

F-HEMBA 1003 1 48//Hoao sapiens aRNA for dachshund protein. //6. 7e-18 
3:BS0:99//AJ00567O 

F-HEMBA 1 003 166//Hoao sapiens Chroaosoae 16 BAC clone CIT987-SKA-34 
5C4 coeptete genoaic sequence, coaplete sequence. //3. 8e-27: 229: 7 
6//AC002302 

F-HEMBA100317S//Hoao sapiens genoaic QUA for centroaeric end of MH 
C class I region on chroaosoae 6. WORK INC DRAFT SEQUENCE. //9. 4e-0 
9:837:58//ABO00882 

F-HEMBA 1 0031 79//Hoeo sapiens DMA sequence froa Fosaid 27C3 on chro 
aosoae 22q1 I. 2-qter. Contains two possibly alternatively spliced u 
nknown genes, one with hoaology to i wora protein. Contains ESTs. 
coapl e te sequence. //S. 4e-ll5: 1 74: 98//AL02232S 

F-HEM8A1003I97//Arabidopsis thai i ana chroaosoae II BAC F 15*20 geno 
aic sequence, coaplete sequence.//!. le-OS: 473: 59//AC005824 
F-HEMBA1003199//Rattus norvegicus Sprague-Oaaley thyroid horaone r 
eceptor alpha gene, eion 1.//1. 6e-05: 367:61//U09302 
F-HEH8A1003202//Hoao sapiens BAC clone RC437LI5 froa 8q2l. coaplet 
e sequence. //9. Oe-23 : 247 : 73//AC004003 

F-HEM8A1003204//Huaan DNA sequence tea SEQUENCING IN PROGRESS tea 
froa clone 409J21. WORKING ORAFT SEQUENCE. //4. 7e-26: 141 :83//Z83824 
F-HEMBA! 0032 12//Huaan Chroaosoae II Overlapping Cosaids cSRL72g7 a 
nd cSRLI40b8. coaplete sequence.//! . 9e-31 : 158: 86//AC002037 
F-HEN8A1003220//Hoao sapiens chroaosoae 17. clone hRPC.971.F_3. 10 
RKING DRAFT SEQUENCE. 1 ordered pieces. //3. 4e-24: 284: 75//AC004 ISO 
F-HEM8A1003222//RPCm-47P17.Tj RPCI1I Hoao sapiens genoaic clone 
R-47P17, genoaic survey sequence. //8. 7e-39: 202: 99//AQ20288S 
F-HEM8A1003229//Arabidopsis thaliana genoaic DNA, chroaosoae 3. PI 

clone: NEBS, coaplete sequence. //0. 86: 227: 62//AB01 9230 
F-HENBAI00323S//Plasaodiua falciparua chroaosoae 2, section 10 of 
73 of the coaplete sequence. //8. 6e-0S: 372:6 1//AE001 373 
F-HEMBAI0O3250//HS-1O63-AI-HO2-MR.abi ClT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plit«=CT 796 Co 1=3 Row=0. genoaic 



survey sequence. //0. 00032: 57: 96//B46 142 
F-HEMBA I 003257//H. sapiens aRNA for ROC- I POU doaaio containing pro 
tein.//2.2e-08:531 :59//X64624 

F-KENBA1003273//H. sapiens flow-sorted chroaosoae 6 Hindi 1 1 fragaen 
t. SC6pAI9H4.//0.070:267:64//278949 

F-HEM8A1003278//CIT-HSP-230IB4.TF ClT-HSP Hoao sapiens genoaic do 
no 2 301 64. genoaic survey sequence. //S. 2e-08: 295: 63//AQ01 5073 
F-HEaBAIOO3278//HS_307S_AI_GO9_NF ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=307S Co I = t 7 Row=N, gen 
oaic survey sequence. //0. 98:399: S8//AQ1 20599 

F-HEMBAI0O3281//High throughput sequencing of huaan chroaosoae 12, 
WORKING DRAFT SEQUENCE. I ordered pieces.//4.8e-101 : 277 : 97//AC005 
840 

F-HENBA100328G//HOBO sapiens chroaosoae 3ql3 beta-1. 4-gaiactosy I tr 
ansf erase aRNA. coaplete cds. //9. 0e-145:539:97//AF038662 
F-HEN8A1 003 291 //Hoao sapiens aRNA for KIAA0S37 protein, coaplete c 
ds . //S. Oe- 1 66 : 799 : 98//AB0 1 1 109 

F-HENBA1003296//CITBI-E1-2507N8.TR CI TBI -El Hoao sapiens genoaic c 
lone 2507118. genoaic survey sequence.//!. 9e-05: 388: 63//AQ262SS1 
F-HENBAI003304//8ud«orB a. tochondr i a I partial transfer RNA-Met (tR 
NA-Net) gene, and partial 12S ribosoaal RNA (12S rRNA) gene.//8.0 
e-05 : 388 :62//L 17343 

F-HEN8A1003309//Crassostrea gigas clone CN20 aicrosatel I i te seouen 
ce.Z/0. 0017: 210: 64//AF0SI 177 

F-HEMBA 1 0033 14//Hoao sapiens aRNA for leucine zipper bearing kinas 
e. coaplete cds.//4. 6e-l88:865:99//AB001872 

F-HEMBA1003322//Huaan DNA sequence *aa SEQUENCING IN PROGRESS te* 
froa clone 16915. WORKING DRAFT SEQUENCE. //2.4e-54: 316: 87//Z 930 1 5 
F-HEN8AIO03327//CIT-HSP-2024C24.TRB ClT-HSP Hoao sapiens genoaic c 
lone 2024C24. genoaic survey sequence. //8. 4e-l 2: 166: 76//B67 147 
F-HEbBAIOO3328//HS_2230_B2_KO8_NR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2230 Col = 1 6 Rov=P. gen 
oaic survey sequence. //0. 026: 128: 7 1//AQ1 53313 

F-HEN6AI003330//Hoao sapiens wbscrl (1BSCR1) and replication facto 
r C subunit 2 (RFC2) genes, coaplete cds.//4. 0e-160:745: 99//AF04S5 
SS 

F-HENBAI003346//HS_3194_A1 - G05_NR ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3194 Col=9 Roa=M. geno 
aic survey sequence. //S.0e-79: 381 :99//AQl 73779 
F-HENBA1003369//H.vulgare GAA-satel I i te DNA. //0. 12: 89:71 //ZS0I00 
F-KENBAI003370//Hoao sapiens cosaid 123EI5. coaplete sequence.//3. 
5e-32:l99:8O//AF024S33 

F-KEN8A1003373//Huaan DNA sequence »»a SEQUENCING IN PROGRESS eea 
froa clone S37K23. fORKINC ORAFT SEQUENCE. //0. 01 9: 1 17: 71 //ALO 34405 
F-HENBA1003376//Kuaan clone HS4.66 Alu-TaS sequence. //4. 2e-30: 1 96 
85//U67229 

F-HEN8A1003380//Hoao sapiens DNA sequence froa clone 394P21 on chr 
oaosoae 1p36. 12-36. 13. Contains the PAX 7 gene, locus 01S2644. ESTs 

and STSs. coaplete sequence. //4. 6e-22: 206: 8I//AL021 528 
F-HEK8A1003384//Hoao sapiens clone CS09SJ14. 10 RKING DRAFT SEQUENC 
E. 3 unordered pieces. //0. 00094: 72 : 90//AC006026 

F-HENBAI003395//Plasaodiua falciparua DNA eea SEQUENCING IN PROGRE 
SS ft froa HAL 1 PI. WORKING DRAFT SEQUENCE. //0. 00041 : 826: S7//AL031 
744 

F-KENBA1003402//CI T-HSP-2339K16.TR ClT-HSP Hoao sapiens genoaic cl 
one 2339KI6. genoaic survey sequence. //2.4e-05: 265: 64//AQ0S623* 
F-HENBA1003403//Hoao sapiens chroaosoae 4 clone B353C18 aap 4q25. 
coaplete sequence.//4. 3e-135: 780:90//AC004066 . 
F-HEMBA 1 003408 

F-HENBA1003417//Huaan DNA sequence froa clone 496NI7 on chroaosoae 
6p! 1.7.-12.3 Contains EST. CSS, coaplete sequence. //1 . 9e-4l : 239: 95 
//AL031321 

F-HEMBA 1 00341 8//Ratt us norvegicus Nistar polyaeric iaaunoglobui in 
receptor (PICR) gene, 3'UTR and trinucleotide repeat aicrosatel I i t 
es. //2. 2e-06 : 247: 64//U08273 

F-HEMBA 1 00343 3//Hoao sapiens nibrin (NBS) aRNA. coaplete cds. //I. 4 
e-149:697:99//AF05!334 

F-KEM8A1003447//Hoao sapiens chroaosoae 4 clone B353C18 aap 4q25. 
coaplete sequence.//!. 7e-77:461 : 90//AC004066 

F-KEM8AI00346t//Rhodobacter sphaeroides FliH (fliH) gene, partial 
cds, Flil (flil) andFliJ (fliJ) genes, coaplete cds. //8. 6e-08. 75 
2:S8//U3109O 

F-HEMBA 1 00346 3//Hoao sapiens chroaosoae 17. clone HCIT3O5O20. coap 
lete sequence. //0. 089: I72:68//AC004096 

F-KEMBA1003480//Hoao sapiens clone NH0S23H20. coaplete sequence.// 
4.5e-l50:562:97//AC005041 

F-KEMBA1003528//Streptoayces fradiae gene for trypsinogen precurso 
r. coaplete cds. //4. 7e-09: 433: 60//D1 6687 

F-HEMBA l003S31//Hoao sapiens PAC clone DJ1 185107 froa 7q11.23-q21. 
coaplete sequence. //2. 3e-48:297:90//AC004990 
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F-HEMBAI 003S38//Huaan coapl eaent Clr aRNA. coaplete cds. //4. 3e-22: 
474: 63//M1 4058 

F-HEMBAI 003545//Rattus norvegicus (clone l.6kB) islet-2 aRNA. coap 

lete cds.//3.5e-143:805:91//L3SS7l 

F-KEMBA1003S48 

F-HEMBAI 00 3 555//Huain DMA sequence •»• SEQUENCING IN PROGRESS ••• 
fro* dona 447E6. IORKINC DRAFT SEQUENCE. // 3. 4e-58: 331 : 83//AL03172 
4 

F-HEMBA1003S56//Hoao sapiens Xp22-1 75-178 BAC GSHB-484017 (Genoae 
Sy stoat Huaan BAC Library) coaolata sequence. //6.0e- 99: 703: 84//AC0 
05913 

F-HEMBA 1003560//Bovine GTP-binding regulatory protein gaaaa-6 subu 
nit afiNA, coaplete cds.//t. 3e-99:58789//J0S07l 
F-HEMBAI 0O3568//HS_3 I 49_A1_C04_NR C1T Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate=3149 Col=7 Ro*=E. geno 
aic survey sequence. //4. 1e-05: 389: S7//AQ1668IQ 
F-HEMBAI 0035S9//Hoao sapiens BAC clone NH033SJ18 froa 2. coaplete 
sequence. //! . 6e- 1 02 : 669 : 85//AC005539 

F-HEMBAI0O357t//Dictyosteliua discoideua RegA (regA) gene, coaplet 
e Cds.//0. 00033: 649 S8//U60* 70 

F-HEMBA 10O3S79//P I asaodiua falciparua ONA *** SEQUENCING IN PROGRE 
SS »«• froa MALI PI. M0RK1NC DRAFT SEQUENCE. //0. 00034: 623 : 56// AL031 
744 

F-HEMBAI Q0358l//Mouse aRNA for tal in.//3. 3e-41 : 181 :86//XS6123 
F-HEMBAI Q03591//Hoao sapiens chroaosoae 16, BAC clone RPCI-11J92K 
18 . coaplete sequence. //*. 4e-70: 273: 94//AC00607S 
F-HEMBAI 0O3S9S//P I asaodiua falciparua chroaosoae 2. section 32 of 
73 of the coaplete sequence. //6.0e-l 7: 768: S8//AE00139S 
F-HEMBA10O3597//P I asaodiua falciparua chroaosoae 2. section 35 of 
73 of the coaplete sequence. //4.0e-09: 777: 56//AE00 1398 
F-HEMBA1003S98//Hoao sapiens PAC clone DJ0537PO9 froa 7p)1.2-p12. 
coaplete sequence. //1. 3e-1 46: 692: 98//AC005I S3 

F-HEMBAI 0036 I S//HS_20 1 O_A2_A07_NR CiT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2010 Col=14 Row=A. gen 
oaic survey sequence.//!. 1e-22: 137: 97//AQ226S92 
F-HEHBA1 00361 7//Hoao sapiens HR1KFB21S7 aRNA. partial cds.//2.4e-I 
69:501 :97//AB0l 5344 

F-HEMBAI 0036 2 1 //Mus ausculus PIAS3 aRNA. coaplete cds.//4. 7e-37: 16 
S:92//AF034080 

F-HEMBAI 003622//PI asaodiua falciparua 3D7 chroaosoae 12 PFYAC336 g 
enoaic sequence, WORKING ORAFT SEQUENCE. S unordered pieces. //0. 00 
24:5M:S8//AC00S139 

F-HEM8A1003630//CIT-HSP-2168N1S.TR CIT-HSP Hoao sapiens genoaic cl 
one 2168*15. genoaic survey sequence. //6. 5e-1 5:358: 63//B92984 
F-HEMBA 1 00 36 3 7//Hoao sapiens clone RG228017. IORKINC ORAFT SEQUENT 
E. 2 unordered pieces. //S.0e-2 1:238 : 76//AC005077 
F-HEMBA 1003640//Huaan DNA sequence *** SEQUENCING IN PROGRESS **t 
froa clone I12KS. IORKINC DRAFT SEQUENCE. //2. 3e-l 5: 371 :63//ZB5987 
F-HEMBA 1 00 3645// A. thai iana 8tkb genoaic sequence.//!. 0:529: S7//X98 
130 

F-HEMBA 1003646 
F-HEMBA 10O36S6 

F-HEMBA1003662//HOBO sapiens chroaosoae 17. clone hRPK. 332_H_18. c 
oaplete sequence. //1. 6e-l75:824:98//AC00S746 

F-HEMBA I 003667//Hobo sapiens chroaosoae I2pl3.3, KIRK INC DRAFT SEQ 
UENCE. 21 unordered pieces.//l . le-24: 190:87//AC004765 
F-HEMBA1003679//Hoao sapiens BAC clone RG114819 froa 7q31.l. coapl 
ete sequence.//1.7e-16Z:579:99//AC0O5O65 

F-HEMBA1003680//H. sapiens DNA sequence. //7. 3e-22: 172: 87//Z22322 
F-HEMBA1003684//H. sapiens aRNA for Miz-1 protein.//0. 0054: 146: 70// 
Y09723 

F-HEMBA1003690//Hoao sapiens antigen NY-CO-9 (NY-C0-9) aRNA. parti 
a I cds.//2.9e-72:606:77//AF039691 
F-HEMBA) 003692 

F-HEMBA100371t//Hoao sapiens chroaosoae 17. clone HRPC41C23. coapl 
ete sequence. //0. 55: 450 : 6O//AC0O31OI 
F-HEMBA 10037 14 

F-HEMBA 1 00371 5//Huaan DNA sequence froa clone 931 El S on chroaosoae 
Xq2S. Contains STSs. GSSs and genoaic Barker DXS809B, coaplete se 
quence. //J. Oe-16 : 316 : 68//AL023575 

F-HEMBA 1 003 720//HOBO sapiens chroaosoae 4 clone B227H22 aap 4q25, 
coap lete sequence. // 1 . 3e-41 : 483 : 73//AC0040S6 

F-HEMBAI 00372 5//C1T-HSP- 235 1H9.TF CIT-HSP Hoao sapiens genoaic clo 
ne 2351H9. genoaic survey sequence. //I. le-1 12:532 : 99//AQ079348 
F-HEMBA1003729//HS_3043_A1_E07_MR CiT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3043 Co I = 1 3 Rov 9 l. gen 
oaic survey sequence.//!. 6e-1 2:87: 98//AQ1 29345 
F-HEMBA 1003 73 3//Hoao sapiens., clone hRPK. 1 S_A I. coaplete sequenc 
e. //A. 7e- 104: 761 : 82//AC00621 3 

F-HEM8A1003742//HS_3027_A2_B02_MF CIT Approved Huaan Genoaic Spera 



Library 0 Hoao sapiens genoaic clone Plate=3027 Co I =4 Row=C. geno 
aic survey sequence. //3. 4e-08: 67: 97//AQ1 54731 

F-HEMBA1003758//C I T-HSP-2379018.TR CIT-HSP Hoao sapiens genoaic cl 
one 2379018. genoaic survey sequence. //2. 9e-1 0:310: 63//AQ1 I3SI 3 
F-HEMBAI 003 7 60//Mus ausculus hypoaia inducible factor three ilpha 
aRNA. coaplete cds.//6. 4e-114:7l4:66//AF060194 

F-HEMBAI 003773//P I asaodiua falciparua 3D7 chroaosoae 12 PFTAC336 g 
enoaic sequence. CORKING DRAFT SEQUENCE. S unordered pieces. //D. 07 
8:378:S8//AC005I39 

F-HEN8A10037S3//Huaan ONA sequence froa PAC 509L4 on chroaosoae 6q 
22. 1-6q22.33. Contains SSX3 like pseudogene. EST. STS. //9. Oe-l 3S 8 
04:89//Z99496 

F-HEMBAI003784//Caenorhabditis elegans cosaid CS5B6. //0. 054: 463:58 
//U88181 

F-HEMBA1003799//HOBO sapiens Chroaosoae 22q11.2 Cosaid Clone 105a 
In DCCR Region, coaplete sequence.//!. 9e-44: 425: 76//AC000070 
F-HEMBAI 003603//0ryc to I agus cuni cuius troponin T cardiac isofora a 
RNA. 3 end of cds.//0. 95: 198: 62//L40178 

F-HEMBAI 003804/ZHoao sapiens chroaosoae 17. clone hCIT. 17S_E_5. co 
apt ete sequence. //1 . 2e-l 38 : 275: 99//AC004596 

F-HEMBA I 00380S//Mus ausculus quaking type I (OKI) aRNA. coaplete c 
ds. //6. 6e- 148 : 753 : 95//U44940 

F-HEMBAI 003807//HS-1 068-81 -G06-MR.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 278 Co 1 - 1 1 Ro»-N. genoa- 
c survey sequence. //6. 7e-07: 241 :67//B472 12 

F-HEMBA1003827//Hoao sapiens aRNA for KIAA0616 protein, partial cd 
S.//1. Oe-83 : S86 : 87//AB01451 6 

F-HEMBA1003836//S.cerevisiae chroaosoae IX cosaid 9I50.//5. I e-1 6 3 
68: 63//Z38T25 

F-HEMBAI 003B38//C I T-HSP-384J15.TR CIT-HSP Hoao sapiens genoaic clo 
ne 384 J 15. genoaic survey sequence. //1 . 4e-45: 160: 90//BS48 10 
F-HEMBA 100 38 56//Hoao sapiens chroaosoae 10 clone CIT987SK-1 I88B12 
aap 10p!2. 1, coaplete sequence. //0. 0014: 574: 58//AC005875 
F-HEMBA 1 003864//, coaplete sequence. //2. le-91 : 234: 95//AC0053 00 
F-HEMBA I 00 3866//Mus ausculus seaaphor in Via aRNA. coaplete cds.// 
S.9e-81:863:71//AF030430 

F-HEMBA I 003879//H. sapiens C8P80 aRNA.//2. 0e-08:87:95//X8O030 
F-HEMBA I 003880//Hoao sapiens genoaic DNA. chroaosoae flqll.l. segn 
ent 7/28. tORKING DRAFT SEQUENCE. //!. 7 e-1 80: 853: 98//AP000036 
F-HEMBAI003885//Hoao sapiens PAC clone DJ0167F23 froa 7pl5. coapl e 
te sequence. //4. Se-39: 376 : 67//AC004079 

F-HEMBA! 003893//H. sapiens CpG island DNA genoaic Msel fragaent. cl 
one llb6. forward read cpgl Ib6. f t1a.//3. 6e-32: 173:99//ZS9012 
F-HEMBAI003902//RPCI11-26M20.TPS RPCI-11 Hoao sapiens genoaic clon 
e RPCI-I1-26M20. genoaic survey sequence. //8. 2e-l 2: 422:6 1//AQ0034S 
5 

F-HEMBAI 003908//P I asaodiua falciparua chroaosoae 2. section 38 of 
73 of the coaplete sequence. //0. 0063: 468: S8//AE00 1401 
F-HEMBA1003926//Huaan DNA sequence «»» SEQUENCING IN PROGRESS *** 
froa clone 310013. WORKING ORAFT SEQUENCE. //3.6e-27: 278 :76//AL03 1 6 
58 

F-HEMBA 1003 93 7//Hoao sapiens chroaosoae 3 subteloaeric region. //I. 
4e-55:315:81//AFl09718 

F-HEMBAI 003939//HS-1047-Al-C04-MF.abi CIT Huaan Genoaic Spera Lib' 
ary C Hoao sapiens genoaic clone Plate=CT 830 Col =7 Row=M. genoaic 

survey sequence. //6. le-09: 413 : 63//B381 95 
F-HEMBAI 0O3942//P I asaodiua falciparua 307 chroaosoae 12 PFYACB8-42 
0 genoaic sequence. fORKING ORAFT SEQUENCE. 14 unordered pieces.// 
0. 42:2O5:65//ACOO5140 

F-HEMBA 1003950//M. capr i col ua ONA for CONTIG MC072.//0. 029:458: S8// 
Z330S8 

F-HEMBA 1 003 95 3//HS_2 268_A 1 _B04_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-2268 Col=7 Rcm=C. geno 
aic survey sequence. //9.0e-07: 239: 64//AQ085098 

F-HEMBAI 003958//HOBO sapiens PAC clone DJ0808C16 froa 7ql1.23-q2t. 

coapl e te sequence. fit. Be- 57 : 424: 74//AC004894 
F-HEMBAI 0039S9//RPC I I1-78E8. TV RPCIM Hoao sapiens genoaic clone 
R-78E8. genoaic survey sequence. //4. 3e-86: 441 : 96//AQ2854 98 
F-HEMBA!003976//HS_3I46_A1_H09_T7 CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate*3146 Col =17 Ro»=0, gen 
oaic survey sequence. //6. 3e-10: 129: 80//AQ141 146 
F-HEMBAI 003978 

F-HEMBAI003985//Caenornabditis elegans DNA ♦»* SEQUENCING IN PROGR 
ESS eta froa clone YIOSCS. fORKING ORAFT SEQUENCE. //1. 0:258: 60//Z9 
8855 

F-HEMBAI003987 

F-HEMBA 1 003 989//Streptoayces coelicolor cosaid 1A9.//0. 40:238:61// 
AL034446 

F-HEM8A1004000//Rsttus norvegicus satellite sequence dOMco2.//2.0 
e-07:116:70//U!9354 
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F-HEMBA1004011//Plasa©diua falciparua 3DT chroaosoae 12 PFYAC588 g 
enoaic sequence. IORKING DRAFT SEQUENCE. 2 unordered pieces. //0. 09 
8:286:60//AC004710 

F-HEMBA1 00401 2//Hoao stpiens chroaosoae 17. clone hRPK.63_A_1. coo 
plete sequence. //I. Se- 18$ : 898 : 97//AC00S670 

F-HEMBA 1 00401 S//Hoao sapiens chroaosoae 17. clone hRPK. 72I_K_1 . co 
■plete s equence. //6. 3 e-68 : 4 1 7 : 80//AC00S4 1 1 

F-HEMBA1004024//Hoao sapiens Kp22-83 BAC GSHB-324M7 (Genoae Systea 
s Huaan BAC Library) coaplele sequence. //2.0e-47: 418: 77//AC00S8S9 
F-HEMBA 1 00403 8//Hoao sapiens genoaic DMA. chroaosoae 21q11.1. sega 
ent 23/28. WORKING ORAFT SEQUENCE. //1 . 6e-S1 : S64: 74//AP0000S2 
F-HENBA1004042//Plasaodiua falciparua chroaosoae 2. section 35 of 
73 of the coaplete sequence. // 1. 2o-05: 636: 55//AE00 1 398 
F-HEMBA1004045//Hoao saoiens (subclone 1_«7 froa BAC H76) DMA sequ 
ence. coaplate sequence.//! . 9e-31 : 373: 76//AC002252 
F-HENBA1004048//Hoao sapiens DMA for P35-related protein, eion 2./ 
/0.039:234:$3//D63393 

F-HENBA1004049//Hoao sapiens Ip22 GS-S24I1 (Cenoae Systeas Huaan B 
AC library), coaplete sequence. //4. 8e- 135:780 : 89//AC003 108 
F-HEMBA 10Q40S5//Huaan chroaosoae 3p21.1 gene sequence. //4. 7e-09: 45 
7:58//LI3435 

F-HEMBA 10040S6//Huaan DMA sequence M« SEQUENCING IN PROGRESS •»• 
froa clone 447C4. IORKING DRAFT SEQUENCE. //3. 3e- 25: 246: 77//AL02 197 
7 

F-HENBA1004074//CIT-HSP-2053JS.TF ClT-HSP Hoao sapiens genoaic do 
ne 205335, genoaic survey sequence. //7. Be-24: 233: 76//B68S55 
F-HEM8A1004086//Saccharoayces douglasii ai tochondr ial tRNA-Ser and 
tRNA-Phe genes, partial sequence, and Varlp (varl) gene, uitochon 
drial gene encoding ai tochondr ial protein, coaplete cds.//4. 5e-08: 
614:S9//U49622 

F-HENBA1004097//NUS ausculus putative transcription factor aRNA, c 
oaplete cds . //5. 9e- 1 2 1 : 502 : 85//AF09 1 234 

F-HE1BA100411 r//s»e SEQUENCING IN PROGRESS see Hoao sapiens chroao 
soae 4. BAC clone C0481P14: HTCS phase 1. IORKING ORAFT SEQUENCE. 
7 unordered pieces.//2. Oe-36: 317:80//AC006160 

F-HEM8A1004131//Nus ausculus clone 0ST2067, genoaic survey sequenc 
e.//B.7e-24:320:71//AF046393 

F-HEMBA I 004 132//HS_3226_B1_O10_T7 CIT Approved Huaan Genoaic Spera 
library 0 Hoao sapiens genoaic clone Plate=3226 Col =19 Roa=H. gen 
oaic survey sequence. //9. 7e-l 3:232: 71//AQI8201 7 
F-HENBAI004133 

F-HEMBA1004138//HS_3036_B1_GI1_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3036 Col =21 Row=N. gen 
oaic survey sequence. //0. 0035: 165: 64//AQ294763 
F-HEMBA 1004143 
F-HEMBA1004I46 

F-HEMBA1004150//Huaan ONA sequence froa PAC 52D1 on chroaosoae Xq2 
1. Contains CA repeats. STS.//0.00011 :618:60//Z96B11 
P-HENBAI004164//HOBO sapiens Xp22-175-I76 BAC GSKB-484017 (Genoae 
Systeas Huaan BAC Library) coaplete sequence. //2. 9e-30: 454. 68//AC0 
0591 3 

F-HEMBA1004168//Hoao sapiens geainin aRNA. coaplete cds. //4. Se-1 3 

3:649:97//AF067855 

F-HENBA1004199 

F-HEMBA1004200//HS_2015_A1_B05J7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2015 Co I =9 Rov=C. geno 
aic survey sequence. //B. Se-34: 236: 87//AQ247957 

F-HEM8A1004202//Nus ausculus chroaosoae ft. clone «CIT. 268_P_23. c 
oapl e te sequence. //7. Be-S9 : 2 1 6 : 83//AC004807 

F-KEMBA1 00420 3//Ho«o sapiens clone NH0313P13. IORKING DRAFT SEQUEN 
CE. IS unordered pieces.//6. 3e-98: 173:98//AC00S48B 
F-KEM8A1004207//Hobo sapiens leptin receptor short fore (db) aRNA. 

coaplete cds.//3. 2e-166: 791 : 98//US0748 
F-KENBA1004225//Plasaodiua falciparua chroaosoae 2. section 61 of 
73 of the coaplete sequence. //6. 5e-08: S84:60//A£00 1424 
F-HEM8A1004227//Rattus norvegicus protein phosphatase 2C aRNA. coa 
plete cds.//8.0e-H5:713:86//AF095927 
F-HEMBA 1004238 " 

F-HEM8A100424I//CICSBI1.1 check: 4870 froa: I to: 167234. coapl 
ete sequence. //0. 57 : 552 : 58//AC004708 

F-HEMBA 1 004 246//Huaan DNA sequence froa clone 422F24 on chroaosoae 
6q24. 1-25. 2. Contains a novel gene siailar to C. elegans C02C2. 5. 
Contains ESTs. STSs and CSSs. coaplete sequence. //6. le-21 : 254: 77/ 

/AL03I010 

F-HEMBA I004248//Rat tus rattus insulin-induced growth-respons prote 
in (CL-6) aRNA. coaplete cds. //I. 7e-30:31 5: 74//L1 3619 
F-HEMBA 1004264//Hobo sapiens cosaid clone LUCA20 froa 3p21.3. coap 
lete -sequenc e . //4. 4e-07 : 6 74 : 60//AC004693 

F-HEMBA1004267//Hoao sapiens chroaosoae 17. clone hRPC. 1 1 7.B.1 2. c 
oaplete sequence. //3. 1e-78: 335:87//AC004707 



F-HEMBA1004272//HOBO sapiens I2pl3.3 PAC RPC 1 5- 1 18001 2 (Rosaell Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence. //I. 4e-l 7 
6:856: 97//AC005831 

F-HEMBAI004274//HS_3064_B2_A04_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate»3064 Col =8 Row=8. geno 
aic survey sequence. //3. 1e-28: 153: 100//AQ 136993 
F-HEMBA 100427S//Huaan ONA sequence «•* SEQUENCING IN PROGRESS »ee 
froa clone 501A4. IORKING ORAFT SEQUENCE. //S. 2e-1 7: 109: 99//Z9805I 
F-HEMBA1004276//CIT-HSP-2387K6.TF. 1 ClT-HSP Hoao sapiens genoaic c 
lone 2387K6. genoaic survey sequence. //S.0e-07: 63: 98//AQ240477 
F-KEMBA1004286//Hoao sapiens TGF beta receptor associated protein- 
1 aRNA. coaplete cds.//2. 1e-185:B68:99//AF022795 
F-HEM8A1004289//Arsbidopsis thaliana genoaic DNA, chroaosoae 5. PI 

clone: MQN23. coaplete sequence. //1 . 0:387: S9//AB0 133 95 
F-HEMBA1004295//Hoao sapiens ONA. anonyaous heat-stable fragaent R 
P11-3A.//7.8e-06:92:89//AB0l2254 

F-HEMBA 1 004 306//Hoao sapiens clone OJ0811NI6. coaplete sequence.// 

0. 00037: 41 3 : 59//AC004897 

F-HEMSA1004312//Rickettsia proaazekii strain Madrid E, coaplete ge 
noae: segaent 2/4.//0. 28: S22:57//AJ23S271 

F-HEMBA1 004321 //Hoao sapiens chroaosoae 19. BAC ClT-B-191n6. coaol 
ete sequence. //7. le-l36:548:92//AC006t30 

F-HEMBA1004323//Huaan ONA sequence froa PAC 4S0C20 on chroaosoae 

1. //1 . 3e-32 : 320 : 65//Z84720 

F-HEMBA 10043 2 7//Hoao sapiens aRNA for KIAA0522 protein, partial cd 
S.//0. 93:222:62//AB011094 

F-HEMBA1004330//Hoao sapiens clone DJ1196H06, IORKING DRAFT SEQUEN 

CE. 4 unordered pieces. //7.0e- 168: 895: 93//AC004995 

F-HEMBA 1 0043 34 //Hoao sapiens Xp22 BAC 620FI5 (Genoae Systeas BAC I 

ibrary) coaplete sequence. //4. 6e-73: 713: 75//AC002980 

F-HEMBA !00433S//Huaan ONA sequence «*e SEQUENCING IN PROGRESS see 

froa clone 4I7M14. IORKING DRAFT SEQUENCE. //I . 3e-25 : 121: 8S//AL0244 

98 

F-HEMBA1 004341 

F-HEMBA 1 004 3 5 3// • t *ALU IARNING: Huaan Alu-Sc subfaaily consensus s 
equence. //6. 4e-38: 278: 85/AJ14571 

F-HEMBA 1004354//Huaan clone C3 CHL1 protein (CHLR1) aRNA, alternat 
ively spliced, coaplete cds.//4. le-45: 190:92//U75968 
F-HEMBA 1 004351 

F-HEMBA1004366//P. falciparua coaplete gene aap of pi as lid- 1 ike DNA 

( I R-A) . //2. 2e-07: 736 : 57//X9S27S 
F-HEMBA1 004372//H. sapiens dystrophin gene intron 44. //I. 0: 129: 62// 
X77644 

F-HEMBA1004389//Mouse interleukin 2 receptor (pS5 IL-2R) aRNA. 5 
end. //4. 7e-42 : 237 : 94//N2 1 977 

F-H£M8A1004394//Plasaodiua falciparua chroaosoae 2. section 39 of 
73 of the coaplete sequence. // 5. 2e-05: 519: 59//AE001 402 
F-HEMBA1004396//Huaan BAC clone RC302F04 froa 7q31. coaplete seque 
nee. //A. Oe-32 : 261 : 76//AC002463 

F-HEMBA1004405//P1asaodiua falciparua 307 chroaosoae 12 PFYACB8-62 
8 genoaic sequence, IORKING DRAFT SEQUENCE. 9 unordered pieces.// 
1.4e-07:693:58//AC005507 

F-HEMBA 1 004408//HOBO sapiens clone NH0469M07, IORKING DRAFT SEQUEN 
CE. 7 unordered pieces. //1. 2e-69: 1 95: 1OO//ACO05O37 
F-HEMBA1 00442 9//HS_3 1 93_AI_B06_T7 CIT Approved Huaan Genoaic Soera 
Library 0 Hoao sapiens genoaic clone Plate-3193 Co 1 = 1 1 Row=C. gen 
oaic survey sequence. //5. 1e-67: 386: 91//AQ1 72942 
F-HEMBA I 004433/ZHuaan Chroaosoae llpll.2 PAC clone pD J 404a 1 5. coap 
lete sequence. //3.2e-27: 242 : 82//AC002554 

F-KEMBA1004460//HOBO sapiens clone OJ0647C14. IORKING DRAFT SEQUEN 

CE. 21 unordered pieces. //I. 7e-75: 590: 81//AC004846 

F-HEMBA1 004461 //Huaan ONA sequence froa clone 657 J 8 on chroaosoae 

Xq26. 1-26.3 Contains CSS, coaplete sequence. //0. 045: 215: 66//AL0344 

07 

F-HEMBA 100447 9/ /Mus ausculus hypoiia inducible factor three alpha' 
aRNA. coaplete cds.//5. 2e-43:364:79//AF060194 

F-HEMBA1004482//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC181 g 
enoaic sequence. IORKING DRAFT SEQUENCE. 8 unordered pieces. //6. 8 
e-!7:791:59//AC005505 

F-HEMBA 1004499//Hoao sapiens chroaosoae 17. clone hRPC. 1073_F_IS. 
coaplete sequence. //4. 4e- 1 25: 251 : 94//AC004686 

F-HEMBAI004502//Plasaodiua falciparua 307 chroaosoae 12 PFYAC1I22 
genoaic sequence. IORKING ORAFT SEQUENCE. 3 unordered pieces. //DO 
12:635 :57//AC004709 

F-HEMBA I 004 506//Hoao sapiens PAC clone OJ0844F09 froa 7pl2-pl3. co 
ap I ete sequence. //2:8e-1 27: 766: 88//AC004453 
F-HEMBA I 004S07 

F-HEMBAI004S09//Arabidopsis thaliana DNA chroaosoae 4. BAC clone T 

10114 (ESSAII oroject).//1.0e-l3:244:67//AL021712 

F-HEMBA 1 004534//Huaan aRNA for act in-binding protein (ft I sain) (AB 
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P-280) . //I . 6e-72 : 678 : 74//I534U 

F-HEMBA I 004S38//Sequence t froa patent US 5612190. //O. 0001 5: 416: 59 
//1 3687 1 

F-HQ8BA1004542//How> sap.ens clone NH0486I22. fORKIKC DRAFT SEQUEN 

CE. 5 unordered pieces. //0. 95: 202: 64//AC00S038 

F-HEMBA! 004S54//Arabidops is thai tana BAC T2S022. //0. 45:624: 56//AF0 

58826 

F-HEMBA1004560//Huaan bRNA for KIAA02B1 gene, complete cds.//9. le- 
t0:t73:70//D874S7 

F-HEMBA1 00457 3//Huaan BAC clone RG1I4A06 froa 7q31, complete seque 
nee. //6. 1 e-23 : 1 34: 73//AC002S42 

F-HE*«A1004S77//Hoao sapiens Chroaosoae 16 BAC clone CIT987SX-S82J 
2. complete sequence. //1. 6e-l 5: 19O:77//AC0O452S 

F-HEMBA 1 004 S86//Hoao sap tons clone DJ081OE06. ffORKINC DRAFT SEQUEN 
CE. 8 unordered pieces.//3. Ie-3I :388:76//AC004895 
F-HEMBA1004S96//RPCI1 1-81021. TJ RPCIII Horn sapiens genoaic clone 
R-81021. genoaic survey sequence. //2. 2e-90: 458 : 90//AQ28SI 36 
F-HEM8A1004604//IIUS ausculus C0P9 coaplex subunit 7a (COPS7a) aRN 
A. coaplete cds.//8. 6e-105:699:84//AF0713l6 

F-HEMBA 10046 I 0//Hoao sapiens PAC clone DJII63J12 froa 7q21.2-q31. 
t. coaplete sequence. //5. 4e-20: 267: 72//AC004983 
F-HEIttA1004617//CIT-HSP-2319HI5.TF CIT-HSP Hoao sapiens genoaic cl 
one 2319HI5. genoaic survey sequence. //6. 2 e-26: 147: 99//AQ034944 
F-HEMBAI004629//Plajaodiua falciparua 3D7 chroaosoae 12 PFYACl 383 
genoaic sequence. WORKING DRAFT SEQUENCE, 3 unordered pieces. //5. 6 
e-06:766:S6//AC00SS04 

F-HEMBA 1 0046 3 1 //Huaan ONA sequence froa PAC 368A4 on chroaosoae X. 
Contains ESTs. CELLULAR NUCLEIC ACID BINDING PROTEIN (CNBP) like 
gene and STSS.//4. 7e-73:412:92//Z83843 

F-HENBA1004632//Caoine herpesvirus DMA for gene hoao log of HSVt UL 
16. EHV1 OHF 46. VZ¥ ORF 44.//0. 92: 181 :6I//X904I8 
F-HEMBA1004637//G.gatlus aRNA for LRP/alpba-2-aacroglobul in recept 
or. //7. 8e-47 : 784: 6S//X74904 

F-HEMBA1004638//Rattus norvegicus hoaeodoaain protein Nkx6. 1 (nkx 
6.1) aRNA, coaplete cds. //6. 4e-06: 4S8: 61 //AF004431 
F-HEI6BA10O4666//Caeoorhsbditis elegant ONA tee SEQUENCING IN PROGR 
ESS *«« froa clone Y47D3, fORKINC DRAFT SEQUENCE. //0. 30 : 733 : 55//Z9 
8665 

F-HEHBA1004669//Huaan DNA sequence froa clone 465N24 on chroaosoae 
lp35. 1-36. 13. Contains two novel genes. ESTs. GSSs and CpC island 
s. coaplete sequence. //7. 5e- 136: 521 : 98//AL03 1432 
F-HEMBA I 004670//Hoao sapiens Chroaosoae 22ql2 Cosaid Clone p90gS. 
coapl ete sequence. //0. 43 : 365: 59//AC000045 
F-HEMBA 1004672 

F-HEMBA1004693//PlasaodiuB falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence. WORK INC ORAFT SEQUENCE. 5 unordered pieces. //0. 09 
6:651 : 54//AC005308 

F-rCM8AI004697//Cl T-HSP-2326C13.TR CIT-HSP Hoao sapiens genoaic cl 
one 2326CI3. genoaic survey sequence. //0. 23: 238: 65//AQ040642 
F-HEMBA 1 00470 5//Hoao sapiens Xp22 Cosaid U1S1C1 (froa Lawrence Liv 
eraore X library) and PAC RPCII-93DI1 (froa Rosaell Park Cancer Ce 
nter) coaplete sequence. //2. le-27: 375: 72//AC002357 
F-HEMBA 1 004709/ /Hoao sapiens Xp22-I50 BAC GSH8-309P15 (Genoae Syst 
eas Huaan BAC Library) coaplete sequence.//!. 6e-36: 1 91 : 91// AC 006 2 1 
0 

F-HEMBA! 0047 11 //Hoao sapiens chroaosoae 17. clone hRPK. 27I_K_1 1, c 
oaplete sequence.//!. 1e-133:639:99//AC005S62 

F-HEMBA! 004725//RPC 11 1-75013 TJ RPCIII Hoao sapiens genoaic clone 
R-75013. genoaic survey sequence. //6. 2e-32: 169: 100//AQ26651 2 
F-HEMBAI004730//Huaan BAC clone RG035E18 froa 7q31. coaplete seque 
oce. //8. Oe-68: 732: 72//AC004029 

F-HEMBA1004733//CIT-HSP-2305M23.TF CIT-HSP Hoao sapiens genoaic cl 
one 2305M23, genoaic survey sequence. //4. 9e-!8: 209: 69//AQ0175S6 
F-HEM8AI004734//Arabidopsis thai i an a ubiqui tin-con jugat ing enzyae 
17 (UBC17) aRNA. coaplete cds. //I . 8e-l 3:451 : 62//AF028340 
F-HEMBA! 004736//Huaan DNA sequence froa PAC 43 6M 11 on chroaosoae X 
p22. 11-22. 2. Contains the serine threonine protein phosphatase gen 
e PPEFI. and the first coding exon of the RSI gene for retinoschis 
is (X-l inked, juvenile) 1 (XLRS1). Contains ESTs. an STS and GSSs. 
coap I ete sequence. //S. Oe-87 : 646 : 78//Z94056 
F-HEMBA I 004748//Huaan BAC clone RG204II6 froa 7q3l. coaplete seque 
nee. //0. 24 : 526 : S7//AC002461 

F-HEMBA10047S1//Hoao sapiens clone DJ0876A24, ffORKINC DRAFT SEQUEN 

CE. 6 unordered pieces.//!. 4e-2S: 268: 76//AC0049I 3 

F-HEMBA! 0047S2//R. norvegicus aRNA for leucocyte conon antigen-rel 

ated protein (3941 bp).//!. Ie-07:S03:61//X83546 

F-HEMBA I 004753//Hoao sapiens Chroaosoae 12 Cosaid Clone 6eS. coapl 

ete sequence. //4.5e-38: 314: 81 //AC000028 

F-HEMBA!004756//Hoao sapiens, coaplete sequence. //1. 4e-!l 1 : 326:84/ 
/AC0058S4 
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F-HEMBAI004758//Sequence 29 froa patent US 5534410. //3. 9e- I 3S: 769: 
9I//1 23472 

F-HEMBA1004763//Hoao sapiens apoptosis inhibitor survivin gene, co 
aplete cds.//3. 6e-47:404:79//U75285 

F-HEMBA I 004768//Ho«o sapiens PAC clone OJ0979P20 froa 7q33-q35. co 
aplete sequence. //6. 7e- 107: 850: 78//AC004941 

F-HEM&A1004770//PlasaodiuB falciparua 3D7 chroaosoae 12 PFYAC1 1 22 
genoaic sequence, WORKING ORAFT SEQUENCE. 3 unordered pieces. //7 9 
e-O9:806:59//AC0O4709 

F-KEMBAI004771//G.auris ribosoaal RNA operon DNA encoding 16S. 23S 

and 5.8S ribosoaal RNA.//0.69:239:6I//X65063 
F-HEMBA 1 004776 
F-HEMBA 1 004778 

F-HEM8A1004795//Drosophi la Belanogaster A-kinase anchor protein DA 
KAPSSO aRNA. partial cds.//3.4e-46:778:64//AF0O3622 
F-HEMBA I 004803//Hoao sapiens chroaosoae T. clone 254. M. 20. coaplet 
e sequence. //4. 3e-82: 580:82//AC0046!7 

F-HEMBA I 004806//Hoao sapiens BAC clone RG28IG05 froa 7pl5-p21. coa 
plete sequence. //5. 4e-07 : 642 : 59//ACO0SO83 

F-HEMBA 1 004807/ /Huaan HIV! tata eleaent aodulatory factor aRNA seq 
uence froa chroaosoae 3//1.4e-46: 171 :92//L01042 
F-HEMBA 1 0048 1 6/ /Hobo sapiens calpastatin (CAST) gene, exons 10-14. 
//J. 5e-31 : 546 : 66//M86257 

F-HEMBA) 0048 2 0//C. botui inua progenitor toxin coap lex genes. //0. 001 
4:343:62//X67972 

F-HEMBA1004847//Canine aRNA for 68k0A subunit of signal recognitio 
n particle (SRP68).//1. 5e-85:512:88//XS3744 

F-HEMBA! 004850//Hoao sapiens TGF-beta type I receptor (TGFBR1) gen 
e. exon 1.//0. 0065:284 61 //AF054590 

F-HEMBA1004863//Genoaic sequence froa Mouse II. coaplete sequence. 

//O.92:250:59//AC0004OO 

F-HEMBA 1 004864 

F-HEMBA 1 00486 5//Huaan ONA sequence froa clone 45914 on chroaosoae 

6p22. 3-24. 1 Contains EST. STS. GSS. coaplete sequence. //3.6e-l 2: 21 
4:72//AL03U20 

F-HEMBA I 004880//Hoao sapiens Chroaosoae 16 BAC clone Cl T987SK-A-31 

9E8. coaplete sequence. //t. le-08:255:69//AC004020 

F-HEMBA 1 004B89//Sch is toe erca aaericana Antennapedia hoaeotic prote 

in (Antp) aRNA. coaplete cds. //0. 062:1 55: 69//U32943 

F-HEMBA 1 004900//P1 asaod i urn falciparua unidentified bRNA sequence./ 

/0. 00055: 323 : 60//L 12043 

F-HEMBA l 004909/ /Hobo sapiens chroaosoae 17. clone 289A8. coaplete 
sequence. //9. 6e-16: 166 80//AC0030SI 

F-HEMBA1 00491 8//Turri telle coaaunis aitochondr ial 16S ribosoaal RN 
A gene, part ial. //0. 81 : 146:65//M94003 

F-HEMBA 1 00492 3//Huaan MA froa overlapping chroaosoae 19-specific 
cosaids R32543. . and F15613 containing ZNF gene faaily aeaber. ge 
noaic sequence, coaplete sequence. //I . 4e-36: 338: 78//AC003006 
F-HEMBA! 004929//C I T-HSP-2373II6.TR CIT-HSP Hoao sapiens genoaic cl 
one 23731 16. genoaic survey sequence. //2.4e-86: 443 :96//AQl 08676 
F-HEMBA 1 004930/ /Hoao sapiens PAC clone OJ0608HI2 froa 7q2l, coBple 
te sequence. //4. 6e-20: 21 9: 73//AC0041 09 

F-HEMBA! 004933//HS-1003-A1-E10-MF. abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 497 Col = 1 9 Row- I. genosi 
c survey sequence. //I . 4e-28: 216 : 8S//B30726 

F-HEM8A1004934//Hoao sapiens chroaosoae 21q22.3 PAC 267010. coaple 
te sequence. //0. 53:222: 61 //AF042091 

F-HEMBA 1004944//Hoao sapiens clone DJ0736HOS. WORKING DRAFT SEQUEN 

CE. 5 unordered pieces. //I . 2e-58: 509: 78//AC005482 

F-HEMBA I 004954//HS_2033_A2_A08_T7 CIT Approved Huaan Genoaic Spera 

Library O Hoao sapiens genoaic clone Plate=2033 Col=16 Ro«=A, gen 
oaic survey sequence. //3. 7e-47: 243: 99//AQ2297S8 
F-HEMBA! 004956//P. falciparua coaplete gene aap of plastid-like DNA 

( I R-B) . //0. 048 : 42 1 : 58//X95276 
F-HEMBA1004960//Arabidoosis thaliana ONA chroaosoae 4. ESSA I cont 
ig fragaent No. 8.//0. 89:333:S8//Z97343 
F-HEMBA 1004972 

F-HEMBA 1004973//RPC 1 11 -66P8. TK RPCIII Hoao sapiens genoaic clone 
R-66P8, genoaic survey sequence. //3. Se-22: 245: 77//AQ238471 
F-HEMBA 1004977//HOBO sapiens full length insert cDNA clone YZ83B0 
8. //9. Oe- 1 1 : 84 : 98//AF086080 

F-HEMBA 1 004 978//C I T-HSP-2354EI0.TR CIT-HSP Hoao sapiens genoaic cl 
one 2354E10. genoaic survey sequence. //0. 0021 : 1 52: 66//AQ0757 1 3 
F-HEMBA 1 0649 80//HS_30l 8_A2_E04_WR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3018 Col-8 Row=l. geno 
aic survey sequence.//!. 9e-77: 392: 97//AQ07 1873 

F-HEM8A1004983//Albinaria corrugata isolate cor.Prnl.l 16S ribosoa 
at RNA gene, ai tochondrial gene for ai tochondr i a I RNA, partial seq 
uence. //0. 0030: 276 : 6I//AF031680 

F-HEMBA 1004995//HOBO sapiens chroaosoae 16. cosaid bridge clone 30 
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6E6 (LAND. coaplete sequence. //4. 2e-l 38: MO: 99//AC005S9Q 
F-HENBAI00S008//Huain aarinerl transposase font, coaplete consensu 
s sequence.//S.8e-20:160:S8//US2077 

F-HE»A1005009//Hoae sapiens BAFS3a (BAF53a) aRNA, coap) ate cds.// 
2. Oe- 144 : CSS : 99//AF04 1474 

F-HENBA t 00501 9/ /Homo sapiens «RNA for KIAA064S protein, partial cd 
s. //I. 4a- 146: 693: 98//AB0 1 4S48 

F-HENBA 100 SO 2 9//Hoao sapiens ONA sequence from PAC 97D1S on chroao 
tost 6p21.3-22. 2. Contains an unknown pseudogene. a 60S Ri boson I 
protein L24 (L30) LIKE pseudogene and his tone genes N2BFC (H2B/e>. 
H4FFP (H4/f pseudogene), H2AFC (H2A/c). H3F1K (H3. 1 A) and a tRN 
A-Val pseudoiene and tRKA-Thr gene. Contains ESTi. STSs. GSSs and 
genoaic aarker D6S464. coaplete sequence. //2. 2 e-1 15:666: 90//AL0091 
79 

F-r€NBAI00S03S//Hoao sapiens chroaosoae 17. clone hCIT. 175_E_5, co 
■Plate sequence. //4.6e-1 38: 591 :98//AC004596 

F-HEMBA100S039//C I T-HSP-2336L5.TR ClT-HSP Hobo sapiens genoaic cto 
ne 2338L5. genoaic survey sequence. //3. 7e-61 : 271 : 68//AQ0 55486 
F-HEM&A1005047//Hus ausculus aRNA for Rab24 protein. //3.8e-17:218: 
73//Z22819 

F-H£NBA100S050//Hunan T i si Id gene, coaplete eds.//0. 079: 251 :63//U0 
7802 

F-HENBA 1 00506 2//P I a saodiue falciparua 3D7 chroaosoae 12 PFYAC69 ge 
noaic sequence. WORKING DRAFT SEQUENCE. 4 unordered pieces. //0. 01 
8:560:56//AC004688 

F-HEMBA1005066//Huaan ONA sequence •*« SEQUENCING IN PROGRESS »»» 
froa clone 774G10. WORKING DRAFT SEQUENCE. // 3. 4e- 97. 432: 84//AL0 344 
10 

F-HEMBA1005075//H. sapiens DNA 3' flanking si ap I e sequence region c 
lone «g2c3.//6. 9e-07: 1 76: S8//X76589 

F-HENBA1005079//CIT-HSP-2325II21.TRB ClT-HSP Hobo sapiens genoaic c 
lone 2325N21. genoaic survey sequence.//2. Ie-4S:274:93//AQ038720 
F-HENBA 100S083//HS_2248_B1J)0 5 JtR CIT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate*2248 Co I =9 Row=H, geno 
aic survey sequence. //3. 4e-06: 230: 64//AQ1 29575 

F-t4£MBAl00SI01//Hoao sapiens SYT interacting protein SIP aRNA, coa 
plate cds.//1.3e-161:762:98//AF080S61 

F-HENBA10051I3//L.esculentua oicrosatel I ite repeat DNA region. //0. 
0038: 742 :S7//X90770 

F-HENBA1005123//HOBO sapiens clone 0J0673N1S. I0RXING ORAFT SEQUEN 
CE. 33 unordered pieces. //9. 6e-83: 479: 78//AC004854 
F-HENBA1005133//HuBan DNA sequence »»♦ SEQUENCING IN PROGRESS 
froa clone T313F4. WORKING DRAFT SEQUENCE. //3. 9e-24: 576: 64//AL0238 
08 

F-HEN8A100S149//Hoao sapiens PAC clone DJ430N08 froa 22ql2. 1-qter. 

coaplete sequence. //4. 7e-36: 283: 80//AC004S42 
F-HEN8A1005152//HOBO sipiens chroaosoae Xp22-67-6S. RORKING DRAFT 
SEQUENCE. 99 unordered pieces. //5. Oe-10: 332: 64//AC004469 
F-HENBA 10051 5 9//Hoao sapiens genoaic ONA, chroaosoae 21q11.t. sega 
ent 1/5. I0RKINC DRAFT SEQUENCE. //4. Oe-10: 734: 58//AP000023 
F-HENBA1 005 18S//H. sapiens CpC island DNA genoaic Nsel fragaent, cl 
one 91 b2. forward read cpg91b2. ft1a.//2. 2e-l4:93: 100//263847 
F-H£N8AI005201//Drosophila aelanogaster cosaid I52A3.//4. 7e-35:67 
9:64//AL009l94 

F-KEMBA10O52O2//Canine bRNA for 68k0A subunit of signal recognitio 
n particle (SRP68).//6. 7e-1 38: 778: 90//X53744 

F-HEMBA1005206//Drosophi la aelanogaster Su(P) and anon-73B1 genes 
and partial o25 gene and Pros26 gane.//7. 1e-12: 376 :62//AJ0l 1320 
F-HENBA1005219//HOBO sapiens aRNA for KIAA0445 protein, coaplete c 
ds. //7. 1 e-05 : 4 f 1 : 60//ABO079 1 4 

F-HENBAI005223//Hoao sapiens PAC clone DJ430N08 froa 22q12. 1-qtor. 

coap I e te sequence. //3. 5e-06 : 21 2 : 66//AC004542 
F-HEMBA1005232//Plasaodiua falciparua 3D7 chroaosoae 12 PFVAC492 g 
enoaic sequence, fORKING DRAFT SEQUENCE. 5 unordered pieces. //3. 7 
e-O7:625:57//AC005308 

F-HENBA 100 5241 //Hobo sapiens PAC clone DJ 0777023 froa 7pl4-p1S. co 
aplete sequence. 7/8. 7e-45: 567: 72//AC0O51 54 

F-HENSA100S244//Hoso sapiens chroaosoae X clone U177G4. U1S2H5. Ul 
68D5. 174A6, UI72D6. and U186B3 froa Xp22. coaplete sequence. //0. 9 
6:298:62//AC002365 
F-HENBA 1005251 

F-HENBA100S2S2//Hoao sapiens chroaosose 17. clone hRPK. 318.AJS. c 
oapl e te sequence. //4. Se-1 60: 392:99//AC00S837 

F-HENBA1005274//HOBO sapiens BAC clone 2S5A7 froa 8q21 containing 
NBS1 gene, coaplete sequence. //2. 3e-0S: 496: 60//AF06 92 91 
F-HENBA1005275//Huaan DNA sequence froa clone 444C7 on chroaosoae 
6p22. 3-23. Contains an EST, an STS and GSSs. coaplete sequence.// 
5.7e-0S:220:64//AL033521 

F-HENBA1005293//Hoao sapiens echinodera Bicrotubule-associated pro 
tein hoaolog HuENAP aRNA. coaplete cds. //2. 4e-20:338:65//U97018 



F-HENBA1 005296 

P-HEN8A100S304//Huaan DNA sequence froa clone 364122 on chroaosoae 
Xq21. 31-22. 3. Contains an STS and GSSs, coaplete sequence.//!. 6e- 
Sl : 381 :78//AL03 1012 
F-HENBA 100531 1 

F-KENBA10053I4//HOBO sapiens genoaic DNA. chroaosoae 2lqll.l, sega 
ent 2/28. WORKING DRAFT SEQUENCE. //0. 94 : 226 : 63//APO00031 
F-KENBA100531S//HOBO sapiens BAC810, coaplete sequence. //9. 5e-1 5: 6 
84:62//U8519B 

F-HEMBAl0O5318//HuBan DNA sequence froa PAC 394F12 on chroaosoae X 

contains EST. STS. CpC island clone. //2. 6e-05:472: S9//Z83823 
F-HEN8A1 005331 //Hoao sapiens chroaosoae 17. clone hRPK. 214_C_8, co 
aplete sequence. //3. 3e-90: 300 : 90//AC005803 

F-HEN8A1005338//HOSO sapiens aRNA for aatrilin-4. partial.//!. 4e-1 
51 : 740 97//A J 007581 

F-HENBA 1 0053 S3//C1T-HSP-23 ION I O.TR ClT-HSP Hobo sapiens genoaic cl 
one 2310N1O. genoaic survey sequence. //2. 1 a-86: 438: 97//AQ01 6 145 
P-HEaSAlOOS359//Huaan zinc finger protein ZNF137 aRNA. coaplete cd 
s.//l.8e-98:500:88//U094!4 

F-HElffiAl00S367//Bus ausculus aelastatin aRNA. coaplete cds.//B. 3e- 
72:577:73//AF047714 

F-HEN8A1 00537 2//Huaan DNA sequence froa PAC 293EI4 contains ESTs. 
STS. //I . 3e-07 : 274 : 66//Z82900 

F-HEN8A1005374//Hoao sapiens clone 277F10. WORK I KG DRAFT SEQUENCE. 

5 unordered pieces.//!. 9e-48: 611 6 9// AC 0048 13 
F-HEJ»A100S382//HS_3063_B2_Fll_aT CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=3063 Co I =22 Rov=L, gen 
oaic survey sequence.//1.6e-27:154:98//AQ103204 
F-HEHBA1005389//Plasaodiua falciparua toloaere nucleotide sequenc 
e. //4. Oe-07 : 443 : 61//U23 1 75 

F-HEN8A1005394//CIT-HSP-2368B11.TR ClT-HSP Hoao sapiens genoaic cl 
one 2368B11. genoaic survey sequence. //7. 6e-1 7: 225: 71 //AQ076749 
F-HEH8AI005403//Huaao DNA sequence *** SEQUENCING IN PROGRESS «»* 
Iroa clone 423B22, fORK INC ORAFT SEQUENCE. //4. 5e-1 31 : 278: 98//AL034 
379 

F-HENBA1005408//HS_3007_B2_C04_iR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3007 Co I =8 Row=N. geno 
aic survey sequence. //B. 0e-06:218:66//AQ294366 

F-HENBA100S4I0//Huaan DNA sequence froa cosaid CU120E2. on cnroaos 
oae X contains Lowe oculocerebrorenal syndroae (OCRL) ESTs and ST 
S.//l.Se-4l:432:76//273496 
F-HENBA100S4II 

F-HENBA 1 00542 3 //Hoao sapiens eye I in-dependent kinase inhibitor (CO 
KN2C) aRNA. coBplete cds.//1.0e-169:S37:99//AF04!248 
F-HENBA 1 005426 

F-HEN8A1005443//Hoao sapiens chroaosoae 19. BAC CIT-B-19tn6. coap I 
ete sequence. //7. 1e-37: 260: 76//AC006 130 

F-HEN8A1005447//C I T-H$P-2I73N7.TR ClT-HSP Hoao sapiens genoaic cto 
ne 2I73N7. genoaic survey sequence. //5.0e-l 33: 631 :98//B93234 
F-HENBA1005468//Huaan DNA. sequence froa clone 20J23 on chroaosoae 
Xq26.2-27.2 Contains ras-related C3 botulinua toxin substrate 1 (P 
21-RAC1) (ras-like protein TC2S) EST. CA repeat. STS. CpC island, 
coap I ete sequence. //I . Se-1 18: 368: 83//AL02 2576 

F-HENBA 1 00546 9//Hoao sapiens chroaosoae 16. PI clone 96-48 (LAND. 

coap lete s equence. //I . 2e- I 79 : B38: 99//AC00S2 1 2 
F-HENBA 10054 7 2 //Huaan DNA sequence ttt SEQUENCING IN PROGRESS **» 
froa clone 228H13. WORKING DRAFT SEQUENCE. // 3. 4e-20: 187: 74//AL031 9 
85 

F-t€NBAI005474//HoBO sapiens genoaic DNA. chroaosoae 21q11.1. sega 
ent 12/28. WORK I KG ORAFT SEQUENCE. //4. 1o-22: 445: 6S//AP000041 
F-HENBA 100547S//C1T-HSP- 2 3220 1 4. fR ClT-HSP Hoao sapiens genoaic cl 
one 2322014. genoaic survey sequence. //6. 7e-5l : 269: 97//AQ02694t 
F-HENBA 100 549 7//HS_3097_A2_G05_T 7 CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate-3097 Col -10 Roa=N. gen 
oaic survey sequence. //1. 4e-66: 345: 96//AQ1 03810 
F-HENBA 1 005500//Hoao sapiens PAC clone DJ 10930 1 7 froa 7q1l.23-q21. 

coap I e t e sequence. //S. 4e-l7B:818: 98//AC004957 
F-HENBA1005506//NUS ausculus (clone 0EBF17) early B-cell factor (E 
BF) aRNA. coaplete cds.//2. 6e-06:73: 98//L12147 

F-HENBAI005508//Hoao sapiens, clone hRPK. 1_A_1 , coaplete sequence. 
//0. 0001 2 : 455: 60//AC0061 96 

F-HENBA 10055 11 //Hoao sapiens NHC class 1 region. //3. 3e-43: 421 : 77// 
AF055066 

F-HENBA 1 0055 13//Drosoprti la aelanogaster aales-absent on the first 
(aof) gene, coaplete cds.//2. 3e-20: 352: 69/AI71 21 9 
F-HENBA 1 00551 7//Hobo sapiens ONA for (CGG)n trinucleotide repeat r 
eg ion. isolate E7.//2. 5e-08:431 :62//AJ001216 

F-HENBA 1 00551 8//N. ausculus aRNA for paladin gene.//8. 2e-90:6SI : 81/ 
/X99384 

F-HENBA I 005520//Hobo sapiens clone DJ0876A24. WORKING DRAFT SEQUEN 
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CE. 6 unordtred pieces.//7. 8e-167:75S:99//AC004913 
F-HE1«3A1005S26//Hoao sapiens chroaosoae 9. clone hRPK. 202_H_3, coa 
plete sequence.//2.4e-42:47S:73//AC006241 

F-HENBA I 005S28//Nus ausculus aCAFl protein aRNA. coaplete cds.//t. 

2e-94:SI2:92//U21B55 

F-HENBA 100 5 5 30 

F-HEBBA10QSS48//Huaan OKA sequence »»* SEQUENCING tN PROGRESS *«* 
fro* clone 970A17. lORXING DRAFT SEQUENCE. //9. 4e-B7: 422:9 9//AL0 3 44 
31 

F-HENBA 1005552/ /Hoato sapiens PAC clone DJ0807C1S fro* 7q34-q36. co 
aplete sequence.//6. 1 e-41 : 486: 68//AC004743 

F-HENBA I005558//Drosophi la aelanogaster ONA sequence (PI OS00837 
(D87)). complete sequence. //2. 9e-l 9: 306: 68//AC004377 
F-HElBA100SS68//PlasaodiuB falciparum 307 cbroaosoae 12 PFYAC8I2 g 
enoeiic sequence. ffORKiNC DRAFT SEQUENCE. 8 unordered pieces.//0. 00 
93:345:60//AC004153 

F-HENBAt005570//Plasaodiua falciparum chroaosoae 2. section 44 of 
73 of the coaplete sequence. //4. 2e-09:592: S9//AE0O 1 407 
F-HENBA IOOS576//Hoao sapiens atRNA for KIAA0463 protein, partial cd 
S.//S. 9e- 127:610: 9B//AB007932 

F-KEaBA100S577//HS-1004-AI-En-NR.xbi CIT Huaan Genoa ic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 498 Co I =21 Ro*=l, genoai 
c survey sequence. //0. 00034: 254; 64//B3 0971 

F-HENBAl 005581 //Rattua norvegicus bRNA for NEGFS. coaplete cds.// 
4.0e-S7:B26:6S//AB01IS31 

F-HENBA100S582//HS_3242_AI_B07_NR CIT Approved Huaan Genome Spera 
Library D Hobo sapiens genoaic clone Plate=3242 Col =1 3 Row=C. gen 
oaic survey sequence. //1 . le-l 3:91 :98//AQ2H275 
F-HENBA 100SS83 

F-HEHBA1005S88//Hoao sapiens PAC clone 0JU88N2t froa 7qll.23-q21. 
I. coaplete sequence. //8. 7e-3 1:283 :7S//ACQ0602S 
F-HENBA 1 005 S93//Hoeo sapiens chroaosoae 17. clone hRPK. 332_H_18, c 
oaplete sequence. //8. 3e- 1 58: 748: 99//AC00S746 

F-HENBA100SS9S//CIT-HSP-2309F14.TF CIT-HSP Hobo sapiens genoaic cl 
one 2309FI4. genoaic survey sequence. //6. 4e-30: 194: 91//AQ016527 
F-HENBA I O0S606//C I T-HSP-2326I6.TR CIT-HSP Hoao sapiens genoaic do 
ne 232616, genoaic survey sequence. //0. 0014: 132: 70//AQ04M84 
F-HENBA 100S609//Hoao sapiens clone RG3I5H11. WORKING DRAFT SEQUENC 
E. 6 unordered pieces.// 2. 9e-33: 249: 85//ACQOS089 
F-HENBA100S6I6//Hoao sapiens ONA sequence froa PAC 43C13 on chroao 
soae Xq2t. 1-Iq21. 3. rab proteins gerany Igerany I transferase coapone 
nt A t (rab escort protein 1) (REP-l) (choroideraeaia protein) (TC 
D protein). //6.Se-29: 279 :69//AL0091 75 

F-KENBA1 005621 //Huaan ONA sequence »•» SEQUENCING IN PROGRESS **« 
froa clone 330012. NORKING DRAFT SEQUENCE. //6. 4e-90: 1 58: 87//AL031 7 
31 

F-HENBA 1005627//RPC It 1-34P9.T J RPCI-11 Hobo sapiens genoaic clone 
RPCI-11-34P9. genoaic survey sequence. //0. 014: 168: 67//AQ0451 10 
F-HENBA1 0056 31 //Hoao sapiens PAC clone DJ1086D14. coaplete sequenc 
e. //I . 0e-149 : 736 : 93//AC004460 
F-HENBA 1005632 

F-HENBA 100 56 34//Hu«an ONA sequence froa PAC 187N21 on chroaosoae 6 

P21.2-6p21.33. Contains ESTs. //6. 6e-38:452:67//Z98036 
F-HENBA I 005666 

F-HENBA 1005670//Hobo sapiens PAC clone OJ0665C04 froa 7p14-p13. co 
aplete sequence. //5. le-59: 687: 74//AC004850 

F-HENBA I005679//Hoao sapiens clone OJ0425I02. WORKING DRAFT SEQUEN 
CE, 5 unordered pieces. //1.0a-47:3S7:85// AC005478 
F-HENBA 1005680 

F-HENBA100S68S//RPCI11-23019.TKBR RPCI-11 Hoao sapiens genoaic do 
ne RPCI -11-23019. genoaic survey sequence. //0. 99: 228: S3//AQ01 3742 
F-HENBA 1 0056 99//Huaan ligand for eph-related receptor tyrosine kin 
ases (EPLG8) bRNA. coaplete cds. //I. 4e-72:406:92//U57001 
F-HENBA100570S//HuBan (D21S172) ONA segaent containing (CA) repea 
t . //0. 00040 : 1 90 : 66//X565 1 3 

F-HENBA 1 0057 17//P I asaodiua talciparua NAL3P1. coaplete sequence.// 
0.0099: 260: S3//297348 

F-HENBA 10057 3 2//Huian aRNA for KIAA0003 gene, coaplete cds.//8. 1e- 
19:151:88//D14697 

F-HENBA I OOS737//Hoao sap ions PAC clone 0J1099C19 froa 7q21-q22. co 
aplete sequence. //5. 6a- 1 5: 1 57 : 79//AC0051 56 

F-HENBA 1005746//RPCI 11 -63N9.TK RPCI 11 Hoao sapiens genoaic clone 
R-G3N8. genoaic survey sequence. //I. 3e-18: 1 13: 100// AQ238535 
F-KENBA1005755//Hoao sapiens ONA sequence froa PAC 95C20 on chroao 
soae Xpl 1.3-1 1.4. Contains STSs and the DXS7 locus aith GT and GTG 
repeat polyaorphisas, coaplete sequence. //3.6e-56: 764: 70//Z971 81 
F-HENBA 100 5 76 5//Hu»an ONA sequence froa PAC 28811 on chroaosoae 22 
ql2-qter contains ESTs and polyaorphic CA repeat (D22S1152).//1. 1 
e-30:275:77//Z82196 

F-HENBA1Q05780//RPCl11-74EI9.Tj RPCI II Hoao sapiens genoaic clone 



R-74E19. genoaic survey sequence. //0. 001 1 : 283: 62//AQ268432 
F-HENBA 1 0058 13//Hoao sapiens PAC clone OJ0167F23 froa 7ptS. coaple 
te sequence. //0. 14: 326: 61//AC004079 

F-HENBA 1 0058 1S//N.buscu I us bRNA for skeletal auscle-specitic calpa 
in.//6.3e-IO:706:S9//X92S23 

F-HENBA1005822//Nouse Bac 281 G1 6. BORKING ORAFT SEQUENCE. 19 unord 
ered pi eces. //0. 87 : 41 7: 56//AC003020 

F-HENBA I005829//HOBO sapiens Chroaosoae 22ql1.2 Fosaid Clone f39e1 

In DCCR Region, coaplete sequence. //8. 8e- 42: 370: 79//AC0OO0 94 
F-HENBA 1 0058 34//Huaan ONA sequence froa clone 3S3K6 on chroaosoae 
Xq25-26.2. Contains the alternatively spliced SNA RCA 1 gene for Sll 
/SNF related, aatrii associated, actin dependent regulator of chro 
Bat in, subfaaily a. aeaber 1 (SNF2L1) and a 40S Ribosoaal Protein 
S26 pseudogene. Contains ESTs. STSs and GSSs. coaplete sequence.// 
2. 1e-42:69O:67//AL022577 

F-HENBA 1 005852//F. rubr i pes CSS sequence, clone 163A22aE9. genoaic 
survey sequence. //4. 3e-07: 253: 59//AL0I 8749 

F-KENBA10058S3//C iT-HSP-2289L23.TR CIT-HSP Hoao sapiens genoaic d 
one 2289L23. genoaic survey sequence. //2. 2e-68: 333: 99//B 98952 
F-HENBA 1 005884//Hobo sapiens chroaosoae 5. BAC clone 78c 6 (LBN I HI 
91). coaplote sequence. //1 . 9e-57: 331 :87//AC00535t 
F-HENBA 10058 91 //Hoao sapiens PAC clone OJ0997NOS froa 7ql1.23-q21. 

1. coaplete sequence. //5. le- 182: 864: 98//AC004945 
F-HENBA1005B94//Hoao sapiens, WORKING DRAFT SEQUENCE. 52 unordered 

pieces. //3. 0e-44: 340:80//AC004086 
F-HENBA 1 00S909//HOBO sapiens ONA sequence froa PAC 12703 on chroao 
soae Iq23-2S. Contains FN02 and FN03 genes for Flavin-containing N 
onooiygenase 2 and Flavin-containing Nonooxygenase 3 (Diaethyiant i 
ina Nonooxygenase (N-Oxide 3. EC1.14.13.8, Oiaethyl ani I ine Oxidase 

3. FNO II. FNO 3). and a gene for another, unknown. Flavin-contai 
ning Nonooxygenase faaily protein. Contains ESTs and GSSs. coaptel 
e sequence. //8.3e-1 2: 828 :57//AL021 026 

F-HENBA 100S9 11 //Huaan DNA sequence froa done 1158E12 on chroaosoa 
e Xpl 1.23-1 1.4 Contains EST. STS. GSS. CpG island. coBplete sequen 
ce.//1.0e-44:328:77//AL031584 

F-HENBA1 00592 1 //Hoao sapiens chroaosoae 17. clone hRPK. 1 12_H_10. c 
oaplete sequence. //1 . 3e-41 .431 : 77//AC0O5666 

F-HEN8A 1005931 //Hoao sapiens chroaosoae I2p13.3 clone RPCI4-761J1 
4. 10RK1NG DRAFT SEQUENCE. 60 unordered pieces. //I . 1 e-29: 394 70//A 
C006086 

F-HENBA1005934//Hoao sapiens PAC clone DJ1140C11 froa 14q24.3. coa 
plete sequence. //8. le-OG: 1 15 80//AC004974 

F-HENBA10OS962//RPC1 11-17015. Vt RPCI-11 Hoao sapiens genoaic done 
RPCI -11 -1701 5. genoaic Survey sequence. //9. Se-36: 315: B4//B82821 

F-HENBAl 005963//HS_30S5_A1_E08_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone. Plate=3055 Col=1S 8o»=i. gen 

oaic survey sequence. //9. 3e-73: 372: 97//AQ1 47357 

F-HENBA1 OOS990//HOBO sapiens 1-1 receptor candidate protein aRNA. 

coapl ete cds. //1 . 3e-1 49: 697: 99//AF082516 

F-HENBAl00S99l//PtasBodiuB falciparum chroaosoae 2, section 45 of 

73 of the coaplete sequence. //6. 3e-07:423:60//AE001408 

F-HENBA 100S999//HOBO sapiens chroaosoae 4 clone C0026P05 aap 4P16. 

coBplete sequence. //3.8e-09: 360: 64//AC00SS99 
F-HENBA 1006002 

F-HENBA 1006005//HOBO sapiens NLL (NLL) gene, exons 1-3. and partia 
I cds.//4.5e-83:495:90//AF036405 
F-HENBA 1 006031 
F-HENBA 1006035 

F-HEJBBA1006036//Huaan (laabda) DNA for iaaunoglobl in light chain./ 
/2.4e-59:652:74//D87009 

F-HENBA 1006042//Hoao sapiens chroaosoae 10 clone CIT987SK-I057L21 

aap 10q25. coaplete sequence. //2. I e-43 : 330 : 70//AC005386 

F-HENBA 1006067//P I asaodiua falciparua 307 chroaosoae 12 PFYAC81 2 g 

enoaic sequence. NORKING DRAFT SEQUENCE. 8 unordered pieces. //0.I 

1:433:S9//AC0041S3 

F-HENBA 1006081 

F-HENBA 1006090//. coaplete sequence. //4. Se- 1 39: 748: 92//ACOO5500 
F-HENBA1006091//KOBO sapiens gene encoding telethonin, exons 1 to 

2. partial. //0. 0091 : 346 : 62//A J01 1 098 

F-HENBA 1 006 100//Koao sapiens chroaosoae 10 clone CIT9B7SK-1 143A1 1 
aap 10q25. coaplete sequence. //Z. 8e-1B: 180: 78//AC005880 
F-KENBA1006I08//Huaan DNA sequence froa clone 889N15 on chroaosoae 

Xq22. 1-22.3. Contains part of the gene for a novel protein siaila 
r to X. laevis Cortical Thyaocyte Narker CTX. the possibly alterna 
lively spliced gene for 26S Proteasoae subunit p28 (Ankyrin repeat 

protein), a novel gene and exons 36 through 4S of the C0L4A6 for 
Collagen Alpha 6 (IV). Contains ESTs, STSs, GSSs and a putative CpG 

island, coaplete sequence. //0. 26:84: 71//AL031 177 
F-KENBA1006121//Huaan DNA sequence see SEQUENCING IN PROGRESS 
froa done 691 N24. NORKING DRAFT SEQUENCE. //5. 2e-1 8: 147: 87//AL03 16 
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F-HENBA1006124//CIT-HSP-235SBI7.TF CIT-HSP Hobo sapiens genoaic cl 
one 23S5S17. tenon c survey sequence. //0. 044: 225:6 1//AQ0S6966 
F-HENBA1006130//CIT-HSP-386A20. TF CIT-HSP Horn sapient genoaic do 
ne 386A20, genoaic survey sequence. //8.8e-Q7: 173: 69//BSS08S 
F-KENBAI006I38//Hoao sapiens DMA sequence froa PAC 4S4M7 on chroao 
soae Xq2S-2S.3. Contains the 0CRL1 gene for Love Oculocerebrorenal 
Syndroae protein OCRL-I. Contains ESTs. STSs and CSSs, coaplete s 
equence. //7. Se-22: 1 84 : 7S//AL022 1 62 

F-HENBA! 006142//, coaplete sequence. //7. 9e- 125: 586: 99//AC00SS00 
F-HENBA! 0061 SS//H. sapiens CpG island DNA genoaic Msel fragaent. cl 
one 11966. forward read cpgl 19b6. f tla.//l. 0: 8S: 72//Z64428 
F-HENBA 1 006 158//Hoao sapiens transcription factor for knead- 1 ike 7 
(FKH17) gene, coaplete cds.//l. 1e- 185:852 :99//AF048693 
F-HEIBA1006173//striitua enriched phosphatase=protein-ty ros ine-pho 
sphatase [rat. striate. aRNA. 2815 nt].//8.4e-S0:642:73//S49400 
F-HENBA 1006 I 82//Hoao sapiens Chroaosoae 15q26. 1 PAC clone pOJIOSil 
9. coaplete sequence.//!. 4e-22: 194: 74//AC0053 18 
F-HEMBA1006I98 

F-HEIBAt006235//Hoao sapiens clone 24422 bRNA sequence. //2. 6e-17S: 
836.98//AF070557 

F-HEaBA1006248//Pinctada fucata aRNA for insoluble protein, coaple 
te cds.//8.2e-0S:359:61//D86074 

F-HENBA 10062S2//Huaan DMA sequence »«• SEQUENCING IN PROGRESS tee 
froa clone S3IH16, I0RK INC DRAFT SEQUENCE. //0. 98:397:S8//AL031664 
F-HENBA 1006253 

F-HENBA10062S9//KS_2231JUJ>lQjr CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plste=2231 Col =19 Row=G, gen 
oaic survey sequence. //1 . 2e-1 1 : 2 33: 68// AQ1 52722 
F-HENBA 1006268//Hoao sapiens Ip22-132-134 BAC GSKB-S90J15 (Genoae 
Systeas Huaan BAC library) coaplete sequence. //S.2e-27: 156: 85//AC0 
04673 

F-HENBA1006272//Huaan endogenous retrovirus gag aRNA. //8. te- 1 1 5:84 
7:80//I72791 

F-HENBAI006278//Nus ausculus poly (A) polymerase VI aRNA. coaplete 

cds.//2. le-S7:66S:70//US8l34 
F-HENBA 1 006283 

F-HEMBA1006284//Streptoayces fradiae tylactone synthase, starter a 
odule and aodules 1-7. (tylG) gene, coaplete eds.//9. 6e-06: 623 : 60/ 
/U78289 

F-KEaBAI00629l//HS_2208_A1_C03JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2208 Co I =5 Row=E. geno 
aic survey sequence.//! . 2e-1 3: 105: 92//AQ091B04 
F-HENBA I 006293//Sequence 8 froa patent US 572l35t.//S.6e-77:SS0:7S 
//1 8941 5 

F-HFJKBA1006309//Caenorhabditis elegans cosaid F0IF1.//1. le-21 :420: 
63//U13070 

F-HENBA 1 0063 I0//Rltt us norvegicus cytosolic sorting protein PACS-1 
a (PACS-1) aRNA. coaplete cds. //6. 8e-120: 748:85//AF076l83 
F-HENBA1006328//Hoao sapiens fragile X aental retardation protein 
(FNR-1) gene (6 alternative splices), coaplete cds. //I. 5e-46:485: 7 
3//L29074 

F-HENBAI006334//HS-!051-B2-F0l-NR.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 773 Cof-2 Row=L. genoaic 

survey sequence. //0. 0032 : 61 : 91//B40563 
F-HENBA! 006344//HS-1009-A2-B02-NT.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 331 Co I =4 Row=C. genoaic 

survey sequence. //3. 3e-09: 218: 66//B31 420 
F-HENBA1006347//Drosophi la aelanogaster aales-absent on the first 
(aof) gene, coaplete cds. //1 . 6e-31 .484: 6S//U71 219 
F-HEaBA1006349//HS-1054-AI-G05-*R. abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 776 Col=»1l Row?*, genoai 
c survey sequence. //5. 4e-lS: 95: 100//B41 671 
F-HENBA 1 0063S9//Huaan ZNF43 aRNA. //1. 4e-1 15:823:81//XS9244 
F-H£NBA1006384//Nouse aRNA for transforaing growth factor-beta2.// 
2.7e-10:247.71//X57413 

F-HENBA 1006377//Vus ausculus chroaosoae 7. clone 19K5. coaplete se 
quence. //3. Oe-57: 401 : 81//AC002327 

F-KENBA1006380//CIT-HSP-2172K18.TF CIT-HSP Hoao sapiens genoaic c I 
one 2172K18. genoaic survey sequence.//!. 3e-1 10:525: 99//B92570 
F-HENBAI00638)//HS-104S-B2-FI0-NF.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate-CT 828 Co 1=20 Row=L. genoai 
c survey sequence. //4. 4e-05: 163: 70//B3781 3 

F-HENBA 1006398//Hoao sapiens 12q24.2 BAC RPCI 1 1 -360E1 1 (Rosvell Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //3. 8e-6 
2:370:86//AC004806 

F-HENBA 1 00641 6//Hoao sapiens chroaosoae 5. PI clone 1041 FIO (LBNL 
H88). coaplete sequence. //3.7e-t 5:1 57: 76//AC0051 79 
F-HENBA 1 0064 1 9/ /Huaa n ONA sequence froa clone 71 LI 6 on chroaosoae 
Xpll. Contains a probable Zinc Finger protein (pseudo)gene. an unk 
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nown putative gene, a pseudogene with high siailanty to part of 1 
ntigen K I -67, a putative Chondroitin 6-Sul fotransterase LIKE gene 
and a KIAA0267 LIKE putative «a(f)/H(+) eichanger protein gene. Co 
ntains a predicted CpG island, ESTs. STSs and GSSs and genoaic aar 
kers OXS1003 and 0XS10S5. coaplete sequence.//!. 2e-39: 752: 63//AL02 
2165 

F-HENBA 1 006421 //Hoao sapiens chroaosoae 14q24. 3 clone BAC270N14 tr 
ansforaing growth factor-beta 3 (TGF-beta 3) gene, coaplete cds: 1 
nd unknown genes. //2. 4e-41 : 436: 76//AF10788S 

F-HENBA 10064 2 4//Huaan ONA sequence froa clone 51JI2 on chroaosoae 
6q26-27. Contains the 3' part of the alternatively spliced gene fo 
r the huaan orthologs of aouse QX 1-7 and QKI-7B (KH Ooaain RNA Bin 
ding proteins) and zebrafish ZKQ-I (Quaking protein hoaoiog). Cont 
a ins ESTs. STSs and CSSs, coaplete sequence. //0. 027: 293: 64//AL031 7 
81 

F-HENBA 10 064 26//Huaan ONA sequence set SEQUENCING IN PROGRESS *** 
froa clone 292EIO. I0RKING ORAFT SEQUENCE. //I. 7e-50: 310: 80//Z93930 
F-HENBA 1 0064 38//Li verwort Narchantia polyaorpha chloroplast genoae 

DNA. //0. 051 : 440 : S9//X04465 
F-HENBA 1 006445/ /Fo I i s cat us ras p21 (H-ras) aRNA, partial cds.//t. 
0:238:59//U62086 

F-HENBA1006446//Plasaodiua falciparum ONA ass SEQUENCING IN PROGRE 
SS *** froaNAL!P6. WORKING DRAFT SEQUENCE. //2. 4e-05 : 702 : 5B//AL031 
749 

F-HENBA1 006461 //Hoao sapiens chroaosoae 19. cosaid R30676. coaplet 
e sequence. //B. 6e- 55: 409: 83//AC004560 

F-KENBA1 00546 7//Hoao sapiens chroaosoae 17. clone hRPK.346.K_l0. c 
oaplete sequence. //1. 0: 293 :59//AC006l 20 

F-HENBA1006471//PlasBodiua falciparua 3D7 chroaosoae 12 PFYAC1 122 
genoaic sequence. I0RKING ORAFT SEQUENCE. 3 unordered pieces.//!. 4 
e-05:731:59//AC004709 

F-HENBA! 006474//CI T-HSP-201 7H3. TF CIT-HSP Hoao sapiens genoaic do 
ne 2017H3, genoaic survey sequence. //S. 2e-60: 435: 83//B54247 
F-HENBA1006483//Hoao sapiens chroaosoae 5. BAC clone 8e5 (LBNL HI 6 
7). coaplete sequence. //2. 9e-48: 286: 84//AC004 7 52 
F-HENBA 1 0064 8S//Hoao sapiens BAC clone NH0044GI4 froa 7ql 1.23-21. 
I. coaplete sequence. //0. 96: 283: 59//AC0060 31 

F-HENBA 1 0064 86/ /Huaan DNA sequence froa clone 353H6 on chroaosoae 
Xq25-26.2. Contains the alternatively spliced SNARCAI gene for S81 
/SNF related, aatrii associated, actin dependent regulator of chro 
■at in. subfaaily a. aeaber 1 (SNF2L1) and a 40S Ribosoaal Protein 
S26 pseudogene. Contains ESTs, STSs and GSSs. coaplete sequence.// 
I.8e-I4:259:67//AL022577 

F-HENBAI006489//Huaan DNA sequence «*« SEQUENCING IN PROGRESS ««» 
froa clone 467K16. 80RKING ORAFT SEQUENCE. //6. 6e-ll : 595: 61//AL03 1 2 
83 

F-HENBA J 006492/ /Hoao sapiens chroaosoae 17. clone hRPK. 789_G_24, c 
oapl ete sequence. //6. 0e-122: 337: 100//AC00S828 

F-HENBA 1 006494/ /Hoao sapiens chroaosoae 7qtelo BAC E3. coaplete se 

Quence. //3. 8e-23 : 459 : 6B//AF0931 1 7 

F-HENBA!O06497//HS_3O23_B2_H03_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic done Plate=3023 Col =6 Row=P, geno 
aic survey sequence. //2. 3e-81 : 433: 9S//AQ093846 

F-HENBA1006502//H. sapiens 7SL repeat (clones 2-!9b).//l. 60- 1 3: 86 : 8 
7//X62364 

F-HENBA1006507//HOBO sapiens aRNA for KIAA0666 protein, partial cd 
s. //2. 3e-l 39: 470: 98//AB01 4566 

F-HENBA1 00652 1 //Huaan BAC clone RG1 67805 froa 7q21. coaplete seque 
nee. //4. 3e-27 : 406 : 71//AC003991 

F-HENBA 1 006 530/ /Huaa n DNA sequence »»* SEQUENCING IN PROGRESS *** 
froa clone 101 8D1 2. WORKING DRAFT SEQUENCE. //2. 9e-27: 408: 65//AL03 I 
650 

F-HENBA1006535//Plasaodi ua falciparua DNA tea SEQUENCING IN PROGRE 
SS *m froa NAL4PI. I0RKING DRAFT SEQUENCE. //0. 028: 599: 60//AL0345S 
7 

F-HENBA 10065 4 0//Ho ao sapiens eulti POZ doaain protein NUPP1 (NUPP 
I) aRNA. coaplete cds. //I. 4e-l 71 :6S4:98//AF093419 
F-HENBA 1 006 546//Huaan DNA sequence froa cosaid 232122. between aar 
kers DIS366 and DXS87 on chroaosoae X contains ESTs glycerol kinas 
e pseudogene . //3. 8e- 1 04: 811 : 80//Z739B6 

F-HENBA 1006559/ /Nu s ausculus PRAJA1 (Prsjat) aRNA. coaplete cds.// 
4.8e-99:386:82//U06944 

F-HENBA 1 006 56 2/ /Huaa n f ructose-l. 6-biphosphatase (FBPI) gene, eion 

l.//0.012:322:60//U2192S 
F-HENBA! 006566//P I asaodiua falciparua 3D7 chroaosoae 12 PFYACl 383 
genoaic sequence. IORKING DRAFT SEQUENCE. 3 unordered pieces. //0. 0 
026:S80:58//ACOOS504 

F-HENBA1006569//Ovis aries beta actin aRNA, coaplete cds.//6.3e-0 
8:23!:70//U393S7 

F-HEN8A1006579//C I T-HSP-2380A22.TR CIT-HSP Hoao sapiens genoaic d 
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one 2380A22. genoaic survey sequence. //O. 036 : 750 : 62//AQ1 97 1 07 
F-HEMBA1Q06S83//Nycobactenun tuberculosis H37Rv coaplete genoae: 
segaent 143/1 62. //I. 0:225 :63//AL021 841 

F-HEMBA! 00659S//Huean OKA sequence *>• SEQUENCIKC IN PROGRESS »«• 
from clone 30A23. WORKING DRAFT SEQUENCE. //3.6e-S0: 689: 69//AL022 1 5 
6 

F-HEMBA I 006S97//Hoao sapiens Chroaosoae 7 BAC Clone 2 39c 10. WORK IN 
C DRAFT SEQUENCE. 9 unordered pieces. //I. 9e-42:2S3:84//AC004166 
F-HFjwaA1Q05612//RPCI11-88F20.TJ RPCI11 Hoao sapiens genoaic clone 
R-88F20. genoaic survey sequence. //I. le-SI: 2(6: 9B//AQ286726 
F-HEMBA100S617//HS_2I93_B2_H07^MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2l93 Col = u Row=P. gen 
oaic survey sequence.//!. 1e-S9: 413: 8S//AQ299S8S 
F-HENBA I 006624//Huaan DNA sequence froa clone 406A7 on chroaosoae 
6q23-24. Contains three pseudogenes siailar to Elongation Factor 
1 -Alpha (EF-1 -ALPHA, Statin SI). 60S Acidic Ribosoaal Protein PI a 
nd NADH-Ubi qui none Oiidoreductase IS kOa subunit. and part of the 
Microtuble Associated Protein E-MAP-H5 gene. Contains ESTs. STSs 
and GSSs. coaplete sequence, //1. 4e- 35: 257 :89//AL023284 
F-HEMBA1006631//Hoao sapiens Chroaosoae 11q23 PAC clone pDJ356d6. 
coaplete sequence. //9. Be- 1 12: 800: 83//AC002036 

F-HEMBA100663S//Plasaodiua falciparua ONA »»» SEQUENCING IN PROGRE 
SS »*» froa MALI PZ. I0RKING DRAFT SEQUENCE. //0. 1 5: 393: S8//AL03 1745 
F-HEM8A1006639//Petroay2on aarinus polyadenylate binding protein 
(PABP) aRNA. coaplete cds.//9. 6e-15: 3I8:68//AF032896 
F-HEMBAI006643//Hoao sapiens clone DJ0902E2O. I0RXING ORAFT SEQUEN 
CE, 1 unordered pieces.//0. 58:254:6S//AC006148 

F-HEMBA1006648//Mus ausculus integrin binding protein kinase aRNA, 

coaplete cds.//1. 5e-37: 108: 88//U94479 
F-HEMBA10066S2//Hoao sapiens chroaosoae S. BAC clone 343gl6 (LBML 
H180). coaplete sequence. //1 . 3e-l 54: 671 : 96//AC005601 
F-HEaBA 10066 S3 

~F-HEMBA10066S9//Hoao sapiens PAC clone OJ090SJ08 froa 7p12-pt4. co 
apl ete sequence. //S. 2e-l 10 : 254: 93//AC0051 89 

F-HEMBA1006665//Hoao sapiens Xp22 BAC GSHB-590J6 (Genoae Systeas H 
uaan BAC library) coaplete sequence. //1. 4 e-14: 177:7 6//AC0045 54 
F-KEMBA1 006674//Hoao sapiens aRNA for nucleolar protein hNop56.// 
5.5e-15:122:90//TI206S 

F-HEMBA!0Q6676//Hoao sapiens chroaosoae 19. fosaid 37502. coaplete 
sequence. //0. 098: 218: 63//AC0O4755 
F-HEMBA! Q06682//Huaan ONA sequence «»e SEQUENCING IN PROGRESS *»* 
froa clone 668 J 24. fORXINC DRAFT SEQUENCE. // 1. 4e-05: 719: 57//AL0343 
46 

F-HEM8AI006695//Hoao sapiens clone DJ0935K16, coaplete sequence.// 
3. 1e-22:151:78//AC006011 

F-HEM8AI006696//CITBI-E1-2S22D16.TF CI TBI -El Hoao sapiens genoaic 
clone 2522D16. genoaic survey sequence. //S. 6e-l7: 324: 66//AQ280738 
F-HENBA1 006708 
F-HEaBA 1006709 

F-HENBA1 00671 7//Ho-o sapiens clone CS308H0S. WORKING DRAFT SEQUENC 
E. 6 unordered pieces.//3. 3e-08:1 36:79// AC005S37 
F-HEMBAt006737//Hoao sapiens chroaosoae 17. clone hRPK. 269_C_24, c 
oapl ete sequence. //5. 8e-l62 : 497 :98//AC005828 

F-HEMBA 1006744//Hoao sapiens Chroaosoae 11p14. 3 PAC clone pOJ1034g 
4. coaplete sequence. //7. 4e-48: 320: 87//AC004796 

F-HEMBA10067S4//Huaan DNA sequence froa PAC 82J11 and cosaid U134E 
6 on chroaosoae Kq22. Contains NIK like and Thyroi in-binding globu 
tin precursor (T4-binding globulin, TBG) genes. ESTs and STSs.//4. 
le-129:804:8S//Z83850 

F-HEMBA1006756//HOBO sapiens chroaosoae 5, BAC clone I82a8 (LBNL H 
161). coaplete sequence. //2. 2e- 162: 766: 99//AC005752 
F-HEMBA1Q06767//Huaan Iq28 cosaid U247A3 froa LLOXNC01 I chroaosoa 
e library, coaplete sequence.//!. 2e-l 9:326 :69//U73465 
F-HENBA1006779//Huaan DNA sequence froa clone 80119 on chroaosoae 
6p21. 31-22. 2 Contains genes and pseudogenes for olfactory recepto 
r-like proteins, STS. GSS. coaplete sequence. //1. 4e-!03:35S:87//AL 
022727 

F-HEM8A1006780//C1 T-HSP-2359P7.TR CIT-HSP Hobo sapiens genoaic do 
ne 2359P7. genoaic survey sequence. //0. 072 : 147: 68//AQ077208 
F-HENBA1006789//nbib0037M3r CUGI Rice BAC Library Oryza saliva ge 
noaic clone nbtb0037l 13r, genoaic survey sequence. //0. 0001 1 : 288: 63 
//AQ290474 

F-HENBA1OO6795//CIT-HSP-2307E3.TF CIT-HSP Hoao sapiens genoaic do 
ne 2307E3. genoaic survey sequence. //S. 1e-80: 420: 96//AQO2051 1 
F-HEMBA1006796//Huaan clone 23803 aRNA. partial cds. //4. Se-06:202: 
68//U79298 

F-HEN8A1006807//Hoao sapiens aRNA for SPOP.//t.2o-66:651:73//AJ000 
644 

F-HEMBA10068Z1//Hoao sapiens chroaosoae 17. clone hRPC. 62_0_9. coa 
Pi ete sequence. //6. Oe-1 1 6 : 541 : 99//AC004797 
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F-HEMBA1006824//Hoao sapiens chroaosoae 19. cosaid R29368. coaplet 
e sequence. //0. 40: 159:66//AC004262 

F-HENBAI006832//Hoao sapiens (subclone 3_g8 froa PI H25) DNA seque 

nee, coaplete sequence. // I. 8e-24: 323 :71//ACQ02 196 

F-HEaBA 1 00684 9//Hoao sapiens genoaic DNA of 9q32 ant i -oncogene of 

flat epitheriua cancer . segaent 4/I0.//0. 1S:403:60//AB020872 

F-HEMBA1006865//Plasaodiua falciparua chroaosoae 2. section 6 of T 

3 of the coaplete sequence. //0. 20:472: 57//AE00 136 9 

F-HEMBA 10068 7 7//Mui ausculus clone 0ST9241. genoaic survey sequenc 

e.//3. 4e-79:641 : 76//AF046757 

F-KENBA1006885//HS_2208_B2_G06_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic done Plate=2208 Co I =12 Roa=N. gen 

oaic survey sequence. //4. 9e- 18: 206: 76//AQ089246 

F-HENBA 1 006 900//Huaan ONA sequence froa clone 496N17 on chroaosoae 
6p11.2-t2;3 Contains EST. GSS. coaplete sequence. //S. 4e-07: 298: 6S 

//AL03I321 

F-HEMBA1006914//S.poabe chroaosoae II cosaid c I 6H5. //0. 00040: 194:6 
6//ALO22I04 

F-HENBA 1006921 //Hoao sapiens BAC done GS1 14109 froa 7p14-pl5. coa 
pi e t e sequenc e. //1 . 1 e- 1 74 : 81 3 : 99//AC006027 

F-HEMBAI006926//Caenortiabditis elegans cosaid ZK185.//0. 0075: 183:6 
5//AF036704 

F-HEM8A1006929//P. falciparua coaplete gene aap of pi est id-like DNA 

( I R-A) . //4. Oe-06 : 739 : S7//I9S27S 
F-HEMBA I 006936 

F-HEMBAI00693B//Plaseodiua falciparua DNA eee SEQUENCING IN PROGRE 
SS eee froa NAL1P4. WORKING DRAFT SEQUENCE.//!. 1e-05: 733: S7//AL031 
747 

F-HEaBA 1 00694 1 //Hoao. sapiens aRNA for putative thioredoi in- 1 ike or 
otein.//l.3e-90:437:98//AJ010841 

F-HEaBA I 006949//Huaan DNA sequence froa PAC 363L9 on chroaosoae X. 

contains STS and potyaorphic CA repeat. //0. 67: 217: 62//282205 
F-HEMBA I 00697 3//H080 sapiens rab3-GAP regulatory doaain aRNA, coao 
I ete cds. //S. 6e-1 43 : 740 : 94//AF004828 

F-HEMBAt006976//cDNA encoding alpha 2 to 3 sialyl transferase.//?. 8 
e-101 :338:89//E060S8 

F-HEMBAI006993//Hoao sapiens BAC clone BK085E05 froa 22q12. 1-qler, 

coaplete sequence. //7. 1e-31 : 536: 66//AC003071 
F-HEMBAI006996//Huaan DNA sequence froa clone J428A131. WORK IMG DR 
AFT SEQUENCE. //9. 5e-07 : 285 : 60//Z82209 

F-HEMBAI007002//Genoaic sequence for Arabidopsis thai i ana BAC F20N 
2. coaplete sequence. //0. 99: 388: 58//AC002328 

F-HENBA I 00701 7//Sequence 3 froa Patent NO9416067.//0. 96: 220:62//A3 
93S6 

F-HEMBA1 0070 18//G. gall us aRNA for dynein light chain-A. //1 . 3e-l 24: 
838: 83//I 79088 
F-HEMBA 1 007045 

F-HEMBA 1 00705 1//Caenorhabdit is elegans cosaid TS7G11C. coaplete se 
qucnce.//0. 17: 343:60//Z9928l 

F-HEMBA 1 007052//Hoao saoiens FSHD-associated repeat DNA. proxiaal 
region.//4. 3e-67:6S9:74//U85056 
F-HEMBA 1007062//Tubul in gene. //1. 0: 113:67//A18572 
F-HEM8A1007066//HS_3116_A2_A03_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3116 Col =6 Ro«=A, geno 
aic survey sequence. //0. 80: 214: 62//AQ1 40467 

F-HEMBA 1007073//Hobo sapiens 12ql3 PAC RPCI1-316M24 (Rosaell Park 
Cancer Institute Huaan PAC library) coaplete sequence. //9. 3e-54: SI 
9:69//AC004242 

F-HEMBA1007078//CIT-HSP-2318N6.TF CIT-HSP Hoao sapiens genoaic do 
ne 231 8N6. genoaic survey sequence.//8.7e-80:387:98//AQ044076 
F-HEMBA 1007080 

F-HEMBA1007085//Streptoayces coelicolor cosaid 7A1.//3. 5e-06:496 :S 
9//AL034447 

F-HEMBAI007087//Plasaodiua falciparua MAL3P6. coaplete sequence.// 
7.4e-07:553:56//Z98S51 

F-KEI«A1Q07112//HS_2171JU_B01J7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-2171 Co 1=1 Row=C. geno 
aic survey sequence. //I . 0: 172: 61 //AQ091 865 

F-HEMBA1007I13//Huaan DNA sequence froa clone 1044017 on chroaosoa 
e Xpl I. 3-11.4 Contains GSS and STS. coaplete sequence. //0. 54: 502: 5 
6//AL02387S 

F-HEMBAI007I21//Caenorhabditis elegans cosaid ZK430.//1 . 4e-08: 26S: 
64//U42833 

F-HEMBA1007129//CITBI-E1-2S04A5.TF CITBI-E1 Hoao sapiens genoaic c 
lone 2S04A5. genoaic survey sequence. //0. 97: 267: 62//AQ26403S 
F-HEMBA 1 007 147//HS_320B_A2_C04_T7 CIT Approved Huaan Genoaic Soar. 
Li brer y D Hoao sapiens genoaic done Plate=3208 Co I =8 Roa=E. geno 
aic survey sequence. //9. 1 e-90: 466: 95//AQI 76696 

F-KEMBA1007149//Hoao sapiens chroaosoae 19. cosaid F23149. coaolet 
e sequence. //6. 0e-1 38 : S24: 98//AC005239 
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F-KEIB3A10071S1//CITBI-E1-2S22H6.TF CITBI-E1 Ho so sapiens genoaic c 
Ions 2S22H8. genoaic survey sequence. //2. 0a-20: 1 57: B7//AQ280780 
F-HEMBAI007174//Hoao sapiens epstn 2a aRNA. complete cds.//2.0e-« 
2:3)8:97//AF06Z08S 

F-HEMBAI007178//Ho«o sapiens chroaosoaa 12p13.3 dona RPCI11-372B 
4, IORKING ORAFT SEQUENCE. 129 ordered pieces. //1. 6o-2l :205:80//AC 
00591 1 

F-HEMBA1 007 I 94//HS.3 1 24_82_H08_NR CtT Approved Huaan Cenoaic Spara 
Library 0 Heao sapiens cenoaic clone Plate=3l24 Col=l6 Row=P, gen 
oaic survey sequence.//). 3 e-1 1:87: 96//AQ1 87492 
F-HEMBA1007203//Hoao sapiens aRNA for KIAA02I4 protein, coapleta c 
ds.//l.7e-156:47B:98//D86987 

F-HEMBAI007206//Hoa© sapiens chroaosoaa 17. clone KRPC837JI. coapl 
eta sequence. //0. 024: 342 : 63//AC004223 

F-HEMBA1007224//Hoao sapiens aRNA for KIAA0797 protein, partial cd 
s. //$. Oa-1 76 : 839 : 98// ABO 1 8340 

F-HEMBAI007243//Chinese haaster hprt aRNA. coapleta cds.//4. 3e-S8: 
687:68//J00060 

F-HEN8A1 007251 //Rabbit troponin T Messenger fragaent (aa 49 to 12 
9).//0.084:177:62//V00899 

F-KEMBA10072S6//Huaan ONA sequence aaa SEQUENCING IN PROGRESS aaa 
froa clone 328EI9. CORK IMG DRAFT SEQUENCE. //1 . 3e-7S: 490:88//AL0222 
40 

F-HEMBAI007267//HS_3218_A1_FO7_NR CIT Approved Huaan Genoa ic Spara 
Library D Hoao sapiens genoaic clone Plite~3218 Co I = 13 Row=K. gen 
oaic survey sequence. //2. 9e-62: 393: 87//AQ181 128 
F-HEMBA1007273//CIT-HSP-2171B10.TF CIT-HSP Hoao sapiens genoaic cl 
one 2171810, genoaic survey sequence.//!. le-63: 314: 99//B9S401 
F-HEMBA1007279//Hoao sapiens Chroaosoaa 16 BAC clone CIT987SK-A-11 
6A10. coaplete sequence. //3. le-31 : 401 : 72//AC004838 
F-HEMBA10072B1//HS_3115JU_A11_T7 CIT Approved Huain Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate*3HS Co 1=2) Row=A, gen 
oaic survey sequence. //S.0e-70: 372 :96//AQ 1 86691 

F-HEMBA1007288//Kuaan ONA sequence froa clone 422C23 on chroaosoae 
6q24 Contains EST. STS. GSS. CpG island, coaplete sequence. //!. 2 
e-1 S2: 727: 98//AL03 1003 

F-HEMBA1007300//Canis faailiaris PDES aRNA for 3*. 5' -Cyclic CMP Pn 
ospftodi esterase, coaplete cdi.//2. le-21 : S42 : 63//AB008467 
F-HENBA1 007301 //COL 1A1= type I collagen pro alpha 1(1) chain propep 
tide {3* region) [huaan. fetal cells 86-237. 86-146. 88-251. aRNA 
Partial Nut ant, 8SS nt). //1. 7e-08: 388: 61//S64596 
F-HENBAI007319//Cenoaic sequence froa Nouse 9. coaplete sequence./ 
/6. Oe-84: 390: 75//ACO00399 
F-HENBAt 007320 

F-HENBA1007322//Hoao sapiens BAC Clone RG118E13 froa 7p1$-p21. coa 
pi eta sequence. //0. 091: 260 :64//AC00448S 

F-HENBA1007327//P1asaodiua falciparua 307 chroaosoaa 12 PFYACB8-42 

0 cenoaic sequence, CORKING DRAFT SEQUENCE. 14 unordered pieces.// 
0.1 2:472: S9//AC005 140 

F-HEN8A1 007341 //Hoao sapiens chroaosoae 17. clone hRPK. 346_K_10, c 
oaplete sequence.//1.Se-18:408:64//AC006120 

F-HEN8A1007342//Hoao sapiens clone DJ1136G02. WORKING DRAFT SEQUEN 
CE. 4 unordered pieces. //8. 7e-25: S00:62//ACD05377 
F-HENBA1007347//Hoao sapiens chroaosoae 5. BAC clone 7gl2 (LBNL HI 
26). coaplete sequence. //0. 75: 269: 6I//AC00S738 

F-HEN8B1 00000 5//Hoao sapiens chroaosoae T, clone 264. N. 20. coaplet 
e sequence. //5.0e-0S: 441 : 60//AC0046 1 7 

F-HEN8B1000008//Hoao sapiens BAC clone RG139P11 froa 7ql1-q2t, coa 
plate sequence.//1.0e-44:417:77//AC00449l 

F-HEMBBI000018//HS_2179_B2_E04JCF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens cenoaic clone Plate=2179 Co 1=8 Row=J, geno 
aic survey sequence. //0. 012: 87: 77//AQO23250 

F-HENBB100O024//Huaan ONA sequence froa PAC 106120 on chroaosoae 2 
2q12-qter contains NAOH pseudogene, ESTs. STS.//8. 1e-11 :46f :6I//Z8 
1369 

F-HEN8B1000025//C I T-HSP-2348F3.TR CIT-HSP Hoao sapiens genoaic do 
ne 2348F3. genoaic survey sequence. //0. 96: 198: 62//AQ062938 
F-HENBB1000030//Hoao sapiens ONA sequence froa PAC 32F7 on chroaos 
oae X. Contains NUCLEOSONE ASSEMBLY PROTEIN I -LIKE 3. ESTs. //0. 000 
49:276:64//AL009l73 

F-HENBB1000036//H. sapiens chroaosoae 22 CpG island DNA genoaic Nse 

1 fragaent. clone 302e2. reverse read 302e2. r.//0. 00S7:66:81//Z79 
857 

F-KENB61000037//Hoao sapiens ery throb last oacrophaga protein EXP a 
RNA. coapleta cds.//1. 9e-lOO:450:98//AF084928 

F-HEMBB1000039//H$_2167_BI _F12_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone PJata=2167 Col=23 Roa=L. gen 
oaic survey sequence. //0. 022: 108: 69//AQ092404 

F-HEMBB1000044//Borrdia burgdorferi (section SO of 70) of the coa 
p I e t e genoae. //1 . 0e-07 : 486 : 6 1 //AEO0 1164 
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F-HEMB8!000048//Ptaseodiua falciparua 3D7 chroaosoae 12 PFYAC88-62 
8 genoaic sequence, CORKING DRAFT SEQUENCE, 9 unordered oieces.// 
5. Je-OS : 585 : S8//AC00SS07 

F-HENBB10000S0//HOBO sapiens DNA sequence froa clone S01N12 on chr 
oaosoae 6p22. 1-22.3 Contains a gene alaost identical to four canes 

of unknown function, a pseudogene. three (psaudo?) genes siailar 
to genes of unknown function, an unknown gene siailar to a rat E$ 
T, a PX19 LIKE pseudogene and another unknown gene. Contains ESTs. 

STSs and CSSs. coaplete sequence. //S.8e-38: 549: 67//AL022 170 
F-HENBB1000054//Hoao sapiens Xp22 PAC RPCI1-167A22 (froa Roswall P 
ark Cancer Center) coaplete sequence, ffl. Oe-98: 328: 83//AC0O2349 
F-HEMBB1 00005 S//Hoao sapiens genoaic DMA for centroaeric end of NX 
C class I region on chroaosoae 6, cosaid clone: TYZF10. CORKING OR 
AFT SEQUENCE. //3. 7e-0S:600:58//ABO00880 

F-HEMBB1000059//Hoao sapiens clone RG339C12. CORKING DRAFT SEQUENC 
E. 10 unordered pieces.//!. 3e-48: 472: 78//AC00S096 
F-HEN881 000083 

F-HEHBBI000089//P1asaodiua falciparua DNA aaa SEQUENCING IN PROGRE 
SS *aa froa MALI PI, CORKING ORAFT SEQUENCE. //0. 0036: 679: S6//AL03 1 7 
44 

F-HEMBB1000099//Hoao sip i ens chroaosoae 18 BAC RFC! 1 1-1 28014 (Rosvi 
ell Park Cancer Institute Huaan BAC Library) coaplete sequence.// 
1.1e-IS:3l2:68//AC005909 

F-HEMBB1000103//Hoao sapiens Xp22-150 BAC GSH8-309P1S (Genoae Syst 
eas Huaan BAC Library) coaplete sequence.//!. 0e-37: 316: 74//AC00621 
0 

F-HEMB81000tl3//Hoao sapiens chroaosoae 21q22.3 cosaid Q11M1S. coa 
plete sequence. //3. 1e-25:2S9:76//AF0454S0 

F-HEMBB10001I9//Hoao sapiens ASMTL cene.//1 . 2e-l37:6S4: 98//YI 5521 
F-HEMBB1000I36//Mycobacteriua tuberculosis H37Rv coaplete genoae: 
segnen t 1 27/162. //0. 59 : 2 1 7 : 66//Z74697 

F-HEMBB1000I41//Hoao sapiens DNA froa choroaosoae 19ql3. 1 cosaid t 
14121 containing ATP4A and GADPH-2 genes, genoaic sequence. //8. 4e- 
31:113:88//AD000090 

F-HEMB81000I44//Huaan BAC clone RG114A06 froa 7q31. coaplete seque 
nee. //4. 4e-S8 : 339 : 87//AC002542 

F-HEMBB1000173//Hoao sapiens 12q24 BAC RPCII1-162P23 (Roswell Park 
Cancer Institute Huaan BAC library) coaplete sequence. //9. 4e- 160: 
562:93//AC002996 
F-HEMBB1 000175 

F-HEMB81000198//HS_3071_A2_A10_MF CIT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=307l Co I =20 Row=A. gen 
oaic survey sequence. //0. 99:261 :61//AQ1 37388 

F-HEMBB1 00021 5//Hoao sapiens chroaosoaa 17. clone hRPK. 48I_C_4. co 
aplete s equence. //6. 7e-l 7: 1 38 : 86//AC005839 

F-HEM8B1 00021 7//Arabidops is thaliana ubiquitin activating enzyae 
(UBA1) gene, coaplete cds.//0. 00083: 287: 60//U80808 
F-HEMB81000218//Caenorhabditis elegans cosaid C52A11. coaplete seq 
uence. //0. 90: 337 : S6//Z46792 

F-HEMB81000226//Huwan DNA sequence froa cosaid RJ14 froa a contig 
froa the tip of the short ara of chroaosoae 16. spanning 2Mb of 16 
PI3.3. Contains ESTs and CpG island.//!. 7e-90: 175: 92//Z6 9890 
F-HEMBB1000240//Huaan G-prote in-coupled inwardly rectifying potass 
iua channel (KCNJ3) gene, polyaorphic repeat sequence. //0. 16:1718 
2//U07918 

F-HEMB81000244//Hoao sapiens clone DJ1I29E22. WORKING DRAFT SEQUEN 
CE, 7 unordered pieces. //4. 8e-08: 355: 63//AC005522 
F-KEMBBI 000 2 50// Hoao sapiens protein associated with Myc aRNA, coa 
plete cds.//6.6e-155:735:98//AF075587 

F-HEMB810002S8//Huaan adenosine aonophosphate deaainase 1 (AN POD 
gene, eions 1-16.//0. 58: 396:59//M9881B 

F-KEMBBI 000264/ZHuaan done C3 CHL1 protein (CHLR1) aRNA. alternat 

ively spliced, coaplete cdS.//4. 4e-32: 100: 100//U75968 

F-KEMBBI 000266//Hoao sapiens Xp2Z BAC GSKB-433024 (Genoae Sy steal 

Huaan BAC I ibrary) coaplete sequence. //3. 8e-16: 176: 78//AC004470 

F-HEMBB1000272//Ptasaodiua falciparua chroaosoaa 2. section 6 of 7 

3 of the coaplete sequence. //0. 01 1 : 379: 58//AE001 369 

F-KEMBBI 000274//Arabidops is thaliana DNA chroaosoae 4, BAC done T 

5K18 (ESSAII project). //0. 92: 272:6 1//AL022580 

F-KEMBBI 0002 84//Huaan Xp22 BAC CT-285M5 (froa Cal Tech/Research Ge 
netics) . PAC RPCII-27C22 (froa Roswell Park Cancer Center), and C 
osaid U35BS (froa Lawrence Liveraore). coaplete sequence. //0. 0007 
1:S68:S7//AC002366 

F-HEM68t000307//Huaan DNA sequence froa PAC 29K1 on chroaosoae 6pZ 
1.3-22.2. Contains glutathione perosidase-l ike: zinc finger. ESTs, 
aRNA. STS. tRNAs, olfactory receptor pseudogene.//3.0e-l3:439:65/ 
/Z98745 

F-HEMBB1 00031 2//Hoao sapiens clone G5051M12. coaplete sequence.// 
O.03l:252:65//ACOO5OO7 

F-HEMB81 00031 7//Fugu rubripes GSS sequence, clone 060J22aElO. geno 
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•ic survey sequence. //0. 00033: 1 73 :65//AL026242 

F-HEMB8I0003I8//HS_3244_B2_H10_T7 CIT Approved Huaan Genoa ic Spar a 
Library 0 Hoao sapiens genoaic clone Plate=3244 Co I =20 Row=P. gen 
oaic survey sequence. //3. 9e-85: 438: 95//AQ2S2951 
F-HEM881000335//Hoao sapiens chroaosoae 18. clone hRPK. 24_A_23, co 
aplete sequence. //0. 63: 285: 61//AC00S968 
F-HEMBB 1 0003 36 

F-HEMB81000337//Hoao sapians chroaosoae 4 clona B208GS aap 4q25, c 
oapteta sequence. //0. 0014: 309: 64//AC00405 1 

F-HEMBB1000338//H3_3108_A2_F07_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate*3t08 Col=14 Rov=K, gen 
oaic survey sequence. //3. 8e-09: 331 :63//AQ 1 40356 
F-HEMBB I 000339//Hoao sapians I2q24 PAC RPCM-46F2 (Roi-ell Park Ca 
ncer Institute Huaan PAC library) coaplete sequence. //I . 2e-52: 29S: 
77//AC0023SI 
F-HEMBB 1000341 

F-HEMBB 1000343//P I asaodiua falciparua HAL3P3, craplote sequance.// 

0. 00081:397:6I//Z98S47 

F-HEMBB10Q03S4//Huaan DMA sequence troat clone I92P9 on chroaosoae 
IpM. 23-1 1.4. Contains a pseudogene siailar to rat Plasaolipin. ES 
Ts and GSSs. coaplete sequence. //9. !e-34: 596: 66//AL020989 
F-HEMBB I000369//Gen oaic sequence froa Huaan 17, coaplete sequence. 
//0. 012: 298:60//AC002090 

F-HEMB810Q0374//Huaan Xp22 contig of 3 PACS (R7-39012, R7-134G1. R 
7-185L21) froa the Rosaell Park Cancer Institute, coaplete sequenc 
e.//9. 3e-69:294:89//U96409 

F-HEMBB 1000 3 76//Huaan MA sequence froa clone 7S1H9 on chroaosoae 
5ql3. Contains part of an unknown gene. ESTs, STSs and GSSs. coapl 
ate sequence.//3.5e-S4:352:88//AL034377 

F-HEMBB100039I/Ar ichotheciua roseua internal transcribed spacer 

1. S.8S ribosoaal RHA gene: and internal transcribed spacer 2. coa 
plete sequence. //0. 01 1 : 168: 67//U51982 

F-HEM8BI000399//Hoao sapiens Rid 1 7- 1 ike protein (RAD17) aRNA. coap 
lete cds. //2. 6«-1 C3 : 762 : 98//AF076838 

F-HEM8BI000402//Hoao sapians Xq28 BAC PAC and cosaid clones con la i 
ning FMR2 gene axons 1.2, and 3. coaplete sequence. //7.7e-l 5: 466:6 
3//AC002368 

F-HEMBB I 000404//Hoao sapians aRNA for ayosin-IIA. //3. 5e-65: 324:98/ 
/AJ001714 

F-HEMBB1000420//244Kb Con tig froa Huaan Chroasoae 11 pi 5. 5 spanning 
01 1 SI through 01 1S2S. coaplete sequence. //0. 013: 399: 62//AC001 228 
F-HEMBB1000434//Hoao sapians PAC clone 27BC19 froa I2q. coaplete s 
equence.//6. 1e-83:S7l:84//AC004263 

F-HEMB8I000438//RPCI11-21E14.TP RPCl-1 1 Hoao sapiens genoaic clone 
RPCI-11-21E14, genoaic survey sequence. //0. 0030: 295:63//B831 10 

F-HEMBB 1000441 //Hoao sapians Chroaosoae 22q12 Cosaid Clone Il47g1 

I. coaplete sequence. //2. Se-3 3: 372: 72//AC000035 

F-HEMBB1000449//Huaan DMA sequence froa PAC 296K21 on chroaosoae X 
contains cytokeratin axon, del ta-aainolevul inate synthase (erythr 

oid): S-aainolevul inic acid synthase. (EC 2.3.1.37). 6-phosphof ruct 

o-2-kinase/fruc'tose-2.6-6isphosphatase (EC 2.7.1.105. EC 3.1.3.46 

). ESTs and STS.//1. 3e-51 :534:72//283821 

F-HEMBB10004SS//Saccharoayces cerevisiae ai tochondr ion origin of r 
apt i cat ion (ori6) and olil gene, coaplete cds. //0. 01 6:522: 58//L368 
99 

F-HEMBB 1000472 
F-HEMBB1 000480 

F-HEM8B1000487//Huaan ONA sequence »»• SEQUENCING IN PROGRESS at* 
froa clona 12803, WORKING ORAFT SEQUENCE. //0. 00013: 314: 64//Z 98742 
F-HENBBI000490//Huaan ONA sequence eta SEQUENCING IN PROGRESS ttt 
froa clone 118SN5. WORKING ORAFT SEQUENCE. //4. le-l 10: 529: 98//AL034 
423 

F-HEMBB100049t//P I asaodiua falciparua chroaosoae 2. section 25 of 
73 of the coaplete sequence. //0. 10: 187: 65//AE001 388 
F-HEMBB 1 000493//Huaan ONA sequence froa clone 353H6 on chroaosoae 
Xq2S-26.2. Contains the alternatively spliced SNA RCA I gene for SI1 
/SNF related, aatrix associated, actin dependent regulator of chro 
aatin, subfaaily a. aeaber 1 (SNF2L1) and a 40S Ribosoaal Protein 
S26 pseudogene. Contains ESTs. STSs and GSSs, coaplete sequence.// 
3. 7e-06 : 637 : 58//AL022577 

F-HEMBB 10005 1 0//Hoao sapians chroaosoae 17. clone hRPK. 1 1 2 J 9. co 

aplete sequence. //3. 1e-96: 737: 81//AC0055S3 

F-HEMBB 1 00051 8//Hoao Sapians Chroaosoae X clone 0WX0171. WORKING 0 
RAFT SEQUENCE, 1 ordered pi aces. //0. 00014: 163: 68//AC004676 * 
F-KEMBB1000523//Plasaodiua falciparua ONA ttt SEQUENCING IN PROGRE 
SS ttt froa contig 3-105. coaplete sequence. //0. 41 : 349: 56//AL0I021 
2 

F-HEMB81000530//H. sapiens aRNA for extracellular aatrix protein co 
Magen type XIV. C-terainus. //6. 6e-37: 138: 96//Y1 1710 
F-HEMB81000550//Hoao sapians genoaic ONA of 8p21.3-p22 anti-oncoge 



ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egaen t 3/11. //3. 9e-56 : 683 : 71//AB020660 

F-HEMBB 10005S4//Hoao sapiens ttt SEQUENCING IN PROGRESS ttt. WORK I 
NG ORAFT SEQUENCE.//2.2e-5l:282:84//AJ011929 

F-HEMBB 1 0005 56//Hoao sapiens aRNA for K1AA0750 protein, coaplete c 
ds.//6. 1e-32: 537: 6S//AB01 8293 
F-HEMB81 000564 

F-HEMBB 1000 57 3//Hoao sapiens clone RG228017. WORKING ORAFT SEQUENC 

E. 2 unordered p i aces. //8. 2e-33: 268: 73//AC005077 

F-HEMBB) 00O575//Huaan ONA sequence froa clone 323M22 on chroaosoae 

22ql3. 1-13. 2. Contains the 5' part of the huaan ortholog of chick 
an P52 and aouse H74. and a novel gene coding for a protein siaila 
r to KIAA0173 and aora Tubulin Tyrosine ligase. Contains ESTS. STS 
s. GSSs. genoaic aarker 022S418 and putative CpG islands, coaplete 

sequence. //S. 8e-47 : 734 : 66//AL022476 
F-HEMBB 1000586//H. sapiens highly polyaorphic aicrosatell i te ONA.// 
0.030: 147: 67//X79883 

F-HEMBB 1000589//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-27 

9810. coaplete sequence. //6. 3e-41 : 278: 83//AC002300 

F-HEMBB 100059 1 //Hoao sapiens Xp22 bins 45-47 BAC GSHB-66SN22 (Geno 

ae Systeas Huaan BAC Library) coaplete sequence.//). 1e-l 82: 871 :98/ 

/AC005184 

F-HEM881000S92//Hepati tis C virus genoaic RNA, 3' nonstranslatad r 
eg ion. partial sequence, clone #19. //0. 012: 185:64//AF009074 
F-HEMBB I 000593//Hoao sspiens chroaosoae 7q22 sequence, coaplete it 
quence.//1.2e-131:353:93//AF0533S6 

F-HEMBB 1000598/ZHoao sapiens 12p13.3 BAC RPCI3-488H23 (Roswel I Par 
k Cancer Institute Huaan BAC Library) coaplete sequence. //9. 1e-58: 
600 72//AC008207 

F-HEMBB1000623//cONA encoding Coliolus aanganese peroxidase. //0. 8 
9:284:62//El2284 

F-HEMB81000630//Mus ausculus clone NSAT47 nonsatellite RNA sequenc 
e.//1.9e-15:l29:87//U26231 

F-HEMBB 10006 31 //Sequence 26 froa patent US 57081S7.//3. 2e-27: 1 80:6 
8// 1 80057 

F-HEMBB 1 0006 32//Huaan aRNA for KIAA0351 gene, coaplete cds. //1.6a- 
48:811 :65//AB002349 

F-HEMBB I000637//Hobo sapiens clone DJ0425I02. fORKING DRAFT SEQUEN 
CE. 5 unordered pieces. //4. 1e-58:649:73//AC005478 
F-HEMBB 1 0006 38//HS_30S1_A1_C01 J6? CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=305t Col«l Row=M, geno 
aic survey sequence. //0. 0032: 497: 56//AQ1S5234 

F-HEMBB 1000643//Hobo sapiens clone RG228017. WORKING ORAFT SEQUENC 
E. 2 unordered pieces.//2.4e-50:791 : 68//AC005077 
F-HEM881000649//Hoao sapians Chroaosoae 16 BAC clone CIT9S7-SKS02C 
10, coaplete sequence. //S. 2e-64: 775: 69//AC0O3009 
F-HEM8B10006S2//Hoao sapiens chroaosoae 10 clone CRI-JC2048 aap 10 
q22. 1. WORKING DRAFT SEQUENCE. 4 unordered pieces. //2. 7e-52:334:89 
//AC006186 

F-HEMBB i000665//Huaan DNA sequence froa clone 4S2M16 on chroaosoae 
Xq21.l-21.33 Contains capping protein alpha subunit isofora ) pse 
udogene. STS. GSS. and CA repeat, coaplete sequence. //0. 0062: 426: 6 
0//ALO24493 

F-HEMBB) 00067) //Huaan ONA sequance froa PAC 93H16 on chroMsoae 6 
contains ESTs heterochroaatin protein HPIHs-gaaaa pseudogene, STS 
and CpG island.//9. 5e-95: 399: 78//Z 84488 

F-HEMBB 10006 7 3//HS_30 3 9_A2_C08_MF CIT Approved Huaan Genoaic Spar a 
Library D Hoao sapiens genoaic clone Ptate>3039 Col=)6 Row=E. gen 
oaic survey sequence. //3. 8e-S0: 293: 92//AQ1 551 21 
F-HEMBB 1000684//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 222E13. WORKING ORAFT SEQUENCE. //8.0e-65: 282 :83//Z9324l 
F-HEMBB 10006 9 3//Hoao sapiens neuroanl aRNA. coaplete cds. //I. 6e-1 1 
8:57S:97//AF040723 

F-HEMB8100070S//Plasaodiua falciparua 307 chroaosoae 12 PFTAC88-62 
8 genoaic sequence. WORKING DRAFT SEQUENCE, 9 unordered oieces.// 
8.6e-07:25l:61//ACOOS507 

F-HEMBB 1000706//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 153G14, WORKING ORAFT SEQUENCE. //2. 9e-20: 434: 64//AL03 11 
18 

F-HEMBB 1000709//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa done 994L9. WORKING DRAFT SEQUENCE. //0. 26: 184: 65//AL034SS4 
F-HEMBB 1000725//flatt us norvegicus GTPase RabSb (RabSb) aRNA. coapl 
ete cds.//l.8e-129:692:93//U5347S 

F-HEMBB1000726//Huaan Chroaosoae 16 BAC clone CIT987SK-A-363E6. co 
apl ete sequence. //2. 7e-40: 304: 80//U91 321 

F-HEMB8I000738//Huaan Xq28 cosaids U126G1, U142F2. U69B6. U145C10. 
U169AS. U84H1. U24D12. U80A7. U1S3E6. L3S485. and R7-163A8 contsi 
ning iduronate 2-sulfatase gene and pseudogene, coaplete sequance. 
//8. 9e-3S : 582: 63//AF01 1 889 

F-HEMBB 1000749//Hoao sapiens chroaosoae II clone CIT-HSP-I337H24. 
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tORKING DRAFT SEQUENCE. 9 unordered piecei.//6. 2e-46: 282: 89//AC00S 
849 

F-HEMB81000763//Kuaan DNA sequence aee SEQUENCING IN PROGRESS aee 
froa clone 537K21. tORKING DRAFT SEQUENCE. //I. 6e-99: 31 6: 98//AL0344 
OS 

F-HEMBB 1 0007 70//Huaan ONA sequence froa clone 80119 on chroaosoae 
6o21.31-22.2 Contains genes and pseudogenes for olfactory recepto 
r-like proteins. STS. GSS. complete sequence. //O. 044: 325: 60//AL022 
727 

F-HENB81 000774 

F-HEMBBl 00078 1 //Sequence 3 froa patent US S7S344S.//1 . 2e-92: S99:86 
//AR008277 

F-HEMBB 1 00078 9//Hono sapiens aRNA for KIAA0S77 protein, coaplete c 
ds.//9.3e-64:672:71//A8014577 

F-HEMBB I 000790//Hoao sapiens 12q13. I PAC RPCII-228P16 (Roswel I Pir 
k Cancer Institute Huaan PAC Library) coaplete sequence. //2. 4e-41 : 
460:74//AC004801 

F-HEMB81000794//HS_3034_BZ_D12_NF CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate=3034 Col»24 Row=H. gen 
oaic survey sequence.//I.Be-74:378:97//AQll7099 
F-HEN8B1000807//H. sapiens CpG island DNA genoaic Msel fragaent. cl 
one 39d7. reverse read cpg39d7. rt1a.//8. Se-14:9S:97//ZS8412 
F-HEMB81 00081 0//H. sapiens chroaosoae 22 CpG island ONA genoaic Nse 
1 fragaent. clone 303a8. coaplete read. //3. 2e-0S: 138: 7I//Z79983 
F-HEMB81000821//HS_2I68_B1JM2JIF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2168 Co I =23 Roa=B. gen 
oaic survey sequence. //0. 85: 208: 60//AQ086361 

F-HEMBB 1 00082 2//Huain BAC clone GS113H23 froa 5p!5.2. coaplete seq 
uence. //3. Oe-OS: 381 : 60//AC00301 S 

F-HEMBB1000826//Huaan BAC clone RG180F08 froa 7q31. coaplete seque 
nce.//1. 1e-27:360:69//AC002431 
F-HEMBB 1000827 
F-HEMB81 000831 

F-r€MB8t00OB35//Huaan ONA sequence froa clone 4514 on chroaosoae 6 
q24. 1-24. 3. Contains t*o putative unknown genes. ESTs, STSs and GS 
St. coaplete sequence. //0. 00098: 234: S3//AL023581 
F-HENBB1000840//Huaan Chroaosoae 11 Cosaid cSRL97a6. coaplete sequ 
ence.//4. Se-61 :328:79//U73649 

F-HENBB1000848//Hoao sapiens DNA sequence froa PAC 206015 on chroa 
osoae Iq24. Contains a Reduced Folate Carrier protein (RFC) LIKE g 
ene. a ai tochondr ial ATP Synthetase protein 8 (ATP8. NTATPS) LIKE 
pseudogene. an unknown gene and the last eion of the JEM I gene cod 
ing for the Basic-Leucine Zipper nuclear factor JEM- 1. Contains ES 
Ts, an STS and a BAC end sequence (GSS). coaplete sequence. //9. 7e- 
144:809:87//AL021068 

F-HEN8810008S2//Plasaodiua falciparua 307 chroaosoae 12 PFYAC293 g 
enoaic sequence. MRKINC DRAFT SEQUENCE. 9 unordered pieces. //O.I 
2:492:S8//AC0041S7 

F-HEMBB1000870//Plasaodiua falciparua 307 chroaosoae 12 PFYAC293 g 
enoaic sequence. fORKING DRAFT SEQUENCE. 9 unordered pieces.//0.00 
24:212:67//AC004157 

F-HEMBS1000876//Hoao sapiens ELISC-1 aRNA. partial cds.//1 . 5e-32: 2 
00:94//AF08S3Si 

F-HEMB81000883//HS_306S_82_C04_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3065 Co I =8 Row=F. geno 
aic survey sequence. //0. 0017: 152 :66//AQ1 37687 
F-HEMBB 1000887 

F-HENB8 I 000888//C I T-HSP-2329AIO.TR CIT-HSP Hoao sapiens genoaic cl 
one 2329AI0. genoaic survey sequence.//! . 5e-31 : 172: 98//AQ044369 
F-HEM68 1000890 

F-HEMB81000893//Plasaodiua falciparua MAL3P2. coaplete sequence.// 
9.5e-06:768:S6//AL0345S8 

F-HEMB8IQ00908//Hoao sapiens clone DJ1I19N05. coaplete sequence.// 
4. Se-21 : 1 99: 82//AC004968 

F-HEMBB 1 0009 10//P I iseodiua falciparua DNA *»» SEQUENCING IN PROGRE 
SS at* froa NAL4P1. WORK IMG DRAFT SEQUENCE. //0. 72: 366 : S9//AL034S57 
F-HEMB81 00091 3//HS_3078_81_C02_MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3Q78 Co I =3 Row=F, geno 
aic survey sequence. //9. 9e-1 2: 221 :63//AQ1 44507 

F-HEMBB1000915//Hoao sapiens DNA for (CGG)n trinucleotide repeat r 
egion. isolate P4.//1. 2e-49: 252 : 99//AJ001 21 5 

F-HEMB8l0O0917//Heao sapiens chroaosoae 5. Pt clone 2S4f11 (LBNL H 
62). coaplete sequence. //2. 3e-42: 316: 76//AC006077 
F-HEMB81000927//Huaan BOR-2 aRNA for hippocalcin. coaplete cds.// 
3.6e-30:528:65//D16593 

F-HEM8Bl000947//CpGQ856B CplOVAgDNAI Cryptospor idiua parvua genoai 
c. genoaic survey sequence. //0. 81 : 262:6 2//AQ2 54493 
F-HEMB81OO09S9//Huaan DNA sequence »»• SEQUENCING IN PROGRESS tat 
froa clone 34606. iORKINC DRAFT SEQUENCE. //I. 2e-43: 454: 75//Z84487 
F-KEMB810Q0973//Mus ausculus schtafen2 (Slfn2) aRNA, coaplete cds. 



//8. 30-42: 458: 72// AF099973 

F-HENB8I000975//Arabidopsis thai i ana genoaic DNA. chroaosoae 5. PI 

clone: NBAS, coaplete sequence. //0. 98: 196: 63//AB005234 
F-HEMBB 1 000981 

F-H£MBBI000985//Hoao sapiens chroaosoae 19, cosaid R29388. coaplet 
e sequence. //2. 9e-08: 566: 57//AC004476 

F-HEMBB 1000991 //Huaan ONA sequence froa PAC 238J17 on chroaosoae 6 

q22. Contains EST and STS. //0. 099: 391 :57//Z98753 

F-HEMBB 1 000 9 96//Huaa n ONA sequence froa BAC 999010 on chroaosoae 2 

2q13.3. Contains two BAC end-sequences (CSSs).//6. 2e-33: 227.60//Z9 

4802 

F-HEMBB 100 1004 

F-HEMBB 1 001 008//Huaan Chroaosoae 16 BAC clone CIT987SK-A-95IC1 1, c 
oaplete sequence. //4. Oe-1 3: 164: 79//AC0025S1 

F-HEMBB 1 00 1011 //Huaan Chroaosoae 16 BAC clone C1T987SK-A-63SH12. c 
oap I e t e sequence. //7. Se-1 3 : 229 : 69//AC0023 1 0 

F-HEMBBI001014//Hoao sapiens chroaosoae 16. BAC clone 37SG12 (LAN 
L). coaplete sequence. //0. 32: 474: 5B//AC005751 

F-HEMB8I001020//Hoao sapiens BAC clone 255A7 froa 8q21 containing 
NBSI gene, coaplete sequence. //2.6e-39: 218. BO//AF069291 
F-HEMBB I 00 1024//Hoao sapiens BAC clone 393122 froa 8q2l. coaplete 
sequence. //5. 3e-0S : 656 : S9//AF07071 7 

F-HEMBBI001037//CIT-HSP-23S8KI6.TF CIT-HSP Hoao sapiens genoaic cl 
one 2358X16. genoaic survey sequence. //6. 6e-05:22B: 64//AQ080539 
F-HEMBBI001047//HOBO sapiens cosaids Qcl4E2. Qc12H12. Qct1F9. QclO 
C9. LAI 733 and Qcl7B8 froa Xq28, coaplete sequence. //4. 0e-27: 385: f 
1//U8267I 

F-HEMBB 1001 05 1//H. sapiens aRNA for FAN protein. //I . 2e-27 : 160:98//! 
96586 

F-HEMBB I 001 056//Hoao sapiens clone DJ09S3A04. IORKINC ORAFT SEQUEN 
CE. 5 unordered pi eces.//2. 3e-89: 1B0:91//AC00S014 
F-HEMBBI00I058//HOBO sapiens 3p22-8 PAC RPCI4-736H12 (Roswell Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //I . 2e-41 4 
68:74//AC006060 

F-HEMB8I001060//Huaan rigger! transposable eleaent. coaplete conse 
nsus sequence. //4.3e-l 22: 785: 86//U49973 

F-HEMBBI00I063//Huaan DNA sequence a»» SEQUENCING IN PROGRESS «*« 
froa clone S23G1. MRKING DRAFT SEQUENCE. //7. 1e-1 62: 770: 99//AL034J 
75 

F-HEMBB 1 00 1 068/ /Hoao sapiens liprin-betaZ aRNA. partial cds.//3. I 
e-l48:736:9S//AF034803 

F-HEMBBI001096//Buchnera aphidicola genoaic fragaent containing (c 
haperone Hsp60) groEL. DNA biosynthesis initiating protein (dnaA). 
ATP operon (atpCDGAHFEB). and putative chroaosoae replication pro 
lain (gidA) genes, coaplete cds: and teraination factor Rho (rho) 
gene, partial cds. //0. 00088:690: S7//AF0082 10 

F-HEMBB 1 00 1 I02//Hoao sapiens huntingtin interacting protein HYPH m 
RNA. partial cds.//2. le-76:388:99//AF049612 

F-HEMBB 1 00 1105//C I T-HSP-218SN1.TR CIT-HSP Hoao sapiens genoaic do 
rte 218SN1. genoaic survey sequence. //I . Oe-09 : 1 36 : 76//AQ002987 
F-HEMBB100I1I2//Rattus rattus sec61 hoaologue aRNA, coaplete cds./ 
/1.0e-108:909:76//M96630 

F-HEMBB1001II4//HOBO sapiens chroaosoae 17. clone hRPK. 795_F_17. c 
oapl e t e sequence. //7. 2 e-07 : 459 : 59//AC005284 

F-HEMB8100IIW//HS_2178_81_E12JIR CIT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-2178 Col-23 Row=J. gen 
oaic survey sequence. //7. 8e-50: 331 :86//AQ068244 
F-HEMBBI001 1 19//Huaan collagen type XII alpha-! precursor (C0L12A 
I) aRNA. coaplete cds. //I. 6e-25: 1S0:98//U73778 
F-HEMB8I001126 

F-HEMBBI001133//Hoao sapiens Ip22-l 32-1 34 BAC GSHB-590JI5 (Cenoae 
Systeas Huaan BAC library) coaplete sequence. //2. 8e-24: 228: 80//AC0 
04673 

F-HEMBB 1 001 137 

F-HEMBB 1 001 142//Hoao sapiens chroaosoae Y, clone 264.M.20. coaplet 
e sequence. //I. Oe-40: 231 :76//AC00461 7 

F-HEMBB 1 001 ISI//Rattus norvegicus golgi peripheral aeabrane protei * 
n p€S (GRASP65) aRNA. coaplete cds.//2. 9e-47:640:67//AFQI5264 
F-HEMBB t 00 11S3//C I T-HSP-2359KI1.TR CIT-HSP Hoao sapiens genoaic cl 
one 2359K11. genoaic survey sequence. //0. 76: 136: 67//AQ075724 
F-HEM8B1001169//Huaan ONA sequence froa PAC 84F12 on chroaosoae Xq 
2S-Xq26.3. Contains glypican-3 precursor (intestinal protein 0C1- 
S) (GTR2-2). ESTs and CA repeat. //9. 9e-63: 259: 79//AL0087 12 
F-HEMB8100!175//Huaan aRNA for ankyrin aotif. coaplete cds.//2.2e- 
34:509:66//D78334 

F-HEMB81001177//CIT-HSP-2321 I17.TR CIT-HSP Hoao sapiens genoaic cl 
one 2321 1! 7. genoaic survey sequence. //S. 9e-27: 320: 75//AQ036473 
F-HEMB81001182//RPCII1-30JS.TV RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-30J5. genoaic survey sequence. //5. 7e-06: 62: 96//B851 88 
F-HEMBB 100 1199 
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F-H£NBB10O1208//HS_2O26_81_CO7_T7 CIT Approved Huaan G«noaic Spera 
Library 0 Hobo sapiens genoaic clone Plate'2026 Co 1 = 1 3 Row=F. gen 
oaic survey sequence //O. 00018: 134: 70//AQ229237 
F-HEW810O1209//C1TBI-EI-2521F23.TF CITBI-E1 Hoao sapiens genoaic 
Clone 2521F23, genoaic survey sequence. //I . 4e-95: 4*4: 98//AQ27B3S7 
F-HEIIB810Q1210//HS_3102_A2_FQ9jr CIT Approved Huaan Genoa ic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3102 Col«18 Row=K, gen 
oaic survey tequtnct. //2. 6e-90:446: 98//AQI II19C 
F-HEaBB1001218//Huaan DMA sequence eat SEQUENCING IN PROGRESS eee 
froa clone 796FI8, 80RKING DRAFT SEQUENCE. //I . Oe-31 : 31 5: 72//AL031 2 
91 

F-HENBB100122l//PlasBOdiua filciparua 307 chroaosoae 12 PFYACI 383 
genoaic sequence. WORK INC DRAFT SEQUENCE. 3 unordered pieces.//9.7 
e-l7:770:59//AC005S04 

F-HEIBB1001234//H. sapiens CpG island DNA genoaic tlsel fragaenl. cl 
one 39f9, forward read cpg39f9. file. //4.0e-30: 171: 97//Z6S43S 
F-HEMBB1001242//Hoao sapiens aRNA for LAKH, coaplete cds.//3.8e-3 
0:4S8:67//AB0057S4 

F-HEM8B1001249//CIT-HSP-2375NI9.TF CIT-HSP Hoao sapiens genoaic cl 
one 237SN19. genoaic survey sequence. //0. 0076:250:63//AQ!09087 
F-HEMB81001253//Hoao sapiens genoaic DNA. chroaosoae 21q11.l, sega 
ent 3/28. WORKING DRAFT SEQUENCE. //0. 0097 : 89 : 80//AP000032 
F-HEMBB10012S4//CIT-HSP-2320E5.TF CIT-HSP Hoao sapiens genoaic clo 
ne 2320ES. genoaic survey sequence. //3. 7e- 54: 284: 97//AQ0371 73 
F-HEMBB1M1267//Hoao sapiens chroaosoae 17. clone hRPK.488_L_l, co 
aplele sequence. //3. Se-30: 236: 78//AC005303 

F-HENB8100127t//HS_3011_A1_CO2_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3011 Col = 3 Row=N. geno 
aic survey sequence. //S. 2e-07:364:62//AQ214217 

F-HEMB81001282//CIT-HSP-2356J20.TF CIT-HSP Hoao sapiens genoaic cl 
one 23S6J20, genoaic survey sequence.//!. 8e-1 8: f 09: 97//AQ060969 
F-HENS6I001288//R.norvegicus aRNA for gephyr in. //3. 4e-18: 194:77//X 
86366 

F-HEMBB10Q1289//Genoaic sequence froa Huaan 9q34. coaplete sequenc 
e. //4. 8e-66 : 434 : 74//ACOQ0387 

F-HEMB81001294//HS_3039_BI_D01_NF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3039 Co 1=1 Row=H. geno 
aic survey sequence. //2. Oe- 90: 437: 99//AQ1 55035 
F-HEMB81001302 

F-HENB81001304//C1T-H5P-2053E15.TF CIT-HSP Hoao sapiens genoaic cl 
one 20S3E1S, genoaic survey sequence. //2. 2e-07: 370: 61//B691 44 
F-HEM681001314//NUS ausculus 01 f-I/EBF-l ike-3 transcription factor 

(0/E-3) aRNA, coaplete cds.//5. 7e-116:663:8S//U92703 
F-HENB8100I3I5//HOBO sapiens chroaosoae 10 clone LAI0NC0I.40.G.3 a 
ap 10q26. 1-10q26. 2. .WORKING DRAFT SEQUENCE. 1 ordered pieces. //2.S 
e-33:328:77//AC006096 

F-HENBB1001317//Hoao sapiens Xp22-150 BAC GSHB-309P15 (Genoae Syst 
eas Huaan BAC Library) coaplete sequence. //I . 4e-1 22 :680: 91//AC0062 

to 

F-HENBBIOOI326//Hoao sapiens BAC clone RG136N17 froa 7p15-p21, coa 
plete sequence.//2.8e-09:518:60//AC004129 

F-H£MB81001331//Mus ausculus aRNA for bepatoaa-der i ved growth fact 
or. coaplete cds. strain:BALB/c. //3. 7e-56:458:79//D63850 
F-HENB81001335//HS_3055_A1_H10_HR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=305S Col=19 Row=0. gen 
oaic survey sequence.//!. 0: 222: 63//AQ1 47384 

F-HENBB1001337//Huaan PAC clone OJ0093I03 froa Xq23, coaplete sequ 
ence. //I . Oe-74 : 31 9 : 85//AC003983 

F-HEM881001339//Hoao sapiens FSHD-assoc iated repeat DNA, proxioal 
regi on. //4. Oe-1 35 : 856 : 87//U85056 

F-HENB8I00I346//Huaan faailial Aliheiaers disease (STV2) gene, co 
aplete cds.//3. 3e-44:481 :74//U5087l 

F-H£NB8100I348//Ho«o sapiens BAC clone NH0491B03 froa 7p2t-p15, co 
aplete sequence.//1.Be-l7:210:73//AC006041 

F-HEMBB1001356//Hoao sapiens clone RG2S2P22. WORKING DRAFT SEQUENC 
E. 3 unordered pieces.//1.0:386:59//AC005079 

F-HENBB1001364//Hoao sapiens chroaosoae 17, clone hRPC. 842_A_23. c 
oapl e te sequence. //0. 97 : 349 : 61//AC004662 

F-HENBB1001366//Hoao sapiens chroaosoae 10 clone C1T987SK-I 18815 a 
ap 10p11.2-!0p12. 1. coaplete sequence. //5. Se-1 61 : 766: 98//AC0OS876 
F-HEN8B1001367//Hoao sapiens chroaosoae 17. clone hRPC. 906_A_24. c 
oapl ete sequence. //3. Oe-55: 510:76//AC004408 

F-HENB81001369//Hoao sapiens BAC clone RG163K1 1 froa 7q3l. coaplet 
e sequence. //0. 048 : 244 : 64//AC0051 92 

F-HENB8I001380//Hoao sapiens PAC clone OJ1102B04 froa 7ql1.23-7q2 
t. coaplete sequence. //2. 5e-26: 257: 78//AC006 204 
F-HEN6BI001384//HUS ausculus C0P9 coaplei subunit 4 (C0PS4) aRNA. 
coaplete cds.//S. le-99:57l :89//AF071314 

F-HEMB8>001387//Leishaania tarentolae ai tochondr ial 12S ribosoaal 
RNA gene. V/7. 1 e-05 : 546 : 58//X02354 



F-HENB8IOOU94//Howo sapiens BAC clone GS421 103 froa Xq2S-q26. coa 
p i e t e sequence. //4. Oe- \ 29 : 788 : 88//AC005023 

F-HEaB8IOOI410//Hoao sapiens wbscrl (IBSCR1) and replication facto 
r C subunit 2 (RFC2) genes, coaplete cds.//4. 8e-1 1 :632: 59//AF04555 
5 

F-HENBB100I424//MUS ausculus Chroaosoae 4 BAC clone BacB6. coaplet 
e sequence. //0. 001 2 : 43S : 59//ACO030 1 9 

F-HEW8I001426//Heao sapiens clone DJ0736HOS. WORKING DRAFT SEQUEH 

C£. 5 unordered pieces. //3. 8e-l 7: 360 :64//AC00 5482 

F-HEWB81 001 42 9// leucine aainopept idase [cattle, kidney. eRJU. 2056 

nt].//4. 1e-IU:668:88//S65367 
F-HEN881001436//HOBO sapiens FUT2 gene, intron I. coaplete sequenc 
e.//2. 3e-37:438:74//A6000931 

F-HENBB100U43//BOS taurus pyruvate dehydrogenase phosphatase aRN 
A. coaplete cds. //9. te-92: 550: 88//L 18966 

F-HENBB1001449//Hobo sapiens chroaosoae 6. PAC clone 228g9 (LBNL H 
142). coaplete sequence. //0. 00024: 385: 62//AC0O4768 
F-HENB810014S4//HOBO sapiens chroaosoae 19. cosaid R34I69, coaplet 
e sequence. //0. 84: 577 : S7//AC005790 

F-HEH3810014S8//Huaan Chroaosoae II pac pDJ197h)7. WORKING DRAFT S 
EQUENCE. II unordered pieces. //8. Oe-40: 377:78//AC000382 
F-HEN8B1001463//Huaan Chrososoae 16 BAC clone CIT987SK-A-270G1. co 
ap I e te sequence. //0. 01 1 : 482 : 59//AF001 549 

F-HEN881001464//Huaan chroaosoae I6pl3 BAC clone CIT967SK-3H8 coap 
I ete sequence. //0. 01 9: 263: 61//U91 320 

F-HEM881001482//Rattus norvegicus Olf-i/EBF associated Zn finger p 
rotein Roaz aRNA. alternatively spliced fora, coaplete cds.//1.0e- 
30:521 66//U92S64 

F-HENBB1001500//HO8O sapiens clone DJ0742P04. WORKING DRAFT SEQUEH 

CE. 6 unordered pieces. //I. 3e-31 :479:71//AC004873 

F-HEM8B 1001521 //Hoao sapiens clone RG269P13. WORKING DRAFT SEQUENC 

E. 6 unordered pieces. //3. 7e-5! :680:70//AC005080 

F-HEN8B1001527 

F-HENBB1 001 531 //Hoao sapiens Chroaosoae 22q11.2 Cosaid Clone 89h I 
n OGCR Region, coaplete sequence. //I. 3e-79: 696: 79//AC000089 
F-HEMB8100153S//0.aries DNA for polyaorphic Barker 0V1NRA01 (339 

bp) . //0. 00034 : 2 1 7 : 62//X89268 
F-HEIIBB1001536//Hoao sapiens PAC Clone OJ1182N03 froa 7q11.23-q21. 
I. coaplete sequence. //0. 54: 266: 60//AC004 548 

F-HENBB1001S37//Hoao sapiens chroaosoae 19. cosaid R29368. coaplet 
e sequence. //4.6e-25: 784: 6 1//AC004262 

F-HENS81001S5S//HOBO sapiens Chroaosoae 16 BAC done CIT987SK-A-24 
BF7. coaplete sequence. //6.9e-S0: 21 3 : 80//AC004605 
F-KEMBB1001S62//Hoao sapiens clone NH0523H20. coaplete sequence.// 
0.46: 269 :60//ACOOS041 

F-KEMBB1001S64//Huaan DNA sequence froa clone 192P9 on chrososoae 
Xpll. 23-1 1. 4. Contains a pseudogene siailar to rat Plasaolipin, ES 
Ts and GSSs. coaplete sequence. //I. 7e- 107: 620: 83//AL020989 
F-HENS8100I56S//Hoao sapiens BAC clone RG437L15 froa 8q21. coaplet 
e sequence. //2. 4e-S0: 734:67//AC0O4O03 

F-KEMB8100IS8S//Huaan DNA sequence froa clone 79QB6 on chroaosoae 

20pM. 22-12. 2. Contains STSs and GSSs, coaplete sequence.//!. 4e-16 
6:816: 97//AL031 677 
F-HEN8B 100 1586 

F-HEN8B1001S88//HOBO sapiens chroaosoae 19. CIT-HSP-444n24. coapla 

te sequence. //I. 6e-2 1:41 9 : 65//AC00526I 

F-HEMBB1001603 

F-KENBB1001618//Hoao sapiens DNA sequence froa PAC 142L7 on chroao 
soae 6q21. Contains a Laainin Alpha 4 (LAMA 4) LIKE gene coding for 

two alternatively spliced transcripts, a Tubulin Beta LIKE oseudo 
gene, a Connective tissue growth factor (NOV. GIG) LIKE gene. A pr 
edicted CpG island. ESTs, STSs and genoaic aarker 06S416, coaplete 

sequence. //4.5e-29: 422 :72//Z99289 
F-HEM881001619//HS_3079_B1JMJ4_NR CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plite»3079 Col=7 Row=B. geno 
arc survey sequence. //0. 0010: 77 : 79//AQ1 23388 

F-HENB81001630//Hoao sapiens clone RC31SH11. WORKING DRAFT SEQUENC 
E. 5 unordered pi eces. //3. 2e-1 2:667: 59//AC005089 
F-KEaBB1001635//Plasaodiua falciparua NAL3P7. coaplete sequence.// 
3.8e-OS:475:57//AL034S59 

F-HEHBB1001637//Hoao sapiens ONA sequence froa PAC 934G17 on chroa 
osoae lp36. 21. Contains the alternatively spliced CLCN6 gene for c 
hloride Chanel proteins CLC-6A (KIAA0046) -B. -C and -D. the alter 
natively spliced NPPA gene coding for Atrial Natriuretic Factor AN 
F precursor (Atrial Natriuretic peptide ANP. Prepronatr iodi I at ■ n) . 
the NPP8 gene for Brain Natriuretic Protein BNP. and a pseudogene 
siailar to SBF1 (and other Myotubularin-related protein genes). C 
ontains ESTs. STSs and the genoaic aarker D1S2740. coaplete sequen 
ce. //9. 2e-1 3 : 1 68 : 76//AL02 1 1 55 

F-KENB8100I641//Arabidopsis thai tana genoaic DNA. chroaosoae S. PI 
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clone: MP012. coapltte sequence. //O. 00097:721 :S8//AB006702 
F-r€leBB1Q016S3//Hoao sapiens chroaosoae 2 clone 101B6 sap 2p11, co 
aplete sequence. //0. IS: 276:63//AC002Q38 

F-KENBB100166S//Bovine herpesvirus type I car I y-interaedi ate trans 
cription control protein (BICP4) gene, complete cds. 7/0.43:393:61/ 
/LI 4320 

F-HE1WJ81001668//FI6CI5-T7 IGF Arabidoptis thai i ana genoaic clone F 
16C1S. genoaic survey sequence. //0. 040: 275: S0//BI 2308 
F-HEMB81001673//Hoao sapiens aRNA for K I AA0646 protein, coaplete c 
ds. //7. 2e- 1 7 1 : 803 : 98//AB01 4546 

F-HENB8I001684//Sequence I froa patent US 5700927. //7. Se- 124: 883: 8 
1// 1 86429 

F-HEMBBI 001 685//C I T-HSP- 228709. TF CIT-HSP Hoao sapiens genoaic clo 
ne 228709, genoaic survey sequence.//2. 3e-34: 191 :97//B9926l 
F-t€aB8tOOI69S//Huaan DMA sequence froa clone 43IP23 on chroaosoae 
6q27. Contains the first coding exon of the MLLT4 gene for ayeloi 
d/lyaphoid or aiied-l ineige leukeaia (tri thorn (Drosophila) hoao I 
og): translocated to. 4 (AF-6. Afadin. MLLT-4, ALL-) fusion partne 
r). and a Serine Palai toyl transferase 2 (EC 2.3.1.50. Long Chain B 
ase Biosynthesis protein 2. LCB-2. SPT-2) pseudogene. Contains EST 
s, STss, CSSs. and a putative CpC island, coaplete sequence. //0. 00 
91:334:63//AL009178 

F-HEMBBI001704//Huaan DMA sequence froa clone 931EI5 on chroaosoae 
Xq25. Contains STSs. CSSs and genoaic Barker DXS8098. coaplete se 
quence. //1 . 2e- 1 7 : ! 44 : 87//AL02357S 
F-KEMBB 100 1706 

F-HENB8t001707//Guinea pig C019 aRNA. coaplete Cds.//0. 57: 232.62// 
■62543 

F-HEMB8t001717//Saccharoayces cerevisiae aitochondrial tRNA-Tyr. t 
RNA-Asn. t tRMA-Net genes. //1 . 1e-13: 723:S8//AJ223323 
F-HENB8100173S//Huaan PAC clone 0J0S96009 froa 7pl5. coaplete sequ 
ence. //I . 3e-36 : 427 : 73//AC003O74 

F-HEMBB1001736//S.poabe chroaosoae II cosaid c 484. //0. 0085: 479: 57/ 
/AL023706 

F-HEWBB1001747//Hoao sapiens PAC clone OJ1002N02 froa 7 P 21-p22, co 
apl e t e sequence. //4. Oe- 1 1 2 : 532 : 84//AC005376 

F-HENBB1001749//Hoao sapiens chroaosoae 17. clone hRPK. 2S9_GJ8. c 
oaplete sequence. //I . 3e-98 : 395 : 82//AC005829 

F-HENBBI0017S3//S.aa«iaus repeat region. 342bp.//4. 2e-1 I :69:85//Z7 
8099 

F-HENBB10Q17S6//Hoao sapiens full length insert cONA clone ZD86A1 
1 . //0. 00 1 5 : 302 ! 62//AF088064 

F-HEa*B1001760//P. falciparua coaplete gene aap of plast id-l ike DMA 

(I R-A) . //0. 01 1 : 6 1 5 : 56//I95275 
F-HEIN3B10OI762//CIT-HSP-229OJ16.TF CIT-HSP Hoao sapiens genoaic cl 
one 2290J16. genoaic survey sequence. //0. 84: 208: 64//AQ0051 84 
F-HEH3B1 00 17BS//P I asaodiua falciparua DMA at* SEQUENCING III PROGRE 
SS se* froa MAL1P3. WORKING DRAFT SEQUENCE. //0. 001 9:469: 6D//AL03 17 
46 

F-HEMBBI00I797//Huaan heterogenous nuclear RNA 1161. //0. 00012:83:6 
6//XI7272 

F-HENB81001802//Plasaodiua falciparua NAL3P7, coaplete sequence.// 
1 . 8e-1 1 : 538 : 60//AL034559 

F-HEMBBI 001 81 2//Huaan DNA sequence »•» SEQUENCING IN PROGRESS «** 
froa clone 356B8. WORKING DRAFT SEQUENCE. // I. Oe- 56: 304: 84//Z 98882 
F-HENBB100t816//Hoao sapiens chroaosoae 19. cosaid F24083. coaplet 
e sequence. //3. 6e-75 : 300 : 87//AC005204 

F-HEMBBI 001 831 //Hoao sapiens PAN COOH-terainal interactor protein 
I (PCI PI) aRNA, coaplete cds.//2. 3e-l62:763:98//AF056209 
F-HEMBBI 001 834//CIT-HSP-2291 01 2. TF CIT-HSP Hoao sapiens genoaic cl 
one 2291012. genoaic survey sequence. //7. 6e-08: 73: 94//AQ0041 68 
F-HENB8100t83fi//Hoao sapiens 12q13.l PAC RPCI1-228P16 (Rosaall Par 
k Cancer Institute Huaan PAC Library) coaplete sequence. //S. 7e-30: 
297:79//AC004801 

F-HENB81001839//Huaan Chroaosoae X. coaplete sequence. //0. 016: 293: 
63//AC004073 

F-HEMB81001850//Plasaodiuo falciparua 3D7 chroaosoae 12 PFYAC1383 
genoaic sequence. WORKING DRAFT SEQUENCE. 3 unordered pieces. //0.0 
027:8I2:58//AC005504 

F-HEMB8100l863//HuBan Chroaosoae 15q26.1 PAC clone pOJ460gl6. WORK 
I NG DRAFT SEQUENCE. 3 unordered pieces. //8. 3e-43: 520: 72//AC004581 
F-H£HBBI00I667//Huasn proto-oncogene tyrosine-protein kinase (ABL) 
gene, exon ta and exons 2-10. coaplete cds. //1. 7e-56:399:86//U07 
563 

F-H£NB8100I668//Rattus norvegicus clone 923 polyaeric iamunoglobul 
in receptor aRNA 3' untranslated region. GA rich region, and aicro 
satellites with GGA-triplet and GAA-triplet repeats. //6. J e-08 : 234: 
67//U01 145 

F-HENBB1001869//Hoao sapiens full length insert cDNA clone YT86F0 
1 . //7. 4e-87 : 432 : 97//AF085974 



F-HEMBBI 001 872 

F-HEN88I001874//Hoao sapiens clone DJ241P17. WORKING DRAFT SEQUENC 
E. 7 unordered pieces.//3. 4e-l4:S3l :6I//AC005000 
F-HEMB8100I87S//Huaan DNA sequence froa clone J426A13I, WORKING DR 
AFT SEQUENCE. //0. 93: 41 5 :S7//Z82209 

F-HENBB1001880//Huaan genoaic DNA sequence froa clone 30801 on chr 
oaosoae Xpl 1.3-1 1.4. Contains EST. CA repeat. STS. GSS. CpG is Ian 
d.//1.0e-18:729:60//Z93403 

F-HEMBBI 001 899//P I a saodiua falciparua DNA ••» SEQUENCING IN PROGRE 
SS »»» froa contig 4-10. coaplete sequence. //0. 0038:425: S8//AL01 02 
16 

F-HENB8I001905//S.poabe chroaosoae III cosaid C330.//1. 1e-23:520:6 

2//AL031603 

F-HEM8810O1906 

F-HENBB1001908//Huaan monocytic leukaeaia zinc finger protein (NO 
2) aRNA. coaplete cds.//3. 7e-82:672:81//U47742 
F-HENBB10019lO//PlasBooiua falciparua 307 chroaosoae 12 PFYACI8I g 
enoaic sequence. WORKING DRAFT SEQUENCE. 6 unordered pieces. //0. 00 
33:S66:55//ACOO5S05 

F-HEN881 00191 1//Arabidops is thaliana chroaosoae II BAC F26C24 gene 
aic sequence, coaplete sequence.//!. 0:581 : 58//AC004705 
F-HENBB10019!5//Caenorhabditis elegans cosaid T0SH10. coaplete see 
uence. //1 . 2e- 1 6 : 283 : 67//Z4781 2 

F-HEN8B100I92I//Hoao sapiens chroaosoae 17. clone hCIT. 1 23_J_14, c. 
oaplete sequence. //3. 4e-07 : 803 : 58//AC0039S0 

F-HEN8B1001922//Plasaodiufl falciparua chroaosoae 2. section 28 of 
73 of Ihe coaplete sequence.//5.0e-06:756:56//AEOOl39l 
F-HENB6100I925//Huaan DNA sequence froa PAC 212P9 on chroaosoae 1p 
34. 1-1p35. Contains delta opiate receptor. CpG island. CA repeat.. 
//3. 1e-45:609:73//AL009181 

F-HENBBI0O1930//HOBO sapiens genoaic DMA of 8p21.3-p22 anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer . s 
egaen t 10/11. //3 . 2e-1 58 : 745 : 99//AB020867 

F-HEMBBI 001 944//, coaplete sequence. //4. 1e-60: 638: 73//AC00581 5 
F-HEN661001945//HS_3I85_B1.G05^NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3l85 Co I =9 Rov=N. geno 
aic survey sequence. //1 . 0:280: S8//AQ1 68862 

F-HENBBI001947//Huaan aRNA for KIAA0392 gene, partial cds.//5.6e-2 
0:333:66//AB002390 

F-HENB81001950//Huaan lipocortin (LIP) 2 gene, upstreaa region.// 
0.0094: 180: 63//N6 2899 

F-HENB8100l952//HuBan DNA sequence see SEQUENCING IN PROGRESS at* 
froa clone 101A4. WORKING DRAFT SEQUENCE. //5.4e-1 9: 329 :70//Z93341 
F-HENBfil0019S3//Hoao sapiens chroaosoae 17. clone hRPK. 795_F_1 7. c 
oaplete sequence. //0. 1 1 : 589: 58//AC005264 

F-HENB8I001957//Huaan DNA sequence froa PAC 204E5 on chroaosoae 1 
2. Contains exon siailar to Wi las' Tuaour-related protein QM-like 
P2X-like receptor. ATP ligand gated ion channel, ESTs. CpG island. 
//9.8e-25:446:67//Z98941 

F-HEN881001962//HOBO sapiens chroaosoae 16. BAC clone 462GI8 (LAN 
L). coaplete sequence. //2. 8e-l47:727: 97//AC005736 
F-HENB8I001967//HOBO sapiens clone DJ1102A12. WORKING DRAFT SEQUEN 
CE. IS unordered pi eces. //3. 2e-56:650: 71//AC004963 
F-HEMB8I001973//HOBO sapiens chroaosoae 12pl3.3 clone RPCI11-350L 
7. WORKING DRAFT SEQUENCE, 72 unordered pieces.//!. 2e-42: 327: 84// A 
C005844 

F-KENB81001983//CIT-HSP-231SN4.TF CIT-HSP Hoao sapiens genoaic clo 
ne 231 5M4. genoaic survey sequence. //8. 8e-35: 198:96//AQ02807l 
F-HEMBBI 001 988//D. polychroa at cross tel I i te sequence (clone Dp IC e 
1 2) . //4. 5e-07 : 337 : 62//I92 1 89 

F-HENB8I001990//HS_3234_A1_C08.T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3234 Co I = 1 S Row=M. gen- 
oaic survey sequence. //0. 039: 279: S9//AQ204689 

F-HENBB1001996//Huaan DNA sequence Stt SEQUENCING IN PROGRESS a** 
froa clone 191J18. WORKING DRAFT SEQUENCE. //0. 18: 392: 58//AL024507 
F-HEMB8I001997//HOBO sapiens clone RG14081I. WORKING DRAFT SEQUENC 
E. I unordered pieces. //I . 3e-43:446: 71//AC00S069 
F-HENBB1002002//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC812 g 
enoaic sequence, WORKING DRAFT SEQUENCE, 8 unordered pieces. //0. 07 
7:444:58//AC004153 

F-HENBB10O2005//Huaan DNA sequence SEQUENCING IN PROGRESS •*« 
froa clone 963K23. 80RKING DRAFT SEQUENCE. //3. 4e-16: 1 73: 78//AL03I6 
85 

F-HEN8B10O2009//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC357 g 
enoaic sequence. WORKING DRAFT SEQUENCE, 7 unordered pi eces. //0. 00 
033:790:56//AC005506 

F-HENBB1 00201 5//Hoao sapiens genoaic DNA. chroaosoae Zlqll.l. sege 
ent 27/28. WORKING DRAFT SEQUENCE. //6. 7e-05: 1 26:7 6//AP0000 56 
F-HEMBB1002042//Oncorhynchus aykiss cytochroae P450 (CYP4VI) aRNA. 
par t i ai cds. //6. 4e-33: 402: 69//AF04601 2 
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F-HEMBB 1 002043 

F-HEaB8l002044//Hoao sapiens chroaosoae So. BAC clone 50g21 (LBNL 
HIM). coaplete sequence.//3.0e-l67:809:97//AC005740 
F-HEMB81 002045 

F-HEliJB1002Q49//Hoao sapiens chroaosoae 17. ciotit hRPC. 161 J>_9. co 
■Plate sequence. //O. 87 : 1 77 : 65//AC006237 

F-HEMBB 1002Q5Q//Streotoayc as coal i co I or cosaid 078.//I. Sa-08:644:S 
8//AL0343S5 

F-HEMB81002068//Moao sapient aRNA for KIAA06t2 protein, partial cd 
s . //2. Se-05 : 402 : 6 1 //ABO 1 451 2 
F-HEMBB1 002069 

F-HEMBB 100209 2// »»» SEQUENCING IN PROGRESS •»» Hoao tap i ens chroao 
soae 4. BAC clone 033 108: HTGS phase 1. I0RKING DRAFT SEQUENCE. 10 
unordered p i eces . //7 . 8e- 1 04 : 550: 83//AC004064 
F-HEMBB1002094//Hoa© sapiens genoaic DNA. 21q region, clone: 125H5 
N2. genoaic survey sequence. //2. 9e-49: 302:8 3//AG0O 147S 
F-HEMB8100211S//Hoao tapient chroaosoae 16. cosaid clone 37BE2 (LA 
NO. coaplete taquence. //0. 00023: 542: 61//AC004035 
F-HENBB1002134//Huaan h-neuro-d4 protein aRNA. coaplete cds.//7. 3 
e-43:S33:70//U43843 

F-HEaBBlQO2139//HS-IO48-A2-B02-*JR.abi CIT Huaan Genoa ic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 831 Co I =4 Rov=C. genoaic 

survey sequence. //0. 055: 228:66//B38714 
F-HEMBB1Q02142//Plasaodiua falciparua ONA »*« SEQUENCING IN PROGRE 
SS tea froa HAL! PS. WORKING DRAFT SEQUENCE. //0. 0095 : 276 : 64//AL03 1 7 
48 

F-HENBB10021S2//Huaan Chroaosoae X. WORKING DRAFT SEQUENCE. 4 unor 
dared pi eces. //0. 055:520: 57//AC002421 

F-HENBB1002189//Hoao stpiens cosaid ICRFc104l0935Q8 froa Xq28. coa 
Plate sequence. lit. 6e-0S : 311: 63//AF002998 

F-HEIBB1002190//PlasBodiua falciparua 307 chroaosoae 12 PFTACB8-42 
0 genoaic sequence. WORKING DRAFT SEQUENCE. 14 unordered pieces.// 
5. 4e-0S : 647 : 59//AC005 1 40 

F-HEMBB1002193//Sequence S froa patent US 5709858. //1. 8e-34: 179: 10 
0// 1 80846 

F-HEMBB 1 0022 17//Hoao sapiens aRNA for zinc finger protein 10. //I . 2 
e-23:405:67//XS2332 

F-HEMBB1C02218//HS_20S6_BI_CQ9_T7 CIT Approved Huatn Genoaic Spera 
Library D Hoao sapiens genoaic clone Plato*20S6 Col =17 Roa=F. gen 
oaic survey sequence. //3. 3e-45: 245: 97//AQ24471 1 
F-hCNBB1002232//Huaan chroaosoae 11 72g7 cosaid. coaplete sequent 
e.//1.9e-21:314:70//U73648 
F-HENB81 002247 

F-HEMBB1002249//Hcao sapiens DNA sequence froa BAC 3418 on chroaos 
oae 6p21.3-22. 1. Contains 2NF184 gene coding for Kruppel related 2 
inc Finger protein 184. a hnRNP core protein A1 (aouse Fli-2. rat 
helii destabilizing protein, aouse Topoisoaerase-inhibi tor suppres 
sed gene TIS) LIKE pseudogene. a H815 (C083 antigen precursor) LIK 
E pseudogene. Ser-tRNA. Glu-tRNA and Net-tRNA (Net-tRNA-i gene 1) 
gsnes. Contains ESTs. STSs and GSSs, coaplete sequence. //4. 1e-45: 3 
27:83//AL021918 

F-HEMBB 1002254//Huaan chroaosoae 16 BAC clone LANL cosaid-440E5. W 
ORKING DRAFT SEQUENCE. 2 unordered pi eces. //9. 8e-40: 315: 82//AC0025 
06 

F-HEMB810022SS//PlasaodiuB falciparua MAL3P3, coaplete sequence.// 
0. 003S:312:62//Z96S47 

F-KEaBB1002266//Plasaodiua falciparua 3D7 chroaosoae 12 PFYAC1 383 
genoaic sequence. WORKING DRAFT SEQUENCE. 3 unordered pieces. //0. 0 
13:469:59//AC005504 

F-HENBB1002280//HOBO sapiens Chroaosoae 16 BAC clone CIT987SK-A-25 
9H10. coaptata sequence. //5. 3e- 18: 527:61//AC004682 
F-HEMBB1002300//Huaan Chroaosoae 11 Cosaid cSRLSOhll. coaplete seq 
uence. //B. 6e-1 31:818: 68//U73642 

F-HEMBB 1 002306//HS_31 09_A2_H01 _MR CIT Approved Huatn Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3109 Col=2 Row=0. geno 
aic survey sequence. //I. 3e-75: 371 :98//AQ1 481 64 

F-HENBB1002327//HS_3235_B2^C10_T7 CIT Approved Huaen Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3235 Co I =20 Row=N, gen 
oaic survey sequence. //3. 3e-83: 41 1:97// AQ209752 
F-HENBB1002329//CITBI-E1 -2503J7.TR CITBI-E1 Hoao sapiens genoaic c 
lone 2503J7. genoaic survey sequence. //3. 3e-31 : 220: 88//AQ263402 
F-HENBB1 002340 

F-HENB81002342//HOBO sapiens aRNA for putative th ioredoi in-l ike pr 
otein.//4. le-154:724:98//AJ0l0841 

F-HEMB81002358//HuBtn thyeidylate kinase (CDC8) aRNA. coaplete cd 
s. //J. 3e-36 : 1 92 : 98//LI 6991 

F-HENB81002359//Huaan Rev interacting protein Rip-I aRNA. coaplete 

cds. // 1 . 8e- 1 3 : 96 : 96//U55765 
F-HEMB8lQ02364//Husan DNA sequence *«• SEQUENCING IN PROGRESS eta 
froa clone 376021. WORKING DRAFT SEQUENCE. //7. 5e- 24: 202: 71 //Z98946 



F-HEMBB 1002371 //PI a saodiuB falciparua 307 chroaosoae 12 PFYAC812 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 8 unordered pieces. //I . 9 
e-06:674:56//AC004IS3 

F-HEWB8 100238 I //Hoao sapiens chroaosoae 16. cosaid clone RT163 (LA 
NL). coaplete sequence. //0. 34: 238: 61//AC005222 
F-HFJW38 1002 383 

F-HEWB81002387//CI T-HSP-2173E20.TR CIT-HSP Hoao sapiens genoaic cl 
one 2173E20. genoaic survey sequence. //5. 2e-1 7:434: 66//B9 1052 
F-HENB8t002409//Huaan DNA sequence froa PAC 84F12 on chroaosoae Ic 
25-Xq26.3. Contains glypican-3 precursor (intestinal protein OCI- 
5) (GTR2-2). ESTs and CA repeit.//! . 2e-S6:324:88//AL008712 
F-HEMBB10024I5//Huaan DNA sequence *»> SEQUENCING IN PROGRESS eat 
froa clone 36411. WORKING DRAFT SEQUENCE. //8. 9e-35: 334: 7S//AL03 131 
9 

F-HEMB8100242S//Chroaosoae 22ql3 BAC Clone CIT987SK-38408 coaplete 

sequence. //I . Oe-36 : 31 7 : 76//US231 7 
F-HEWB81002442//Rattus norvegicus lin-10 protein hoao log (lin-10) 
aRNA. coaplete cds. //4. 3e-88:296:92//U92010 

F-HEMBB10024S3//Huaan DNA sequence eat SEQUENCING IN PROGRESS ate 
froa clone 8601. WORKING DRAFT SEQUENCE. //2. 7e-43:41 9: 78//AL034349 
F-HENB8I0024S7//HOBO sapiens clone DJ0982E09. WORKING DRAFT SEQUEN 
CE. 3 unordered pi eces. //I. 3e-27:542:68//AC005534 
F-HEMBB10024S8//HS_3246_A2_G05J« CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3246 Co I =10 Row=M. gen 
oaic survey sequence. //3. 2e-51 : 257: 99//AQ2 17993 
F-HENBB l0O2477//Huaan Grb2-associated binder-1 aRNA, coaplete cds. 
//1.9e-87:493:92//U43885 
F-HEMBB 1 002489 

F-KEWBB10O2492//Arabidopsis thai i ana BAC T15B16. //0. 028: 516: S7//AF 
104919 

F-HEMBB1002495//Hoao sapiens chroetosoaa 17. clone hRPK. 421_E_14. c 
oaplete sequence.//!. 1e-1 6:297 :68//AC0061 41 

F-HEWBB10O2502//HOBO sapiens clone DJ1163L11. coaplete sequence.// 
1.1e-91:67S:82//AC0D5230 

F-H£VBB10O2509//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-2* 
8F7. coaplete sequence. //2. 7e- 11 : 648: 60//AC00460S 
F-HENBB 1 0025 10//HS_323S_B1_H1 1 JIR CIT Approved Huaan Genoaic Soera 
Library D Hoao sapiens genoaic clone Plate=3236 Cot =21 Rov=P. gen 
oaic survey sequence. //1 . 2e-06: 67: 94//AQ20S992 
F-HENB81002520//HOBO sapiens BAC clone NH0004N07 froa Y, coaplete 
sequence. //I . 2e-70: 580: 72//AC0O61 52 

F-HENBBI002522//Hoao sapiens Xp22 bin 150 clone GSH8-223PI1 (Genoa 
e Systeas Huaan BAC library) coaplete sequence. //5. 6e-22: Si 6: 64//A 
C004553 
F-HEM881 002531 

F-HEIB3B10O2S34//Huaan ONA sequence eta SEQUENCING IN PROGRESS »«» 
froa clone 668J24. WORKING DRAFT SEQUENCE. //6. 9e-62: 265: 87//AL0 34 3 
46 

F-KEMBB10O2S45//Huaan BAC clone RGI28IM6 froa 7q2l-7q22. coaplete 
sequence. //2. 7e-44: 200: 82//AC000059 

F-HENBB1002S50//Hoao sapiens PAC clone DJ0910I17 froa 7qll.2t-qlt. 
23. coaplete sequence. //0. 22: 161 :66//AC004927 

F-HENBB I 002S56//Hobo sapiens PAC clone DJ0696N01 froa 7p21-p22, co 
aplete sequence. //7. 5e-43:306:77//AC004861 
F-HEMBB 1 002579 

F-HEM8BI002582//Huaan DNA sequence tea SEQUENCING IN PROGRESS tea 
froa clone 349AI2. WORK INC DRAFT SEQUENCE. //0. 00018:431 : 6I//AL0 335 
20 

F-HENBBI0O2S90//Yeast (S.cerev isiae) aitochondrial apocy tochroae b 
gene. 3' f lank. //0. 78: 147: 64//J0 1471 
F-HEMBB 1002596//Huaan DNA sequence »»» SEQUENCING IN PROGRESS tea 
froa clone 9E2I. WORKING ORAFT SEQUENCE. //3. 6e-S0: 692: 69//AL008639 
F-HENB81002600//HOBO sapiens tetraspan NET-5 aRNA. coaplete cds.// 
9. le-ISl:710:98//AF089749 

F-HEMB81002601//Huaan BAC clone RG020D02 froa 7q22. coaplete seque 
nee. //I . Se-07 : 4 1 6 : 60//AC002381 

F-KEMBB10O2603//Huflan BAC clone GSS52A01 froa 7q21-q22. coaplete s 
equence. //0. 40: 341 : 60//AC002454 

F-HENSB10O2607//Nus ausculus hoaeobox containing nuclear transcrip 
tional factor Haxl (Haxl) gene, coaplete cds. //0. 0042: 460: 60//AF00 
9614 

F-HEMBB 1 0026 1 0//Hobo sapiens Chroaosoae 12q24 PAC RPCI3-462E2 (Ros 
•ell Park Cancer Institute Huatn PAC library) coaplete sequence.// 
6. 3e-23 : 559 : 63//AC003029 

F-HEMBB 1 0026 13//Hoao sapiens Chroaosoae 22q12 BAC Clone 566c I. coa 
Plate sequence. //4. 2e-1 7 : 441 : 63//AC000025 

F-HEMBB 100261 4//P I asaodiua falciparua chroaosoae 2. section 54 of 
73 of the coaplete sequence. //0. 013:324:56//AE00I417 
F-HEMBB10026I7//HOBO sapiens chroaosoae 16 BAC clone CIT987SK-334D 
II coaplete sequence. //2. I e-07: 441 : 60//AF001 550 
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F-HEMB81002623//C. hyal ma «i crosate 1 1 i te aarker DMA (id ATCC4) . // 
0. 57:106:66//Z953O4 

F-HEMB8100263S//Huaan JNK3 alphaZ protein kinase (JKK3A2) aRNA, co 
apl ete cds. //4. fla-22 : 127 : 1 00//U34«l 9 

F-HEMB81002664//HS_2265_A1_H06_MF CIT Approved Huaun Genoa ic Spera 
Library 0 Hoao sapiens genoaic clone Plate=226S Col =11 Roa=0, gen 
oaic survey sequence. //O. S4: 115: 87//AQ1 01 557 

F-HEMB81002677//Hoao sapiens (subclone 3_dl froa PI H25) DMA seque 
nee. coaplate sequence. //2. 2e-49:764:68//L81774 
F-H£MBBI002683//Hoao sapiens type IV collagen Sa chain (C0L4A5) go 
ne. eion 23. //1 . 0: 1 1 2: 63//U04492 

F-HEM8B1002684//HS-1050-A2-G06-MF.abi CIT Huaan Genoaic Spera Li or 
ary C Hoao sapiens genoaic clone Plate=CT 77Z Co 1 = 1 2 Ro»=N. genoai 
c survey sequence. //4. 4e-07: 86: 84//B3974S 

F-HEMBBI0026B6//HS-l023-B2-FlO-MR.abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plato=CT 802 Co I =20 Ro*=L. genoai 
c survey sequence. //0. 98: 183: 61 //B34077 

F-HEMBB1Q02692//Huaan DMA sequence *« SEQUENCING III PROGRESS 
froa clone 1I08H3. IORKING DRAFT SEQUENCE. //0. 00039: 408: 6O//AL0 3 35 
25 

F-H£M8B1Q02697//Hobo sapiens clone DJI0871T9. WORKING DRAFT SEQUEJI 
CE. 7 unordered pieces. //7. 3e-35: 323: 74//AC004955 
F-HEMBBI002699//a1us ausculua D6MMSe protein (D6MaSe) and DOX prote 
in (Dok) genes, coaplete cds: and L0R2 protein (Lor2) gene, parti a 
I cds.//0.03t:325:62//AF084363 

F-HEMBB1002702//HS-I02S-A2-D01-WR. abi CIT Huaan Genoaic Spera Libr 
ary C Hoao sapiens genoaic clone Plate=CT 804 Co 1=2 Ro»=C, genoaic 

survey sequence. //1. 8e-2S: 1 58 : 95//834720 
F-HEMB81002705//Hoao sapiens DNA, chroaosoae 2lq22.2. PAC clone 25 
PIS coaplete sequence, encoding carbonyl reductase and carbonyl re 
ductase 3 (coaplete cds). //1. 7e-137:534: 96//AB003I5I 
F-HEW8I002712//Huaan DMA sequence froa cosaid cUltSGU. between a 
arkers DXS6791 and DXS8038 on chroaosoae X contains ESTs and STS./ 
/0.0019:6I2:S8//Z71187 

F-MAMMA 1000009//Huean chroaosoae I BAC 308G1 genoaic sequence, WOR 
KING DRAFT SEQUENCE. 3 unordered pieces. //6. 1 e-43: 354: 81//AC003I 1 7 
FHIAMMA 10000 19 

F-MANMA1000020//H. sapiens aRNA for flavin-containing aonooiygenase 

S (FM05) . //2. Oe-40 : 1 85: 97//Z475S3 
FHIAMMA100002S//Hoao sapiens PAC clone 0J0806A17 froa 7pl3-p14. co 
ap I ete sequence. //1 .0:211: 65//AC00S483 

F-MAMMA 100004 3/ /Huaan angiotensin I -converting enzyae (ACE) gene, 
intron 12.//0. 075: 204:65//M73275 

F-MAMMA 1 00004 5//Huaan DNA sequence froa clone 142F18 on chroaosoae 
Xq26. 3-27. 2 Contains part of a gene siailar to aelanoaa-associate 
d antigen, EST. GSS and an inverted repeat, coaplete sequence. //4. 
1e-122.495:79//AL031073 

F-MAMMA100005S//M. bus cuius aRNA for testin.//2. Ie-3S:559:66//X7898 
9 

F-MAMMA 1OQ0OS7//Hoao sapiens chroaosoae 17, clone hRPK. 259_G_18, c 
oaplete sequence. //S. Se-121 : 703:89//AC00S829 

F-MAMMA 1 00006 9/ /Hoao sapiens ainisatel I i te cebl repeat region.//0. 
00O13:329:6O//AF048727 

F-eUMMA1000084//Hoao sapiens DNA sequence froa PAC 95883 on chroao 
soae Xp22. 11-Xp22.22. Contains ESTs STS and CpG is land. //2. le-53 :4 
45:79//Z93023 

F-NAMMAt000085//Caenorhabd.tij elegans cosaid Y23H5A.//0. 0017: 164: 
64//AF077541 

F-MAMMAI 00009 2//Hoao sapiens BAC clone GS465N13 froa 7p15-p21. coa 
plate sequence.//!. 2e-70: 59«:78//AC004744 

FHIAMMAiaOQ103//Hoao sapiens chroaosoae 17. clone hCIT. 91_J_4. coa 
pi ete sequence. //I. 1e-1S6.8S7:92//AC003976 

FHIAb1IA1000117//HS_3223_B2J>0S_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Pt a to=3223 Col=I6 Row=H. gen 
oaic survey sequence. //S. 4t- 100: 527: 94//AQ221 1 60 
F -MANNA 1 0001 29//r y mod i ne receptor. //0. 055: 492 : S9//A20359 
F-MAMMA 10001 33 

F-MAMMAI 0001 34//HS_3078_Bl_C0 2 JF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Ptate=307B Co I =3 Ro«=F. geno 
aic survey sequence. //2. 1 e-93: 462: 97//AQI 44362 

F-MAMMAI 0001 39//Hoao sapiens Xp22 PAC RPCI1-5GI1 (froa Roswell Par 
k Cancer Center) coaplete sequence. //3. 3e-14: 322 :65//AC002369 
FHIAMMA1Q00143//Hoao sapiens aRNA for K t AA068S protein, coaplete c 
ds.//6.9e-25:!4«:97//AB01458S 

F-MAMMA 1 0001 5S//Hoao sapiens hoaeobos transcription factor bari2 
(BARX2) aRNA. coaplete cds.//1. 0e-29:219:87//AF031924 
F-MAMNA1000163 

F-MAMMA1000171//Hoao sapiens chroaosoae 19. CIT-HSP BAC 470n8. coa 
pi ete sequence. //6. 3e-14:92:88//AC005393 

F-NANMA1000173//Nus ausculus SH3-containing protein SH3P7 aRNA. co 



aplete cds. siailar to Huaan 0rebrin.//2. 2e-t 14:698:87//U56884 
F-MJkMM*i0O0l75//HS_3QSO_Bl_BO3_MF CIT Approved Huaan Genoaic Spera 
Library O Hoao sapiens genoaic clone Plate=30SO Co 1=5 Roa=0. geno 
aic survey sequence. //6. 2e-73: 357: 99//AQI02678 
F-MAMMA t 0001 S3//Huaan DNA sequence eta SEQUENCING IN PROGRESS aaa 
froa clone T3I3F4. ffORKtNC DRAFT SEQUENCE. //4. 6 o-94: 904: 73//AL02 38 
08 

F-MAMMA 10OO198//Z. diploperenr.il repetitive DNA (clone ZEAR 266).// 
0. I8:152:70//IS36IO 

F-NANMA 1 000221 //Huaan Chroaosoae 15ql1-ql3 PAC clone o0J778aZ. cos 
plete sequence. //0. 01 7: 99: 75//AC004583 

F-MAMMAI 0002 2 7//Huaan ONA sequence tt* SEQUENCING IN PROGRESS aaa 
froa clone 467K16. WORKING DRAFT SEQUENCE. //0. 36: 312: 62//AL031 283 
F-MAMMA 100024 1 //HS_3 2 17_B1_B02_KR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3217 Co1=3 Ro»=0. geno 
aic survey sequence. //I . 9e-94 : 456 : 98//AQI 13401 
F-MAMMA 10002 51 //Hoao sapiens NF2 gent.//0. 00092: 270: 64//* 18000 
F-NAMMA1 000254//P I asaod t urn falciparua 3D7 chroaosoae 12 PFTACB8-42 
0 genoaic sequence. IORKING DRAFT SEQUENCE. 14 unordered pieces.// 
0. 0034: 777: 57//AC005 140 

F-NANMA 10002 5 7//Hoao sapiens ONA sequence froa PAC 201 D7 on chroao 
soae 6p22.1-22.3. Contains EST and STS. //0. 00036 : 230 : 65//AL0227 1 7 
F-MAMMA1000264//Ho«o sapiens (subclone 9_fS froa PI HI 7) ONA seque 
nee. coaplete sequence //!. Se-30: 499: 68//L81 61 2 
F-MAMMA 1000266//Bac ill us lynceorua strain pMEL12 Bag320 satellite 
DNA. //0. 28:218: 64//AF034430 

F-MAMMAIOOO270//Huain Chroaosoae 16 BAC clone CIT987SK-A-270GI. co 
■plete sequence. //1 . 4e- 1 57: 788 : 96//AF001 549 

F-NAMMAI000277//Mycobacteriua tuberculosis H37Rv coaplete genoae: 
segaent 48/162. //0. 70: 120 .61 //AL021 897 

F-MAMMA 1000278//Sequence 23 froa patent US 5708157. //9. 3e-!03:540: 
95//I8005S 

F -MAMMA 1000 27 9//Hu«in ONA sequence froa clone 769020 on chroaosoae 

Xp21. 1-21.3 Contains EST. STS, GSS. coaplete sequence. //2. 4e-49: 2 
62:77//AL031643 

F-MAMMA1000284//cSRL-16SE12-u cSRL flow sorted Chroaosoae 11 speci 
fic cosaid Hoao sapiens genoaic clone cSRL-!65E12. genoaic survey 
sequence.//!. le-30: 324: 75//B03OO4 

F-MAMMAI 000287//Hoao sapiens, clone hRPK.ISJM, coaplete sequenc 
e. //2. Zo-54 : 401 : 83//AC0062 1 3 

F-MAMNAI000302//Drosophi la aelanogaster coaplete ai tochondr i a I gen 
oae.//0. 0051 : 307 : 6I//U37541 

F-MAMMA1000307//Ho«o sapiens chroaosoae I2p13.3 clone RPCIS-1I54LI 
5. WORKING DRAFT SEQUENCE. 67 unordered pieces. //0. 1 5: 449: 59//ACOO 
6205 

F-NAMMA10O0309//C0NA coding huaan apol ipoprotei n E3.//0. 00010:691 : 
58//E003S9 

F-NAMMA1000312//Hu«an ONA sequence «*a SEQUENCING IN PROGRESS •»* 
froa clone 798AI7. WORKING DRAFT SEQUENCE. //0. 27: 301 :60//AL03 1 274 
F-MAMMAI 0003 13 

F -MAMMA 1 000 3 3 1 //Huaan Chroaosoae 16 BAC clone CIT9B7SK-A-73SG6. co 
■plete sequence. //9. 8e-06: 151 : 71//AC00 2400 
F-MANMA1 000339 

F-MAMMAI 000340//HS_21 81 _B2_F07_MR CIT Approved Huaan Genoaic Spera 
Library O Hoao sapiens genoaic clone Plate=218l Col=14 Ro«=L, gen 
oaic survey sequence. //4. 3e-05: 181 : 68//AQ0 24288 
F-MAMMAI 000348//Ho«o sapiens chroaosoae 17. clone HRPC843B9, coapl 
ete sequence. //5. 3e-30: 575: 66//AC004I 39 

F-MAMMAI 0003 S6//Ho«o sapiens clone RG038K21. WORKING DRAFT SEQUENC 
E. 3 unordered pieces. //I. 8e-52: 264: 76//ACO0 5052 
F -MAMMA 1 000360//KO.O sapiens PAC clone DJ07S5GI7 froa 7p21-p22. co 
apl ete sequence. //6. Se-91 : 569: 88//AC004879 

F -MAMMA 1 000 3 6 1 //Huaa n ONA sequence froa PAC 507115 on chroaosoae I 
q26. 3-27. 3. Contains 60S ribosoaal protein L44 (141. L36) like gen 
e. ESTs. STSs and a polymorphic CA repeat. //I. 4e-42: 315: 83//Z989S0 
F-MAMMA1000372//Huaan ONA sequence tea SEQUENCING IN PROGRESS aaa 
froa clone Y738F9. WORKING DRAFT SEQUENCE. //2. 9e-1 14:516 :89//AL022 
345 

F-MANMA100038S//CITBI-E1-2517E13.TF C1TBI-E1 Hoao sapiens genoaic 
clone 2S17E13. genoaic survey sequence. //6. 9e-26: 377: 71//AQ279944 
F-MAMMAI000388//HOBO sapiens UKLF aRNA for ubiquitous Kruppel like 

factor, coaplete cds. //3. 7e-148: 710: 98//AB0151 32 
F-MAMMA 1000395 

F-MAMMA1 00040 2//Ho«o sapiens clone DJ0718N17. coaplete sequence.// 
4. 0e-l 1 5: 845 : 8S//AC00S999 

F-MAMMA 1 00041 0//HS_3245_At_C02_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3245 Co I =3 Row=E. geno 
■ ic survey sequence. //9. 6e-42: 350 : 80//AQ205768 

F-MAMMAI 0004 I 3//HS_3 22 3_B2_F01_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3223 Col=2 Roa=L. geno 



[0 7 2 0] 



9 8 7 



miiE#2 002-3046777 



#2000—118776 



[314 2 1 ] 



■ ic survey sequence. //I. 6e-48: 318: 89//AQ1 88456 

F-aVUNIAtQ004U//HS_2027_B2_C04_MR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2027 Col =8 Roa=F. geno 
aic survey sequence.//!. 4e-46: 288: 92//AQ231 369 
F-MAMMAl 00041 S//Drosophi la aelanogaster ONA sequence (Pis DS07528 
(DU9) and OS06665 (0220)). coaplete sequence. //9.4e-33: 310: 72//AC 
004840 

F-MAMMA 1000421 //Hoao sapiens clone DJ 1 129005, coaplete sequence.// 

3.3e-29:Z23:84//AC0Q5630 

F-HAaHA 100042 2 

FHaVUf81A1000423//Drosophi la yskuba Mitochondrial DMA aolecule. //2. 2 
e-IO:639:57//X03240 

F-aVU8MA1000424//Hoao sapiens ONA froa chroaosoae 19. BAC 33152. co 
aplete sequence. //4. 6a-47:556: 68//AC003973 

F-MAMMAl 000429//Nu$ ausculus SOPS aRNA. coaplete cds.//8. 0e-99:S4 
S:92//AF062484 

FHWuaWAI 000431 //Hobo sapiens clone OJI039L24. WORK INC DRAFT SEQUEN 
CE. 3 unordered pieces.//4. 8e-41 :289: 79//AC00S283 
F-MAMMAl 000444//Huaan ONA sequence froa clone 71487 on chroaosoae 
22ql2.2-13.2 Contains CYTOCHROME C OXIDASE VI IB precursor like pse 
udogene and ESTs. coaplete sequence. //2. 3e-34:29l:80//Z997SS 
F-MAMMAl 000448 

F-MAMMA 100Q45B//Mus ausculus clone 0ST9003, genoaic survey sequenc 
e.//S.Oe-S3:231 :84//AF048620 

F-MAMMAl Q00468//Huaan ONA sequence **t SEQUENCING IN PROGRESS ttt 
froa clone 291 J 10. NORKING ORAFT SEQUENCE. //0. 75: 303: 60//29301 7 
F-MAMMAl 000472//Huaan ONA sequence tat SEQUENCING IN PROGRESS M» 
froa clone 41407. fORKING ORAFT SEQUENCE. //A. 0e-4t : 403 : 77//AL033S4 
3 

F -MANNA 1 0004 7 8//Ho«o sapiens clone RC270O13. WORKING ORAFT SEQUENC 
E. 18 unordered pieces. //9. 5e-54: 369: 77//AC00508I 
F-MAMMA1000483//HOBO sapiens Chroaosoae 16 BAC clone CIT987SK-44M 
2. coaplete sequence. //3. 6e-34: 332: 77//AC004381 
F-NAMNAI000490//Hoao sapiens 12q13. I PAC RPCI1-90J4 (Rosael I Park 
Cancer Institute Huaan PAC library) coaplete sequence. //8. 9e-l 28: 8 
22:87//AC003686 

F-MAMMA1000500//CIT-HSP-23190S.TF Clf-HSP Hoao sapiens genoaic clo 
ne 231905. genoaic survey sequence. //4. 8e- 29: 175: 94//AQ0448 12 
F-MAMMA1000S0l//Hoao sapiens ONA sequence froa clone 78F24 on chro 
aosoae 22ql2. 1-12. 3. Contains one exon of an Oxysterol-binding pro 
tein (OSBP) LIKE gene. Contains GSSs and an STS. coaplete sequenc 
e. //5. 7e-45 : 334 : 82//AL022336 

F-MAJMIAI0005I6//Huaan ONA sequence froa PAC 50A13 on chroaosoae Xp 
11. Contains ATP SYNTHASE LIPIO BINDING PROTEIN PI (P2. P3) precur 
sor (ATP5G1. ATPSG2. ATP5G3) like pseudogene. ESTs and STSs. Conta 
ins polymorphic CA repeat. //I. 9e-43 : 529: 69//Z92545 
F-MAMMAl 00Q522//Huaan ONA sequence froa clone 20J23 on chroaosoae 
Xq26. 2-27.2 Contains ras-related C3 botulinua toxin substrate 1 (P 
21-RAC1) (r as- like protein TC25) EST. CA repeat. STS. CpG island, 
coaplete sequence. //2. Oe-I 4: 380: S3//AL022576 

F-MAMMA1000524//Hoao sapiens chroaosoae 10 clone CIT-HSP-t 338F24 a 
ap 10pU.2-lOpl2. 1, coaplete sequence.//!. 4e-22: 420: 66//AC0061 01 
F-MAMMAl 000SS9//Huaan HepG2 3' region cONA. clone had3f08.//S. 4e-2 
9:I68:97//DI6922 

F-MAMMA1000S65//RPCI1I-61K6.TJ RPCI11 Hoao sapiens genoaic clone 
R-61K6. genoaic survey sequence.//! . 7e-l 20: 561 : 100//AQ1 94238 
F-MAMMAI000S67//Huaan ONA sequence froa PAC 17903. between aarkers 
0XS6791 and 0XS6038 on chroaosoae X contains S10 GTP-binding prot 
ein. ESTs and CpG island.//3. 1e-43:387:80//Z81370 
FHIAMMA1000S7«//Hoao sapiens BAC clone RG442F18 froa 2. coaplete s 
equence. //I. 2e-30: 237 : 75//AC0051 04 

F-MAMMA1000583//RPCI1I-60M22.TJ RPCM1 Hoao sapiens genoaic clone 
R-60M22. genoaic survey sequence. //9. 6e- 1 02: 487: 99//AQ1 98091 
F-MAMMAl 00058S//Hoao sapiens clone UffGC:djsU froa 7p14-15. coaple 
te s equence. //S.2e-39: 370 :78//AC006 195 

FHIAMMA1000S94//Hoao sapiens chroaosoae 19. cosaid R3I646. coaplet 
e sequence. //3. 9e-43 : 3Z8 : 63//AC005338 

F-MAMMAl 0 DOS 9 7//Hoao sapiens chroaosoae 17. clone hRPK. 481_C_4. co 
aplete sequence. //I. Se-32: 259: 82//AC005839 

F-MAMMA1000605//Huaan ONA sequence SEQUENCING IN PROGRESS tee 
froa clone 97P20. WORKING DRAFT SEQUENCE. //2.4e-59: 3 18: 83//AL03 129 
7 

F-MAMMAl 0006 1 2//HS_2188_A2J)02_MF CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2188 Co I =4 Ro*=G. geno 
aic survey sequence. //4. 8e-30: 171 :96//AQ1 16793 

F-MAMMAl 0006 I6//HS_3 I 76_A1_£06_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3176 Col=11 Row=t. gen 
oaic survey sequence. //4. 7e-28: 287: 79//AQ3003 10 
F-MAMMA 100062 (//Huaan ONA sequence est SEQUENCING IN PROGRESS ete 
froa clone 273F20. fORKING ORAFT SEQUENCE. //0. 01 5: 478:5 8//AL0 343 71 
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F-MAMMAI0O0623 

F-MAMMAl 00082 5//DNA encoding Hepatitis C virus antigen.//0. 93: 196. 
61//E06898 

F-MAMMAl 00064 3//Hoao sapiens nephrocystin (NPHP1) aRNA. partial cd 
s . //0. 95 : 365: 59//AF023674 

F-NAMMAI000664//HS_3096_B1_C02JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3096 Col =3 Row*F. geno 
aic survey sequence. //Z. 7e-S1 : 257: 99//AQ1 451 37 

F -MAMMA 1 00066 9//Ho«c sapiens chroaosoae 19. cosaid R26908. coaplet 
e sequence. //2. 0e-66: 586:6 7//AC0047 85 

F-MAMMAl 00067Q//HS_2243_B2_AQ8JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2243 Col = 16 Row=8. gen 
oaic survey sequence. //8.7e-05: 94: 80//AQ1 53650 

F-MAMMAl 0006 7 2//Mus ausculus clone 0ST8270. genoaic survey sequenc 
e. //3. 9e-64 : 47 1 : 8 1//AF046705 

F-MAMMAl 0006B4//Su id herpesvirus I Rsp40 aRNA. partial cds.//1.2e- 
07:186:67//U27489 

F-MA1MIA)000696//Huaan oligodendrocyte ayelin glycoprotein (OMG) ex 
ons 1-2: neurof ibroaetosis I (NF1) exons 28-49: ecotropic viral m 
legration site 28 (EVI2B) exons 1-2: ecotropic viral integration s 
ite 2A (EYI2A) exons 1-2: adenylate kinase (AX 3) exons l-2.//3.0e- 
53:653: 70//L05367 

F-MAMMA I 000707//C I T-HSP-23020I9.TR CIT-HSP Hoao sapiens genoaic d 
one 2302019. genoaic survey sequence. //I . 8e-08: 131 : 77//AQOI 7947 
F-MAMMA1000713//Rattus norvagicus clonal polyaeric taaunoglobul in 
receptor aRNA 3' untranslated region. GA rich region, and nicrosat 
ellites with GCA-triplet and GAA-trtplet repeats. //0. 062: 134: 67//U 
00762 

F -MAMMA 1 0007 M//Ch i cken hsp90 gene for 90 kDa-heat shock protein 5 

-end.//1.0:266:61//X15028 
F -MAMMA 1 0007 1 8//C I T-HSP-2 1 71BI0. TF CIT-HSP Hoao sapiens genoaic ct 
one 2171B10, genoaic survey sequence. //3.6e-05: 289: 60//B95401 
F-MAMMA1000720//Hoao sapiens chroaosoae 19. cosaid R33632. coaplet 
e sequence. //4. 4e-1 84: 842: 98//AC00578I 

F -MAMMA I000723//Hoao sapiens clone DJ0892G19. coaplete sequence.// 
8. 8e-05 : 430 : 60//AC00491 7 

F-MAHMA1000731//Drosophila aelanogaster DMA sequence (PI 0S07049 
(0133)). coaplete sequence. //3. 8e- 55: 796: 66//AC0O42 74 
F-MAMMA1000732//Hoao sapiens chroaosoae 2lq22.3 PAC I41B3. coaplet 
e sequence, containing ribosoaal protein hoaologue pseudogene L23 
a. //6. 6e-77 : 555 : 74//AF064859 

F-MAMMAl 0007 3 3//P I asaodiua falciparua DMA *«• SEQUENCING IN PR OGRE 
SS ttt froa MAL1P6, I0RXING DRAFT SEQUENCE. //0. 98: 479: S8//AL03 1 749 
F -MAMMA 1 0007 34//Hoao sapiens SEC63 (SEC63) aRNA. coaplete cds.//7. 
3e-168:802:98//AF100l41 

F-MAMMA1000738//S.cerevisiae chroaosoae XIV reading fraae ORF YNL1 
32».//8.6e-3l:626:63//Z71408 

F-MAMMAI000744//Gori I la Al u-repet i t i ve sequence in beta-globin gen 
e cluster. //2. 7e-S4:4!0:82//X06123 

F-MAMMAl 00074 6//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-A-I0 
F4. coaplete sequence. //3. 7e-l09: 779:83//AC004158 
F-MAMMA1000752//Ho«o sapiens clone RG219E16. fORKING DRAFT SEQUENC 
E. 3 unordered pieces. //I. 2e-20:444:63//AC005075 
F-MAMMAl 000760//Hoao sapiens clone RG015P03. coaplete sequence.// 
1 . 5 t-44 : 403 : 79//AC005048 

F-MAMMA 1 000761 //Hoao sapiens Chroaosoae 7 BAC Clone 2 3 9c 10. MORKIN 
G ORAFT SEQUENCE. 9 unordered pieces. //2. 3e-22: 1S9:8I//AC004166 
F-MAMMA 1 00077 S//Hoao sapiens chroaosoae 17. clone hRPK. B49_N_1S, c 
oap I e te sequence. //1 . 3e-5! : 789 : 68//AC0O5703 

F-MAMMAl D00776//Huaan ONA sequence froa BAC 57G9 on chroaosoae 2?q 
12.1 Contains ESTs. CA repeat. GSS.//5. 7e-40:238:78//Z95l16 
F-MAMMAl 0O0778//Huaan DMA sequence Me SEQUENCING IN PROGRESS *»* 
froa clone 1S3G14. WORKING DRAFT SEQUENCE. //7. 6e-29: 222: 84//AL03 11 
18 

F-MAMMA 1 0007 82//Huaan 2. 4-dienoyl-CoA reductase gene, exon 9.//Q.9 
0:I37:62//U94987 

F -MAMMA 1 000798//*** SEQUENCING IN PROGRESS ate EPM I /APECED region 
of chroaosoae 21. clones A68E8. B127P21. B173L3. B23N8. C1242C9. C 
579E2, A7086, B159G9. B1 75010. BS2C10. C124G1 Note: Sequencing in 
this region has been discontinued by the Stanford Huaan Genoae Cen 
ter. fORKING DRAFT SEQUENCE. 50 unordered pieces. //0. 00058: 163 71/ 
/AC0036S6 

F-MAMMA 1 00080 2//Hobo sapiens chroaosoae 19. cosaid R33729. coaplet 
e sequence. //6. 3e-1 51 : 714: 99//AC005339 

F-MAMMA 1 00082 4//Hoao sapiens 12pl3. 3 BAC RPCM I-S43P15 (Rosweli Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //4. Ze-iO 
4:503:99//AC005912 

F-MAMMAl 000831 //Hoao sapiens clone UfGC:g1 2IUI39, coaplete sequen 
ce.//0. 76:302:58//AC005502 

F-MAMMAl 00083 9//Huaan BAC clone RG013L03 froa 7q2I. coaplete seque 
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nee. //I . 9e-54 : 322 : 68//AC0024S6 

F-NANNA1 000841 //Huaan DMA sequence *»• SEQUENCING IN PROGRESS *** 
froa clone 968022. I0RKING DRAFT SEQUENCE. //B. 7e-l 40: 647: 92//AL02 3 
7SS 

F-HANNA1Q00842//. coaplete sequence. //0. 0068:499: S9//AC00581 7 
F-NANNA 100Q843//P I stood iua falciparua 307 chroaosoae 12 PFYACS88 g 
enoaic sequence. fORKINC DRAFT SEQUENCE. 2 unordered pieces. //0. I 
3:439: S9//AC004710 

F-NANNA I 00084 S//P I ssacdiua falciparua DNA SEQUENCING IN PRXRE 
SS «*« froa HAL4P1. fORKING DRAFT SEQUENCE. //2 . 2e-05 : 208 : 64//AL034 
S57 

F-NAMIAt000851//Gat lus doaesticus filaain gene 5' region, partial 
cds.//0. 86:193:63//U00I46 

F-NANHA1000855//Huaan ainisatel I ite region detected by ayoglobin 3 
3-repeat probe, clone laabda 33. 10.//0. 081 : 229:62//N30S49 
F-NANNA 10008S6//B. taurus aicrosatel I i te aarker ETH8 (D6S3) DNA.// 
0.0024: 253 :60//Z22747 

FHIANNA1000BS9//Sequence 6 froa Patent W09722695.//2. 3e-79: 533:82/ 

/A63S53 

F-NANNA 1000862 

FHIANNAI000B63//Hoao sapiens genoaic DNA. chroaosoae Zlqll.l, sega 
ent 21/28. WORKING DRAFT SEQUENCE. //I. Oe-28: 439: 64//AP0000S0 
F-NANNA 1000665 

FHIANNA 1 000867//C I T-HSP-2385J8.TR. 1 CIT-HSP Hoao sapiens genoaic c 
lone 238SJ8. genoaic survey sequence.//0. 00017: 158: 70//A0240906 
F -WANNA I000875//Hoao sapiens DNA sequence froa PAC 232G24 on chroa 
osoae Xq27. l-q27. 3. Contains two eions siailar to MAGE gene faail 
y. EST, CA repeat. STS. coaplete sequence. 7/1. 0:1 21. 68//AL0221 52 
FHIAIMAt000876//HoBo sapiens clone HS19.6 Alu-YtS sequence. //8. 4e- 
41:185:90//AF015I52 

F-NANNA 1000B77//Hoao sapiens DNA sequence froa clone 78F24 on chro 
aosoae 22q12. 1-12. 3. Contains one exon of an Oxysterol-binding pro 
tein (OSBP) LIKE gene. Contains GSSs and an STS, coaplete sequenc 
e. //8. 3e-57 : 522 : 75//AL022336 

F-NANNA I 000B80//Hoao sapiens full length insert cONA clone ZD54AI 
0.//5. 2e-26: 143: 100//AFO86327 

F-NANNA 1000883//Huaan DNA sequence froa clone 786D3 on chroaosoae 

22q13.31-33 Contains GSS. coaplete sequence. //0. 99: 225:63//AL0238O 
I 

F-NANNAI000897//R.nor*«gjcus aRNA for plasaa protein. //4. 8e-07: 47 
9:58//T11283 

FHUMNA100090S//F26L5TRB IGF Arabidopsis thaliana genoaic clone F2 
6L5. genoaic survey sequence. //0. 94: 1 15: 66//B61433 
FHaANNA1000906//HS_3UO_82,A11_NR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=31l0 Co 1=22 Row=B, gen 
oaic survey sequence. //2. Se-63: S48:78//AQ1 8281 9 
F-NANNA 1000908//Huaan DNA sequence *»e SEQUENCING IN PROGRESS 
froa clone 27K12. WORKING DRAFT SEQUENCE. //5. 2e-80: 480: 90//AL03339 
7 

F-WAMIA10009I4//Plasaodiua falciparua NAL3P8. coaplete sequence.// 
7. 6e-09 : 596 : S8//AL034560 

F-NANNA 1 00092 1 //CI T-HSP-2I7108.TR CIT-HSP Hoao sapiens genoaic do 
ne 217108. genoaic survey sequence. //6. 6e-07: 249: 66//B8957 5 
F-NANNA 1 000931 //Hoao sapiens clone 0J0892G19. coaplete sequence.// 
2. 9e-43 : 41 5: 66//AC00491 7 

F-NANNA1000940//HS-10S6-A2-E02-NF.abi ClT Huaan Genoaic Spera Li br 
try C Hoao sapiens genoaic clone Plate=CT 778 Co I =4 Row=l, genoaic 

survey sequence. //6. 1e-44:235:78//B47296 
F-NANHA1 000941 //Hoao sapiens Chroaosoae 16 BAC clone CIT987-SKA-M 
3A6 "coaplete genoaic sequence, coaplete sequence. //9.4e-48: 443: 7 
S//AC002299 

F-NANNA 1 00094 2//Huaan DNA sequence froa clone 914P14 on chroaosoae 
Xq23 Contains calpain-tike protease gene. OCX (doublecortin) EST 
s. CA repeat. GSS, coaplete sequence. //1 . 8e-1 4 : 1 75 : 76//AL03 1117 
F-NANNA1000943//Plasaodiua falciparua 307 chroaosoae 12 PFYAC492 g 
enoaic sequence, WORKING DRAFT SEQUENCE, 5 unordered pieces. //0. 00 
82:684:56//ACO0S308 

F-WAtNJA1000956//Hoao sapiens chroaosoae 16, con id clone 363E3 (LA 
NL), coaplete sequence. //3. 3e- 30: 530: 67//AC004643 
F-NANNA 1 000 957//HS_3 03 9_A2_C08_NF ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate*3039 Col=16 Row=E. gen 
oaic survey sequence. //I. 3e-72: 390: 94//AQI 551 21 
F-NANNA1000962//Hoao sapiens clone DJ07S6H11. WORKING DRAFT SEQUEN 
CE. 5 unordered pieces.//l.8e-58:318:86//AC006001 
FHIANNA1000968//Hoao sapiens DNA sequence froa clone 511B24 on chr 
oaosoae 20q1 1.2-12. Contains the TOPI gene for Topoisoaerase I, th 
e PLCG1 gene for 1 -Phosphatidyl inosi tol-4. 5-Bisphosphate Phosphodi 
esterase Gaaaa 1 (EC 3.1.4.11. PLC-Gaaaa-I. Phosphol ipase C-Gaaaa- 
1 PLC- II, PLC- 148). the KIAA0395 gene for a probable Zinc Finger H 
oaeoboi protein and a 60S Ribosoaal Protein L23 LIKE pseudogene. C 
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ontains a predicted CpG island, ESTs, STSs and GSSs. coaplete sequ 
ence. //I . 4e- 1 8 : 396 : 65//AL022394 

F-NANWA100097S//Huain DNA sequence froa clone 34417 on chroaosoae 
Xpl I. 21-11. 3. Contains a Keratin, Type II Cytoskoletal 8 (Cytokera 
tin 8, CYKB, KRT8) pseudogene, ESTs and a CSS, coaplete sequence./ 
/1. 4e- 79 : 690 : 77//AL0244S8 

F-WANNA1000979//Hoao sapiens PAC clone OJ1186C01 froa 7q21.2-q31. 
I. coaplete sequence. //0. 089: 214: 66//AC004991 

F-NANNA 1 000987//Kuaan PAC clone DJS27C21 froa Xq23. coaplete seque 
nee. //I . 1 e-58 : 458 : 82//AC00O1 1 4 

F-NANMAt 000998//Huaan DNA sequence froa PAC 997K18 on chroaosoae 2 
0pl2. Contains ESTs and CA repeat. //1. 1e-05:439:62//AL02l406 
FHtAMMA1001003//Hoao sapiens DNA sequence froa PAC 93L7 on chroaos 
oae Xq2l. Contains part of the CHN (TCO. REPI) gene coding for RAB 
Escort protein 1 (REP-I. RAB proteins gerany Igeranyl transferase c 
oaponent A 1. Choroideraeaia protein. Tapetochoroidal Dystrophy (T, 
CO) protein). Contains ESTs and an STS, coaplete sequence. //0. 24: 1 
66 68//AL022401 

F-NAJaaA1001008//Hoao sapiens »»• SEQUENCING IN PROGRESS ***. WORK I 
NG DRAFT SEQUENCE. //I. 6e- 103: 139: 99//AJ01 1929 

F-NANNA 1001021/ /Hoao sapiens clone 74544 beta-dystrobrevin aRNA. p 
artial cds.//6. Se-48:465: 76//AF070567 

F-NAMMA1001024//CITBI-E1-25O1L21. TF. I CI TBI -El Hoao sapiens genoai 
c clone 2501 L21. genoaic survey sequence. //1 . 0: 175: 62//AQ241701 
F-NANNA 1 001 0 30/ /Hoao sapiens G protein-coupled receptor LGR5 (LGR 
5) aRNA. coaplete cds.//1 . Ie-30:753:61//AF061444 
F-NANNA 1 001 03 5//Huaan Chroaosoae 16 BAC clone CIT987SK-A-1O00D7. c 
oapl ete sequence. //7. 9e-24: 256 : 76//AC00299O 

F-NANNA 1 001 038//C I T-HSP-2284N21.TF CIT-HSP Hoao sapiens genoaic cl 
one 2284N21. genoaic survey sequence. //0. 96:78: 75//AQ000903 
F-HANNAI 001 041 //Chicken aRNA for alpha-act inin. coaplete cds.//2.8 
e-09:35S:63//D26597 

F-NANNA 1 001 050//Hoao sapiens BAC clone RG060P12 froa 7q21. coaplet 
e sequence, fit. 6e-40: 378: 76//AC0024S7 

F-NANNA 1 0010 S9//Nouse RNA helicase and RNA-dependent ATPase froa t 
he DEAD box faaily aRNA. coaplete cds.//4. 8e-97:661 :83//L25125 
F-NANNA1001067//Hoao sipiens genoaic intron breakpoint sequence of 

NLL rearrangeaent. 285 bp. //2. 8e-18: 110: 1O0//AJ00Q169 
F-NANNA 1 00 1 073//HS_3046_A2_C08_NF ClT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate=3Q46 Co 1=1 6 Row=M. gen 
oaic survey sequence. //I. 0:1 42: 68//AQ098420 

F-NANNA 1 001 074//Huaan DNA sequence «ee SEQUENCING IN PROGRESS *»• 
froa clone 4S5J7. WORKING DRAFT SEQUENCE. //I. 2e-23: 386: 70//AL03173 
3 

F-NANNA 1 D0 107 5//Hoao sapiens (clone F4) transaeabrane protein aRNA 

sequence.//!. 1e-27: 559: 65//L09749 
F-NANNA1001078//Hoao sapiens chroaosoae 17. clone hRPK. 346_K_10, c 
oapl ete sequence. //2. 0e-22:334:69//AC006120 

F-NANNA 100 10 80//Huaan iaaunoglobul i n heavy chain variable region 
(VH III faaily) froa IgN rheuaatoid factor. //6. 4e-58: 327: 92//L291 5 
5 

F-iANHA100t082//Hoao sapiens Xp22 CSHB-314C4 (Genoae Systeas Huaan 
BAC library) coaplete sequence. //3. 6e-87: 695: 77//AC0O4087 
F-NANNA 1 001 091 //Hoao sapiens chroaosoae 19. cosaid F21967. coaplet 
e sequence. //7.0e-0S: 594: 60//AC0052 56 

F-NANMAI0O1092//Huaan DNA sequence froa PAC 49C23 on chroaosoae X 
contains aalate dehydrogenase pseudogene and STS. //I. Se-91 : 174:87/ 
/Z93019 

F-NANMA1001tOS//Hoao sapiens OVO-like 1 binding protein (0V0L1) aR 
NA, coaplete cds. //6. 4e-23: 507: 66//AF0 16045 

F-NANNA) 001 1l0//Hoao sapiens chroaosoae 19, cosaid F 168 15. coaplet 
e sequence. //0. 77: 316: 60//AC0O4637 

F-NANNAI001126//HOBO sapiens PAC 50H2 in the CUTLI locus, coaplete 

sequence. //3. 3e-2l : 237 : 73//AF047825 
F-NANNAI001I33//Huaan DNA sequence froa BAC 57C9 on chroaosoae 22q 
12.1 Contains ESTs. CA repeat. GSS.//0. 97: 202:63//Z951 16 
F-NANNA 1 001 139//tricarboxylate carrier [rats, liver. aRNA Partial. 

2986 n t] . //1 . 6e-84 : 406 : 82//S7001 1 
F-NANNA 1001 1 43//Hoao sapiens ONA sequence froa cosaid N75B3 on chr 
oaosoae 22 Contains EST, exon trap, coaplete sequence. //1 . 3e-14: 18 
2:76//AL022339 

F-NANNA 1001 1 45//Huaan DNA sequence froa cosaid cUIISGII. between ■ 
arkers DXS6791 and OXS8038 on chroaosoae X contains ESTs and STS./ 
/5.2e-87:714:78//Z71187 

F-NANMA10011S4//CIT-HSP-2341013.TF CIT-HSP Hoao sapiens genoaic cl 
one 2341013. genoaic survey sequence. //0. 00051 : 249: 61//AQ05573S 
F-NANMA1001I61//Hoao sapiens chroaosoae 14. BAC CITB-13SH17 conta 
ining the RAD5ILI gene, coaplete sequence. //2. 2e-30: 410: 70//AC0045 
18 

F-NANNA 1 001 162/ /Hoao sapiens full length insert cONA clone ZA79C0 
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I . //2. 4e- 1 3 : 87 : 1 00//AF086I 23 

FHsA*bUI001181//Mus ausculus C2C12 unknown «RHA. partial cds.//9.3 
o-1S:432:60//U31629 

F-eUJaU1001186//Hoao sapiens chroaosoae 17. clone hRPK. 74_E_22, c 

<Mpl«te sequence. //6. 8o-57 : 670: 72//AC005696 

F-MAMU100I191 

F-aAaaUIOOI198//Mus ausculus epslSR aRKA, coaplete cdl.//t. 5e-117: 

7S9:84//U291S6 

F-MAkHAI 001202 

FHIAHU1001203//Ho«o sap i em chroaosoae 17. clone hRPK. 22_N_I2. I 
ORKING DRAFT SEQUENCE, 2 ordered pieces.//! . Se-I 61 : 764: 98//AC00541 
2 

F-aVuaUIOOI206//Hoao sapiens chroaosoae 17. clone HCIT421K24. coap 
lete sequence. //5. 1e-30:S35:6S//AC004099 

F-NAaMAl001215//Howo sapiens chroaosoae 19. CIT-HSP BAC 470n8, coa 
pi ete sequence. //6. 4e-l82 : 860: 98//AC00S393 

F-IVUMA100I220//Hoao sapiens PAC clone DJ074SK06 froa 7q31, coaple 
te sequence.//?. 7e-58:690: 70//AC004875 

FHUaaUIOOI222//liouse loricrin aRNA. coap I ete cds.//2. 7e-07:624:5B 
//M34398 

FHIAIemA1001243//Hoao sapiens chroaosoae 17. clone hRPK. 192_H_23, 
coaplete sequence. //0. 91 : 1 77: 66//AC005726 
F-MANMA 1001 244 

FHIAMIA1001249//Huaan 28S ribosoaal RNA psuedogenes and alu repeat 

region sequence. //6. 7e-09 : 502 : S8//U6761 6 
F-MAaaA100l256//Huairi DMA sequence troa clone 44IJI on chroaosoae 
6p24 Contains STS, CSS. coaplete sequence. //S. Oe-37: 342: 80//Z99495 
FHUINsA1001259 

FHtAaaU10012(0//Ho8o sapiens aft HA tor KIAA0661 protein, coaplete c 
ds. //8 . 7e-40 : 6S9 : 64//AB0 1 456 ! 

F-aAlatt1001268//Hoao sapiens PAC clone DJ0844F09 froa 7p12-pl3, CO 
apt ete sequence. //4.9e-43: 265: 81 //AC004453 

F-bAbbA10u1271//SsI»o salar DMA for a cryptic repeat. //2. 6e-06: 31 
1:63//AJ012206 

F-tAMIA100l274//Hoao sapiens Clone DJ0607J02. fORKING ORAFT SEQUEN 
CE. 12 unordered pieces. //6.6e-70: 327 : 83//AC004840 
FHUftMA1001280//Hoao sapiens lp22 bins 87-93 PAC RPCI1-122K4 (Ros* 
eil Park Cancer Institute Huaan PAC Library) coaplete sequence.// 
1.0e-05:276:66//AC003035 

F-MAMIA1001292//Huaan DMA sequence froa clone 1170X4 on chroaosoae 
22ql2. 2-13. I. Contains three novel genes, one of which codes for 
a Trypsin faaily protein with class A LDL receptor doaains, and th 
e IL2RB gene for Interleukin 2 Receptor. Beta (IL-2 Receptor. CD12 
2 antigen). Contains a putative CpG island. ESTs. and GSSs. coaple 
te sequence.//3.6e-98:199:98//AL022314 

FHWamA1001296//RPCl11-38B4.T¥ RPCI-11 Hoao sapiens gcnoaic clone 
RPCI-1 1-3884. genoaic survey sequence. //4. 7e-33: 292: 71 //AQ030084 
FHIAkaU1001298//Hoao sapiens chroaosoae 17. clone hRPK. 849_N_1S. c 
oapiete sequence. //I. 6e-182: 860: 98//AC005703 

FHIAMU100I30S//Huaan DMA sequence froa clone 116F5 on chroaosoae 
22q13. Contains part of an unknown gene and part of a RhoGAP (C0C4 
2 GTPAse Activating Protein) LIKE gene. Contains ESTs. STSs. GSSs. 
genoaic aarker 022SI168 and a CA repeat potyaorphisa. coaplete se 
quence. //I . 9e-70: 1 63: 97//Z93244 

FHIAR8IA100t322//HuBan OMA sequence froa clone 774124 on chroaosoae 
Jq24. 1-24. 3 Contains protein siailar to pregnancy-associated plas 
aa protein A precursor neuronal aigration protein astrotactin. EST 
s. STS and CSS. coaplete sequence. //2.6e-l 9: 379: 68//AL03 1290 
F-ttA8MA100l324//Huaan DMA sequence SEQUENCING IN PROGRESS *«e 
froa clone I97LI. fORKING ORAFT SEQUENCE. //4. Se-1 31 : 751 :90//AL03 13 
90 

FHUIIIA100I330 

FHUNHAIOOI 341 //Sua scrota. //1. 6e-36 : 420: 73//Z46906 
F-MAMMA1001343//PlasaodiuB falciparua DNA SEQUENCING IN PROGRE 
SS mi froa MALI PI. fORKING DRAFT SEQUENCE. //I. I e-05: 818: 58//AL031 
744 

F-NANMA1001346 

F-MANNA100I383//Hoao sapiens. WORKING ORAFT SEQUENCE. 52 unordered 
pi eces. //2. Oe-44: 505: 74//AC004086 
F-aAlasA10OI368//Huaan IGF binding protein coap I ex acid-labile subu 
nit a aRNA. coaplete cds.//1.5e-07:4!5:58//N86826 
F-ettaaA1001397//Huaan DMA sequence froa clone 46208 on chroaosoae 
22q11. 21-12. 1 Contains EST. STS and GSS. coaplete sequence.//! . 6e- 
23:209:7S//AL022332 

F-evuBU!001408//HS_3242_A1_Ht!_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3242 Co I =2 1 Row=0. gen 
oaic survey sequence. //2. 7e-07: 181 : 69//AQ207300 
F-HANMA100141 l//Hoao sapiens autosoaal doainant polycystic kidney 
disease type II protein (PK02) gene, eion 14. //0. 98: 1 20 : 68//AF0048 
72 



F-eUle*A1001419//HS_20S3_8l_FI2_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=205J Col=23 «ow=i, gen 
oaic survey sequence. //I. 9e-7S: 424: 93//AQ244S8S 
F-MAIMA1001426//HO8O sapiens chroaosoae 4 clone B203C23 aap 4q2S. 
coapl ete sequence. //I. 4e-09: 199: 70//AC004049 

FHUMNAt00t435//Hoao sapiens chroaosoae I6pl 1. 2 BAC clone CIT987S 
K-201104. I0RKING DRAFT SEQUENCE. 4 unordered pieces. //5. 1e-42: 55 
8:69//AC004529 

F-NAJBaA1001442//PlasBOdiua falciparua chroaosoBe 2. section 37 of 
73 of the coaplete sequence. //0. 0019:516: 56//AE001 400 
F-IIABBA1001446//HO8O sapiens Xp22 BAC GSHB-519E5 (Genoae Systeas H 
uaan BAC library) coaplete sequence.//3.6e-42:486:70//AC003684 
F-MAMMA10014S2//RPCI 11-48022. TJ RPCI1I Hoao ispi ens genoaic clone 
R-48022. genoaic survey sequence. //S. 3e-87: 423: 98//AQI 99294 
F-BA1NIA1001465//Huaan ONA sequence tte SEQUENCING IN PROGRESS »»« 
froa clone 41407. fORKING ORAFT. SEQUENCE. //0. 00038: 1 14: 75//AL033S4 
3 

F-aANHAl00t476//Nus ausculus uridine kinase aRNA. partial cds.//4. 
le-99:604:87//L31783 

F-MANMA1001487//Hoao sapiens clone DJI070G24. WORKING ORAFT SEQUEN 

CE. 12 unordered pieces.//!. Oe-13: 158:77//AC0OS486 

F-MAfcHA tOOl 501 //Hunan aRNA for calciua activated neutral protease 

large subunit (euCANP. calpain. EC 3.4. 22. !7).//9. 6e-52:438:81//I0 

4366 

F-«AlBU10O15O2//Huean DNA sequence SEQUENCING IN PROGRESS t*l 
froa clone 356B7. TORKINC ORAFT SEQUENCE. //3. 7e-1 52: 720: 99//AL031 7 
14 

F-MAHIA1001510//Huaan PAC clone DJ43804 froa 22q12. 1-qter. coaplet 
e sequence. //I. 1 e-05: 371 : 61//AC002378 
F-MAWntAl 001 522 
F-MAaaA 100 1547 

F-MAJbWI 00 1551 //Hoao sapiens aRNA for KIAA0462 protein, part. a I cd 
s.//2.3e-128:614:98//AB007931 

F-tlANMA1001S75//Huaan Chroaosoae 16 BAC clone CIT987SK-A-81SA9. co 
ap I e t e sequence. //0. 97 : 1 54 : 68//AF001 548 

F-eUa«At00l576//Huaan gaaaa-tubul in aRNA. coaplete cds.//1.8e-95:S 
29:91//N6I764 

F-MANMA1O0159O//HuBan DNA sequence froa clone 125H2 on chroaosoae 
22ql1-12 Contains part of ayosin heavy chain gene. EST, CA repeat. 

STS. CSS. coaplete sequence.//!. Be-07: 104:84//Z98949 
F-MAIaU100l600//HS_3022_A2_H01_T7 CIT Approved Huaan Genoaic Spera 

Library D Hoao sapiens genoaic clone Plate=3022 Co I =2 Row^O, geno 
aic survey sequence. //! . 6e-66: 405: 90//AQ1 63791 

F-MANNA1001604//Huaan DNA sequence froa clone I114G22 on chroaosoa 
e 1q24-2S Contains EST, CA repeat. Ninenin like sequence, coaplete 
sequence. //0. 00043: 71 5: 58//AL008626 
F-aABBA)0Dt606//jd114 Trypanosoae Shotgun N!3 genoaic Trypanosoma 
brucei brucei genoaic clone 2G6. genoaic survey sequence. //0. 19:26 
6 62//BI3685 

FHIANalAI0DI620//Hoao sapiens aonocy te/neutrophi I etsstsse inhibitc 
r gene, coaplete cds.//9. 7e-54:442:69//AF053630 

F-NAINIA1001627//I. boreal is ribosoaal spacer DNA, with a DNasel-hyp 
ersensitive site.//0. 14:221 :62//N2983 3 

F-BABNAI001630//HOBO sapiens chroaosoae 17. clone hRPK. 22_N_12. * 
ORKING DRAFT SEQUENCE, 2 ordered pi eces.//2. 0e-47:6l 1 :71//AC00541 2 
F-aAlaUl001633//Huaan zinc finger protein (LOS-1) aRNA. coaplete c 
ds. //I . I e-42 611: 67//U57796 

F-IIAaaA1001635//Huaan BAC clone RG072E1! froa 7q21-7q22. coaplete 
sequence.//4.0e-35:407:7O//AC000118 

F-eJAeaU1001649//Huaan DNA sequence froa clone 353H6 on chroaosoae 
Iq25-26. 2. Contains the alternatively spliced SIARCAI gene for Sll 
/SNF related, aatria associated, actin dependent regulator of cbro 
aatin, subfaaily a, aeaber 1 (SNF2L1) and a 40S Ribosoaal Protein 
S26 pseudogene. Contains ESTs, STSs and GSSs, coaplete sequence.// 
0.44: 245 :63//AL022577 

F-BAaVA1001654//aouse transcriptional control eleaent. //0. 0025: 18 
9:63//M17284 

F-IIAWIA1001663//CIT-HSP-2165E16.TR CIT-HSP Hoao sapiens genoaic cl 
one 2I65E16, genoaic survey sequence. //9. 7e-05: 146: 66//B9549 1 
F-«AB*A1001670//HS_3l36_At_G06_MR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate«3t36 Col -1 1 «ow=i, gen 
oaic survey sequence. //3. te-28: 237: 85//AQ1 48779 
F-aANMA100l671//Hoao sapiens chroaosoae 19. cosaid F23269. coaplet 
e sequence. //3. 3e-181 :863:98//AC005614 

F-aAlilA1001679//HS_3054_AI_H11_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3054 Col =21 Row=Q, gen 
oaic survey sequence.//!. 0:89: 70// AQ1061 18 

F-NANNA10016B3//Speraatozops is siflilis aRNA for 90 kD basal appara 
tus-protein.//8.3e-07:480:62//AJ224970 

F-aAMMA1001686//HS_32l9_B1_A03_NR CIT Approved Huaan Genoaic Spera 
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Library D Hoao sapiens genomic clone Plate=3219 Co I =5 Row=8. geno 
■ic survey sequence. //O. 00072: 180: 65//AQ1 80345 

F-HAIMA1001692//HS_3047_B1_B10_IF C(T Approved Huaan Genoaic Spare) 
Library 0 Hoeo sapiens genoaic done Ptate=3047 Cot = 19 Ro*=0, gen 
oaiic survey sequence.//?. 5e-94: 459: 98//AQ1 34228 
F-NAItlA100mi//HoBO sapiens clone DJO635005, WORK I KG DRAFT SEQUEN 
CC. 7 unordered pieces.//!. 2e-42:3l6:82//AC00484S 
F-**IbbA1001715//CIT-HSP-2347A»4.TF CIT-HSP Hobo sapiens genoaic cl 
one 2347A14. genoaic survey sequence.//! . le-60: 413: 87//AQ0591 25 
F -MANIA 1 001 730//Hono sapiens brain and nasopharyngeal cercinoaa su 
sceplibitity protein NSC-i aRNA, partial cds.//1.8e-t33:646:97//AF 
095687 

F-MAHUl00l735//chicken brain tubulin beta chain arna.//3. Se-1 10:7 
40:84//J009l3 

F-HAIflA1001740//Huaan ONA sequence froa PAC 136017 on chroaosoae I 

contains ESTs and STS.//0.98:4I6:57//Z7200I 
FH8A1MA1001743//Hoao sapiens clone DJ 098 1007, coaplete sequence.// 
3.2e-16:194:7S//AC0060l7 

F-aAlBMlQ01744//Hoao sapiens DMA sequence froa clone 466 18 on chro 
aosoae foil. 1-13.2. Contains an unknown gene siailar to Coagulatio 
n Factor V (Activated Protein C Cof actor). Coagulation Factor VIII 
(Procoagulant Coaponenl) and Ceruloplasain (EC 1.16.3.1, Ferroiid 
ase). Contains ESTs and an STS. coaplete sequence. //0. 0036: 181 : 66/ 
/AL030998 

FHUUtJA1001745//Hoao sapiens BAC clone S29F11 froa 8q21, coaplete 
sequence. //I . 2 8-60: 82? : 68//AF070718 

FHMaYAI0017S1//Huaan potassiua channel KCN01 aRNA. coaplete cds./ 
/1.2e-35:583:65//U90065 

FHM8MA10017S4//BOS taurus vacuolar proton puap subunit SFO alpha 
isofora (SFO) aRNA, coaplete cds.//8.4e-102:627:87//AF04133B 
F-WUaUl001757//HS.2058_B2^C04_iR CIT Approved Huaan Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate=2058 Co I =8 Ro«=F. geno 
aic survey sequence.//!. 7e-24: 173: 88//AQ24386S 

F-aVWU001760//Huaan DNA sequence froa clone 3541119 on chroaosoae 
6q22. Contains the 3' part of the gene for Mannosy I -01 igosacchar i 
de Alpha- I. 2-Mannosidase (lan(9)-aipha-aannosidaso. EC 3.2.1.113), 
a Cytochroae C Oxidase Polypeptide I (EC 1.9. 3.1) pseudogene and 
a pseudogene siailar to 60S Ribosoaal Protein L13A. Contains genoa 
ic Barkers D6S287 and 06S1696. ESTs. STSs. GSSs and two CA repeat 
polyaorphisBS. coaplete sequence. //6. 6e-76: 349: 87//AL022722 
FHM8MA1001764//Saccharoayces douglasii aitochondrial cytochroae c 
oxidase subunit I (COX I) gene, coaplete cds. //0. 23:633: 57//N9751 4 
FHWBJA100!768//Bovine herpesvirus I coaplete genoae.7/2. 3e-11 :54 
7:60//AJ004801 

FHIAINtA1Q01769//Hoao sapiens I2qt3. I PAC RPCM-228P16 (Roswell Par 
k Cancer Institute Huaan PAC Library) coaplete sequence. //1. ie-76: 
509:78//AC004801 

F-«AB*A1001771//y.eusculus aRNA for seaaphorin B.//2. 7e- 106: 744:82 
//X8S991 

F-MAaBA!001783//Hu«n PAC clone 127H14 froa 12q. coaplete sequenc 

e. //6. Oe-20: 228: 75//ACO02563 

FHIAMIA100178S 

FHUMIAI001788//Huaan ONA sequence froa clone 425C14 on chroaosoae • 
6q22 Contains the HSF2 gene for Heat Shock Factor 2 (Heat Shock T 
ranscription Factor 2. HSTF 2) and an unknown gene siailar to the 
placental protein DIFF33 gene. Contains ESTs. STSs and GSSs. coapi 
ete sequence. //S.0e-0S:1 52: 74//Z99 129 

F-MAaTIA1001790//Hoao sapiens chroaosoae 12pl3.3 clone RPCI 3-45482 
3. I0RKING ORAFT SEQUENCE. 48 unordered pieces. //4. 5e-S3 : 31 8 :80//A 
C00584S 

FHUuBU!00t806//Hoao sapiens chroaosoae 19. cosaid R29368. coaptet 
e sequence.//!. 0:1 31 :67//AC004262 

F-IIAMMA1001812//Huaao Chroaosoae X clone OWXDI87. coaplete sequenc 
0.//3. 0e-34:257:83//AC004383 

FHIAMU100I81S//HOBO sapiens PAC clone DJ085OCOI froa 7q2t.2-q22, 
coaplete sequence. //S. 2e-6 1 : 516: 79//AC004 128 

FHIA1MAIOOI8I7//Hoao sapiens 12o24 PAC RPC 11-26 IPS (Roswell Park C 
ancer Institute Huaan PAC library) coaplete sequence. //3. 1e-32: 29 
5:78//AC004031 

FHWHA1Q01SI6//Hoao sapiens chroaosoae 21q22.3. PAC clones 3I4N7, 
225LI5. BAC clone 7B7. coaplete sequence bases I . . 333303. //0. 71:1 
79:67//AJ011930 

FHMIIAI001820//Rattus norvegicus aRNA for PAC608 gene.//3. Oe-91 :7 
26:79//TI3146 

F-MNHAI001624//HS_3108_AUG12_NR ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3108 Cof =23 Row^B. gen 
oaic survey sequence. //3.4e-05: 11 9: 74//AQ1 07508 
FHMMMA1001836//HOBO sapiens chroaosoae 18. clone hRPX. 537_E_1 . co 
apt ete sequence. //3. 4e-45: 312: 85//AC00621 1 

F-liABBJA10O1837//Rattuj norvegicus zinc finger protein Y1 (RLZF-Y) 
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aRNA. coaplete cds. //A. Se-51 :480: 75//AF052042 

F-IUa«AI00t848//CITBI-£l-2SI6Pl7.TF CITBI-C1 Hoao sapiens genoaic 
clone 2516P17. genoaic survey sequence.//!. Oe- 100: 486: 98//AQ2 7 96 20 
F-bANbUI 001 851 //Huaan DNA froa overlapping chroaosoae I 9-s pacific 
cosaids R30072 and R2BS88. genoaic sequence, coaplete sequence.// 
5. le-O7:!97:67//ACOO2390 
FHUIWA10018S4 

F-BVUBM10018S8//RPCI11-ML22.TP RPCI-11 Hoao sapiens genoaic clone 
RPCI-II-11L22, genoaic survey sequence. //0. 091 : 161 :65//B75631 
F-aVUaBAlQ0lB64//Huaan PAC clone DJ0205E24 froa Xq23, coaplete sequ 
ence. //2. 6e-09: 397 : 61//ACOO301 3 

F-la*aBttlOOI868//HS_2196_B2_AI2_«R CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone PI at 0^21 96 Col -24 Row=B. gen 
oaic survey sequence. //S. 8e-l 3:86: 1O0//AQO32455 
F-NABBAl 001 874//H. sapiens CpG island DNA genoaic Nset fragaent, cl 
one 63hS. reverse read cpg63hS. rt1a.//l. 0: 127:63//Z62I29 
FHUIa1A10OI878//Huaan DNA sequence froa BAC 999010 on chroaosoae I 
2q13.3. Contains two BAC end-sequences (GSSs) .//I. 7e-19:372:67//Z9 
4802 

F-NAIIIAI001880//RPCIU-90K3.TJ RPCI11 Hoao sapiens genoaic clone 
R-90K3. genoaic survey sequence. //6. 6e-1 1 : 362: 62//AQ283465 
F-«AalU1001890//Huaan ONA sequence SEQUENCING IN PROGRESS »** 
froa clone 508 II 5. I0RXING DRAF7 SEQUENCE. //1 . 8e-45 : 3 1 7 : 86//AL02 1 7 
07 

F -MAMMA I 001 907//Huaan DNA sequence SEQUENCING IN PROGRESS »** 
froa clone 424J12. NORKING DRAFT SEQUENCE. //2. 7e-2 3 : 255 : 77//ZB2207 
F-NAIMA1001908//HS_2225_A1_A03_NR CI7 Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2225 Col =5 How-A. geno 
aic survey sequence. //S.4e-08: 264: 6 2//AQ30 1597 

F-M7UalU1001931//HS_3049_B2J)09JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Pltte=3049 Col =18 Row=H, gen 
oaic survey sequence. //I. 7e-47:29S: 90//AQ1O0I 57 
F-NANMAI001956//H. sapiens DNA sequence. //0. 056:233: 66//Z22493 
F-NAaBJA1001963//Hoflo sapiens adenylosuccinate lyase gene, coaplete 

cds.//0. 99: 173: 68//AF 106656 
F-NAatlA1001969//Huaan DNA sequence froa cosaid 232L22, between aar 
kers DXS366 and DXS87 on chroaosoae X contains ESTs glycerol kinai 
e pseudogene. //5. 3e-63:479:78//Z73986 

F-MAMMAI00!970//Hoao sapiens BAC clone BK08SE0S froa 22q12:1 -qter . 

coaplete sequence. //I . 4e-1 26 : 699: 93//AC003071 
F-NAlsYAI001992//HS_3078.A1_A09_MF CIT Approved Huaan Cenoaic Spera 

Library D Hoao sapiens genoaic clone Plate=307B Col =1 7 Row~A, gan 
oaic survey sequenc e. //3. 3e-08: 257: 65// AQ1 43646 
F-BAMHAI002D09//HOBO sapiens chroaosoae 17. clone hRPK. 214.0.1. co 
apt ete sequence. //! . Se-07: 244: 62//AC005224 

F-B*I*A1002011//HS_3252_B1_B05JIR CIT Approved Huaan Cenoaic Spera 
Library D Hoao sapiens genoaic clone Plate=32S2 Col=9 Row=D. geno 
aic survey sequence.//! . 3e-07: 170: 69//AQ30471 1 

F-NAIMAI002032//Hoao sapiens chroaosOBe I2pl3.3. WORKING DRAFT SEQ 
UENCE. 37 unordered pi eces.//2. 1 e-34:315: 79//AC004803 
F-UUa1A1002033//HS_3023jt2j;04J7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3023 Co I =8 Row=M, geno 
aic survey sequence. //4. 3e-69: 366: 94//AQ1 05493 

F-a^ANMA 1002041 //Gen oaic sequence froa Huaan 9q34, coaplete sequenc 
e.//5.3e-8S:439:82//AC001227 

F-MMIA1002Q42//Hoao sapiens chroaosoae 3. clone hRPK. 165_l_16. co 
ap I e t e s equenc e. // 1 . 4e-20 : 31 4 : 70//AC00566 9 

F-BVkaBWl002047//HOBO sapiens 12p13.3 BAC RPC 1 1 1 -429A20 (Roswell Pa 
rk Cancer Institute Huaan BAC Library) coaplete sequence. //6. 8«-l 
4:526:62//ACO059O6 

F-aVUWA1002056//HuBan ONA sequence froa clone 1189824 on chroaosoa 
e Xq25-26. 3. Contains NADH-Ubiqu inone Oxidoreductase MLRQ subunit 
(EC 1.6.5.3, EC 1.6.99.3. CI-MLRQ). Tubulin Beta and Proto-oncogen 
e Tyros ine-prote in Kinase FER (EC 2.7.1.112.. P94-FER. C-FER. TYK3) 

pseudogenes. and part of a novel gene siailar to hypothetical pro 
teins S. poabe C22F3.14C and C. elegans C16A3. 8. Contains ESTs. an 

STS and GSSs, coaplete sequence. //I. te-47: 648: 71 //AL030996 
F-NA10JA1OO2O58//Hoao sapiens PAC clone DJ0732C22 froa 7ptl.2-p13. 
coaplete sequence. //2. 4e-l 9:256: 74//AC0O4869 

F-MAaMAI002068//Hoao sapiens, clone hRPK.2_A_1, coaplete sequence. 
//5. 4e-41 : 407 : 78//AC0061 97 

F-NANMAI002078//Huaan ONA sequence froa PAC 106120 on chroaosoae 2 
2q12 Contains ESTs and STS, coaplete sequence.//0.02t:333:64//Z8l3 
13 

F-MAMMAI 002082 

F-UUSIA1002084//Caenorhebditis elegans cosaid F28C12. coaplete seq 
uence. //0. 032 : 469: S8//Z93380 

F-BAMfAI0O2O93//HS_3050_BI_F06_NR CIT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=305O Cot-11 Row=L. gen 
oaic survey sequence. //I. 0:77: 71 //AQ1 05997 
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FHUUaWA1002108//Hoao sapiens anion exchanger 3 gene, exons 1 and 2 

and complete 5" UTR. //8. 3e-)0: 464: 60//AF01 7308 
F-MAJMA1007U8 

FHUIMA100212S//Koao sapiens chroaosoae 17, clone HCIT2I7L10. coap 
lete sequence. //I . Oe- 35 : 6 1 9: 68//ACQ03962 

FHtAla*AI002132//RPCHI-76F1I.TJ RPCM1 Hoao sapiens genoaic clone 
R-78FII. genoaic survey sequence.// 1. Oe-90: 357:97//AQ286460 
FHIAlextt1002UQ//KoBO sapiens 1 2q24 PAC RPCI1-66E7 (Roiaell Park Ca 
ncer Institute Human PAC library) coap I e to sequence. //I . Se-45: 583: 
64//AC0042I6 

FHtAax1A1Q02l43//Huaan serua constituent protein (USE 5 5) aRNA. coap 
lete cds.//5.0e-11:192:70//ll88338 

F-IIAIBWA1002I45//Huaan DNA sequence **• SEQUENCING IN PROGRESS Mt 
froa clone 102024. WORKING DRAFT SEQUENCE. //0. 0028: 570: S9//AL0ZI 39 
I 

FHIAiajA1002153//HS_3005_AI_OO4_SJF CIT Approved Kuaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=300S Co I =7 8ow=G, geno 
aic survey sequence.//4. 9e-4l : 213: 99//AQ132213 
F-«AIMAI0021SS//Huaan DNA sequence Mt SEQUENCING IN PROGRESS *»* 
froa clone 462023. NORKINC DRAFT SEQUENCE. //I. 2e-4S:303: 78//AL0314 
31 

FHUUfMA 1002 156 

FHttJgMA 1 002 1S8//C I TBI -El -2S08P18.TR CITBI-E1 Hoao sapiens genoaic 
clone 2S08P18. genoaic survey sequence. //7. Ie-42:2SS:92//AQ266165 
FHIAIIIA1002170//Hobo sapiens chroaosoae 17. clone HCIT187M2. coapl 
ete sequence. //2. Oe-81 : 604: 81 //AC004448 

F-a*lfJA1002174//Hoao sapiens clone UflGC:y67c126 froa 6p21. coapl et 
e sequence. //3. 2e-43 : 333 : 83//AC0042 1 2 

F-MAHJA1 0021 98//H. sapiens thiol-speci f ic antioxidant protein aRNA. 
//l.0e-34:!21:98//ZZ2S48 

F-WubWAI002209//HS_2!97_61_E07_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2197 Col=l3 Rcw=j. gen 

oaic survey sequence. //9. 6e- 18: 163: B4//AQ2 10058 

F-MAfcHAI 00221 S/Atoao sapiens anion exchanger 3 gene, exons 1 end 2 
and coaplete 5" UTR.//6.3e-08: 435: 60//AFO 17308 

FHIANHA10022t9//Rattus norvegicus rexo70 aRNA. coaplete cds.//1.8 

e-124:7S2:87//AF032667 

F-MAxHA 1 0022 30//P I aiaod.ua falciparua 307 chroaosoae 12 PFYAC5B8 g 
enoaic sequence. NORKINC ORAFT SEQUENCE. 2 unordered pieces. //0. 6 
7:356:59//AC004710 

F-aAxmlA100223S//Rattus norvegicus initiation factor elF-2B gaaaa s 
ubunit (elF-2B gaaaa) aRNA. coaplete cds.//9. 3e-140:836:87//U382S3 
FHUMIA1002243//Hoao sapiens chroaosoae 17. clone hRPK.H2.HJ0. c 
oapl ete sequence. //1 . 4e-145: 691 : 98//AC005666 

FHIAMU10022SO//Hoao sapiens chroaosoae 16. PI clone 109-9G (LANL 
). coaplete sequence. //6. Oe-1 38: 660: 98//AC005600 
F-MAbbUI002267//Hobo sapiens chroaosoae 2. PI clone 777HS (LBNL H2 
7). coaplete sequence. //0. 066: 333: 60//AC003676 

F-MAftWlA1002268//Nus ausculus sphingosine kinase (SPHKIa) aRNA, par 
tial cds.//l.1e-39:404:74//AF068748 

FHMfMAt002269//HS_3163_BI_D03_NR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3163 Col'S Row=H, geno 
aic survey sequence.//!. 0: 150: 63//AQ1 71 576 

F-IUUB»A1002282//Huaan Chroaosoae 16 BAC clone C I T987SK- 327024, coa 
pi ete sequence. 7/1 . 5e-22 : 3 1 5 : 67//AC0031 08 

FHaVUMA1002292//B.garinii (strain Till) 083/100 gene (partial).// 
0:73: ZOO: 64//X01 533 

F^tAjaaA1002293//Hoao sapiens clone DJ1147A01. WORKING ORAFT SEQUEN 
CE, 25 unordered pieces. //1 . 6e-56:408:7S//AC006023 
FHMMMAI002294//Sequence 2 froa Patent 10951 6779. //1. 8e-06:40l :62/ 
/A45258 

FHaWAI 002297 

FHUMU1002298//Hoao sapiens DNA froa chroaosoae 19. cosaid R2914 
4, coaplete sequence. //0. 0056: 525:6 1//AC004221 

FHUMU10O2299//C I T-HSP-2345B2.TR CIT-HSP Hoao sapiens genoaic do 
ne 2345B2. genoaic survey sequence.//!. 2e-90: 446: 98//AQ053994 . 
FHIAIfJA1002308//Huaan DNA sequence tee SEQUENCING IN PROGRESS Mt 
froa clone 850H21. NORKINC DRAFT SEQUENCE. //I. 3e-35: 329: 78//AL03 16 
80 

F-llAxtlA1002310//Huaan gastric (H+ f K+)-ATPise gene, coaplete cds. 
//0. 0060:301 :60//J 05451 

F-MANHA 1002311 //Huaan Chroaosoae 15q1l-q!3 clone pOJ276c12 froa th 
e Prader-lilli/Angelaan syndroae region, fORKING ORAFT SEQUENCE.. 3 
unordered p i eces. //8. 6e-S0 : 327 : 69//AC004737 
F-MAJMA10Q2312//Hoao sapiens DNA sequence froa PAC 43501 on chroao 
soae Xq2S. Contains ESTs and STS.//1. 3e-09:741 :58//Z86064 
F-MAI8MA1002317 

F-NAINIA10023I9//HOBO sapiens chroaosoae 19. fosaid 39347. coaplete 

sequence. //1 . 9e-l 58 : 746 : 99//AC0057S6 
F-IMIfMA1002322//HoBO sapiens Chroaosoae Mpl4. 3 PAC clone pDJ1034g 



4. coaplete sequence. //S. 3e-52: 6)7: 70//AC004796 
F-WUfJAI002329//Hoao sapiens RaP2 interacting protein 6 (RPIP8) aR 
NA. coaplete cds.//0. 22: 143:67//U93871 

F-eUxaU100Z332//Huaan DNA sequence »»» SEQUENCING IN PROGRESS »«» 
froa clone 30G7. WORKING DRAFT SEQUENCE.//! . 6e-3l : 287: 74// ALO 3440 2 
F-NAIf8U1002333//Nycobacteriua tuberculosis H37Rv coaplete genoae: 
segaen t 1 48/ 1 62. //2. Se-09 : 674 : 59//AL022022 

F-*UaWi002339//Hoao sapiens chroaosoae 2lq22. 3, cosaid clone Q4H9 
coaplete sequence bases I . .41604.//2. 1e-S7:522:77//AJ01 193! 
FHMIfMA100Z347//Hoao sapiens BAC clone RGI36NI7 froa 7plS-p2l. coa 
pi ete sequence. //I. Oe-14: 258: 69//AC004I 29 

F-MAaHAt 00235! //Huaan DNA sequence M» SEQUENCING IN PROGRESS Mt 
froa clone 10S9H15. fORKING DRAFT SEQUENCE. //7. 8e-1 32: 723: 9I//ALQ2 
2100 

FHIAMIAI002352//Huaan DNA sequence *«• SEQUENCING IN PROGRESS est 
froa clone 12803. WORKING DRAFT SEQUENCE. //S. 8e-1 7: 326 : 70//Z98742 
F-UUa1IA!002353//Hoao sapiens clone DJ0292L20. fORKING ORAFT SEQUEN 
CE, 2 unordered pieces. //I . le-14: 399:63//AC004825 
F-MAMIA10023SS//Huaan DNA sequence eat SEQUENCING IN PROGRESS ate 
froa clone 109G6. WORKING DRAFT SEQUENCE. //3. 7e-43: 420: 75//AL02387 
9 

F-UUaBA10023S6//Ptasaodiua falciparua 307 chroaosoae 12 PFTAC81 2 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 8 unordered pieces. //0. 00 
22:534:59//AC0041S3 

F-IIANHA1002359//Hoao sapiens 12p13.3 PAC RPC 1 5-1 180012 (Rosaeli Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence. //S. 3e-l 
8:156:75//AC00583I 

F-U»Ul00236O//Huaan DNA sequence froa cosaid L21F12B. Huntington 
I Oisease Region, chroaosoae 4o16.3. contains EST.//4.9e-43:3S3:6 
9//Z6B88S 

F-HANeUI 002361 //Huaan DNA sequence froa clone 342BI1 on chroaosoae 
22q12. 1-12. 3. Contains ESTs and a GSS, coaplete sequence. //1 . 8e- 2 
2:282:74//AL008719 

FHIAk81A1002362//Plateays spisii CRI-like LINE, partial sequence.// 
0. 00058: 83 :79//D82938 

F-IUI8XA1002380//CIT-HSP-2383K24.TF CIT-HSP Hoao sapiens genoaic cl 
one 2383K24. genoaic survey sequence.//4.4e-IO:8S:92//AQI96889 
F-faVU8MA1002384//RPCin-80J20.TV RPCI11 Hoao sapiens genoaic clone 
R-80J20. genoaic survey sequence. //2. 7e-56:286: 98//AQ284134 
F-NAIMA1002385//CIT-HSP-2328G13.TF CIT-HSP Hoao sapiens genoaic ct 
one 2328G13. genoaic survey sequence. //5. Se-46: 335: 84//AQ043985 
FHUaltAlOOZ392//HoBO sapiens PAC clone 0J0797C0S froa 7q31. coapl e 
to sequence. //8. 5e-29: 273: 78//AC004888 

F-HAfamA 1 0024 1 1 //Huaan DNA sequence froa clone 1044017 on chroaosoa 
e Xpl I. 3-11.4 Contains GSS and STS. coaplete sequence. //B. 2e-09: 26 
7:63//AL023875 

F-tfAMIA10024l3//Plasaodiua falciparua (strain Dd2) var iant-speci f i 
c surface protein (var-l) gene, coaplete cds.//9. 6e-08: 730: 57//L40 
608 

F-aVua*A1002417//Huaan DNA sequence Mt SEQUENCING IN PROGRESS ete 
froa clone 30G7. WORKING DRAFT SEQUENCE. //4. 1 e-06 : 1 81 : 72//AL034402 
F-NAHMA1002427//eet SEQUENCING IN PROGRESS Mt Hoao sapiens chroao 
soae 4, BAC clone C0366K07: HTGS phase 1. WORKING ORAFT SEQUENCE. 
28 unordered pieces. //I. 3e-51 : 593: 72//AC004604 
F-ttANMA 1002428 

FHiAjaiA1002434//Hoao sapiens UNA sequence froa PAC 958B3 on chroao 
soae Ip22. 11-Xp22.22. Contains ESTs STS and CpG island.//7. 3e-S6. 3 
88:81//Z93023 

F-IIAIN1A1002446//C I T-HSP-2324022.TR CIT-HSP Hoao sapiens genoaic cl 
one 2324022. genoaic survey sequence. //2. 3e-56: 302: 95//AQ027479 
F-MAI1IA!0024S4//Hoao sapiens PAC clone DJ1I36G13 froa 7q3S-q36. co 
aplete sequence.//!. le-54: ISO: 94//AC005229 

FHBAIMA1 00246 I //Rett us norvegicus calciua channel alpha-1 subunit 
gene, partial cds. //0. 00045:457 :60//U1 4005 

F-NAIWIAI002470//Saccharoayces eerevisiae chroaosoae VIII cosaid 92 

05. //9. 7e-33 : 709 : 60//UI05S5 

F-NAIxNAI00Z475//Hoao sapiens I2pl3.3 PAC RPC 1 3-340 1 3 (Rosvell Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //0. 092 : 50 
6:58//AC004671 

F-MAIMA1002480//Hoao sapiens clone RC226017. WORKING ORAFT SEQUENC 
£. 2 unordered pi eces. //0. 025: 100: 76//AC005077 
F-IUU«A100248S//Hoao sapiens stannioca lcin-2 (STC-2) aRNA. coapl el 
e cds.//2.9e-ll8:560:98//AF0SS450 

F-aVkNMAI002494//Hoao sapiens Xp22-17S-l76 BAC GSHB-4B4017 (Genoae 
Systeas Huaan BAC Library) coaplete sequence.//!. Se-22: 297: 73//ACO 
05913 

F-llAIWIAI00249a//Huaan PAC clone DJ327A19 froa Kq25-q26. coaplete s 
equence. //7. 2e-1 0: 330: 64//AC002477 

F-NANBlA1002524//Hoao sapiens hunting! in gene, partial axon. //0. 008 
0:I24:72//L49359 
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F-MAHMA1 002530//Hoao sapiens cytosolic phosphol ipase A2 gaaaa (cPL 

A2 gaaaa) aRNA, coaplete cds. //I . 4e-l$0: 775: 97//AFQ6S2I4 

F-b^UbMAI 00254 5//Hoao sapiens chroaosoae 17, clone hRPK.74.E_22. c 

oaplete sequence. //I . 9e-4l : 345 : 80//AC00569S 

F-NAMMA 1002554 

F-MAMMA 1002556 

F-MAIHA 1002566 

F-81AlaMA1002S7l//CIT-HSP-2296N17.TR CIT-HSP Hoao sapiens genoaic cl 
one 22961117. genoaic survey sequence.//!. 7 e-07: 76: 90//AQ006 S79 
F-MAMMA 1 00257 3//Hoao sapiens 0NA. trinucleotide repeats region, cl 
one CAA C27. //2. 7e-08: 1 95 :70//AB0 18507 
F-MANMA 1 002595 

F-MANMA1002590//Hobo sapiens BAC clone GS2S0A16 froa 7p2!-p22. coa 
pi e te sequence. //2. 1 e- 26 : 36 1 : 69//AC00501 9 

F-MANMA t 002 59 7//Hua«n 0NA sequence «*• SEQUENCING IN PROGRESS »»• 
froa clone 1I03C7, WORK ING ORAFT SEQUENCE. //I . 3e-34 : 550 : 69//AL034S 
48 

F-MAMMA 1 002598//H. sapiens aRNA for ribosoaal protein L7.//1. 1e-2! : 
I23:100//I57958 

F-MANMA 1 00260 3//Hoao sapiens chroaosoae 20. BAC clone 99 (LBNL H9 
0). coaplete sequence. //0. 0018: 358: 6I//AC005220 
F-MAMMA 10026 1 2//Hoao sapiens PAC clone DJ0696N01 froa 7p2l-p22, co 
apiete sequence. //2. le-l 3 : 336: 63//AC004861 

F-MANMA1 00261 7//Ho«o sapiens clone 0J1070G24. WORKING ORAFT SEQUEN 
CE. 12 unordered pieces. //0. 14: 229: 64//AC005486 
F-MANMA 10026 18 

F-MAMMA t 0026 19//Hoao sapiens chroaosoae 21 PAC RPCIP704EM13SQ2.// 
9. 5e-71:319:85//AJ010598 

F -MAMMA 10026 2 2//Hoao sapiens atfvi II in aRNA. coaplete cds. //I . Se-2 
0:157:90//AF041449 

F-MAMMAI002623//Hoao sapiens T-cell receptor alpha delta locus fro 
a bases 501613 to 7S2736 (section 3 of 5) of the Coaplete Nucleoli 
de Sequence. //8. 3e-06 : 1 37: 72//AE000660 

F-MAMMA1002625//Huaan 0NA sequence see SEQUENCING IN PROGRESS 
froa clone 1056L3. WORKING DRAFT SEQUENCE. //I. 9e-1 71 : 819: 98//AL03 1 
727 

F-M*MMA1002629//Huaan BAC clone RC385F02 froa 7p15. coaplete seque 
nee. //4. 8e-85:478: 78//AC003093 

F-MANMA1002636//Huaan P0U daoaain factor (Brn-3a) gene, exon 2. co 
■Plate cds. //S.Se-09: 499: 62//U1 0063 

F-MAMMA1002637//Mus ausculus kinesin light chain 2 (Klc2) aRNA. co 
apt et e cds. //3. 6«-1t 5 : 785 : 82//AF0S5666 

F-MANMA 1 00 2646//Hoao sapiens chroaosoae 2 clone I01B6 aap 2p11..co 
apiete sequence.//!. 5o-4 5:291 : 90//AC002039 

FHIAMMAI002650//Hoao sapiens candidate tuaor suppressor HIC-1 (HI 
C-1) gene, coaplete cds. //6.6e-06: 661 :S9//L41 91 9 
FHb7UbUA1002655//HS_20O3_A2JU1_MR CIT Approved Huaan Genoa ic Spera 
Library O Hoao sapiens genoaic clone Plate-2003 Co I =22 Ro»=A. gen 
oaic survey sequence. //9.0e-15: 198: 74//AQ224233 
F-MAMMA 1 002662 

F-MANMA1002665//Hoao sapiens BAC clone GS588G18 froa 7pl2-pl4. coa 
pi ete sequence. //1 . 4e-37: 235: 84//AC00S029 

F-MANMA 1002671 //Huaan Cdk-inhibi tor pS7KIP2 (KIP2) aRNA. coaplete 
cds. //0. 00027: 272: 64//U22398 
F-MANMA 100267 3 

F-NAMMA1002684//Hoao sapiens aRNA for KIAA0214 protein, coaplete c 
ds.//3.7e-161 :752:99//D86987 

F-MAMMA 100268S//Huaan DNA sequence »»* SEQUENCING IN PROGRESS tee 
froa clone 39417. I0RKINC DRAFT SEQUENCE. //6. 2e-4S: 510: 70//AL023S8 
5 

F-MAMMA1002698//HS_3024_B1_C06_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate»3024 Co 1 = 11 Ho»=F. gen 
oaic survey sequence. //I. 7e- 10: 155: 75//AQ07221 4 
F-MAMMA I 002699//Ritt us norvegicus EH doaain binding protein Epsin 
aRNA. coaplete cds. //5. 9e-7S: 509: 83//AF01 8261 

F-NAMMA100270t//Hoao sapiens gene for AF-6. coaplete cds.//l . 2e-1S 
9:749:99//AB011399 

F-MAMNAI002708//Huaan DNA sequence froa clone 267M20 on chroaosoBe 
Xq22.2-22. 3. Contains part of the DIAPH2 gene and a pseudogene. E 
STs. STSs and GSSs, coaplete sequence. //3. Oe-57: 347: 79//AL03 1053 
F-MAMMA 1 0027 11 //Hoao sapiens BAC clone GS589P19 froa 7pl3-pl4. coa 
plete sequence. //3.4e-31: 484 : 69//AC005030 

F-elANMA 1 002721//C I T-KSP-23S0N5.TR CIT-HSP Hobo sapiens genoaic do 
ne 23S0MS. genoaic. survey sequence.//! . 4e-06: 265: 63//AQ061 245 
F-NANMAt 00272 7//Hu« in DNA sequence froa clone 67KI7 on chroaosoae 
6q24. 1-24.3. Contains the HIVEP2 (Schnurri-2) gene for HIV type 1 
Enhancer-binding Protein 2, and a possible pseudogene in an intron 
of this gene. Contains STSs and GSSs and an AAAT repeat polymorph 
isa. coaplete sequence. //0. 18: 386: 58//AL023S84 

F-IIANMA1002728//Huaan DNA sequence froa PAC 296K21 on chroaosoae X 



contains cytokeratin exon, del ta-aainolevulinate synthase (erythr 
oid): S-aainolevul inic acid synthase. (EC 2.3.1.37). 6-phosphof rue t 
o-2-kinase/fructose-2,6-bisphosphatase (EC 2.7.1.105. EC 3.1.3.46 
). ESTs and STS.//3. 2e-05:362:63//ZB3821 

F-NAM1IA1002744//Plasaodiua falciparua chroaosoae I. section 5 of 7 
3 of the coaplete sequence. //0. 00010: 535: 58//AE0O1 368 
F-eMMMAI002746//Hoao sapiens chroaosoae 17. clone hRFK. 136J4J9, c 
oaplete sequence. //I . 2e-182: 680: 97//AC0058S6 

F-sUMMA1002746//Hoao sapiens 3p22 Contig 7 PAC RPCI4-672N1I (Rosae 
II Park Cancer Institute Huaan PAC Library) coaplete sequence.//?. 
7e-175:829:98//AC0060S5 

F-NAMMAI002754//Hoao Sapiens Chroaosoae X clone blXD171. ffORKINC C 
RAFT SEQUENCE. 1 ordered pieces. //3. 1e-31 : 372: 75//AC0O4676 
F-NANMAI002758//Hoao sapiens KIAA0442 aRNA. partial cds. //3. 3e-26: 
151:98//AB007902 

F-aVUNIA10O2764//Huaan Chroaosoae 11 Cosaid cSRL166al. coaplete sea 
uence.//5.2e-49:355:81//U73636 

FHIANMA10O2765//RPCH1-20A22.TPB RPCI-ll Hoao sapiens genoaic clon 
e RPCI-1I-20A22. genoaic survey sequence. //6. 7e-1 3: 155: 76//B92I S3 
F-MAMMA1002769//CIT-HSP-2323CI.TF CIT-HSP Hoao sapiens genoa.e do 
ne 2323GI, genoaic survey sequence. //9. 7e-21 : 151 : 90//AQ028244 
F-MAMMA 1002 7 7 S//Huaan ABL gene, eton lb and intron lb. and putativ 
e H8604 Net protein (M8604 Met) gene, coaplete cds.//S. 6e-10S: 1 7 
9:99//U0756l 

F-MAMMA1002780//Plasaodiua falciparua DNA tee SEQUENCING IN PR0GRE 
SS see froa contig 3-08. coaplete sequence. //0. 071 : 277: 58//Z98546 
F-MAMMA1002782//HS_3213_B2_B08_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3213 Col=16 Ro*=D, gen 
oaic survey sequence. //0. 00018: 219: 63//AQ17584S 
F-MANMA 100 2 7 96 

F-MAINIA1002807//Huaan Chroaosoae X PAC RPCI1-290C9 froa the Pieter 
de Jong Huaan PAC library: coaplete sequence. //S. 9e-22: 332: 69//AC 
002404 

F-MAMMA1002820//Hoao sapiens Xp22 bins 87-93 PAC RPCI1-122K4 (Rosw 
ell Park Cancer Institute Huaan PAC Library) coaplete sequence.// 
5.9e-11 :483:62//AC003035 

F-NAMMAI002830//Hoao sapiens chroaosoae 17. clone hCIT529H0. coao 
I ete sequence. //I . Oe-64: 320: 83//AC002553 

F-MAMNAI002833//Hoao sapiens PAC clone DJ074SK06 froa 7q31. coaple 
te sequence. //2.8e-47: 41 3 : 80//AC004875 
F-MANMA 1002835 

F-MANMAID02838//A-916H10.TP CIT978SK Hoao sapiens genoaic clone A- 
916H10. genoaic survey sequence.//!. I e-39: 164: 83//B1 4462 
F-NAMMA1Q02B42//Mus bus cuius c-Cbl associated protein CAP aRNA. co 
apiete cds. //I. 9e-62: 373:81//U58883 

F-MANMA 1Q02S43//HOBO sapiens aRNA for KIAA0810 protein, partial cd 
S.//I.7e-I35:635:99//AB018353 

F-NAMMA10O2844//F17O7-T7 IGF Arabidopsis thai una genoaic clone F1 
707. genoaic survey sequence. //6. 7e-l 7: 383: 66//B1 1616 
F-MANMA 1002858 

F-MAMMA1002868//RPCI11-54F9.TJ RPCI11 Hoao sapiens genoaic dona 
R-54F9. genoaic survey sequence. //8. 3e-81 : 392 : 99//AQ081 566 
F-NANMA1002869//Sequence 1 froa patent US 5552529. //2. 2e-86: 696: 78 
//1 25863 

F-MANMA 1 00287 1 //Lup i nuj angust i f ol i us nodulin-45 gene, coaplete cd 

S.//0.029:370:59//L12388 

F-NANMA1002880//RPCIU-23N23.TV RPCI-ll Hoao sapiens genoaic clone 

RPCI-H-23M23. genoaic survey sequence.//!. Be-20: 271 : 74//B8651 8 
F-MANMA 1002881 //Hoao sapiens aRNA for 25 kOa trypsin inhibitor, ce 
apiete cds. //I. 2e-28:680:61//D45027 

F-MANMA 1 002886//Huaan DNA sequence tea SEQUENCING IN PROGRESS »«» 
froa done 380A1. WORKING DRAFT SEQUENCE. //0. 00040: 505: 57//Z976 53 
F-NANMAJ0O2887//HS_3238_B2_GO8_NR CIT Approved Huaan Genoaic Soera 

Library D Hoao sapiens genoaic clone Plate=3236 Cot=16 Ro«=N. gen 
oaic survey sequence. //5. 5e-79:401 :97//AQ2198l4 
F-MANMA 1 002890//MUS ausculus NHC class 111 region RD gene, partial 

cds: Bf, C2. C9A. NG22. C9. HSP70. HSP70. HSC70t. and saRNP gene 
s. coaplete cds: G7A gene, partial cds: and unknoan genes. //4. 6e-3 
5:1 36: 73//AF1 09906 

F-MANMA) 002892/ /Mouse Cosaid aa66a100 froa 1401-02. coaplete seque 
nee. //5. 7e-l 4 : 450 : 60//AC004096 

FHIAMMA1002895//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 46b6. foraard read cpg46b6. f t1a.//3. 7e-36: 190: 100//Z58616 
F-MANMA 1002908//Penae us aonodon aicrosatel I i te locus Pao27.//1 . le- 
OS: 195: 62//AF066828 

F-MANMA1OO2909//Huaan Chroaosoae 11 pac pOJ205d23, coaplete sequen 
ce. //I . Oe- 1 3 : 457 : 6 1 //ACO02402 

F-MAMMA1002930//HOBO sapiens Xp22 BAC CSHB-512P14 (Cenoae Systeas 
Huaan BAC library) coaplete sequence. //0. 25: 260: 62//AC004467 
F-MANMA 1002 93 7//H. sapiens ZNF74-I BRNA.//6. 3e-13:577: 59//X7I623 
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F-MAMMA100293B//Hoao sapiens aRNA for KIAA0698 protein, coaplete c 
ds.//S. le- 193: 910: 98//AB0 14598 

F-MAMMA1002941//Hoao sapiens Chroaosoae 22q11.2 BAC Clone b437g!0 
In BCR12-GGT Region, coaplete sequence. //2. 7e-23: 174: 77//AC004Q32 
F-MAMMA1002947//Rhodobacter cipsu lotus strain S8IQ03. part ill geno 
■o. // 1 . 3e-09 : 475 : 6 I//AFO 1 0496 

F-MAMMA1Q02964//Huaan thiopurine aethyl trans foraso (TPMT) geno. oa 
on S.//0.0029:314:60//AFOI9366 

F-MAMMA1002970//Huaan DNA sequence froa PAC 436M11 on chroaosoae I 
p22. 11-22.2. Contains the serine threonine orotein phosphatase gen 
e PPEFI, and the first coding eion of the RSI geno for retinoschis 
is (X- 1 inked, juvenile) I (KLRSt). Contains ESTs. an STS and GSSs. 
coapl ete sequence. //4. Oe-IO: 1 94: 7I//Z940S6 
F-B7U69A1002972//H. sapiens CpC island DNA genoaic Msel fragaent. cl 
one ZglO. forward read cpg2gtO. f tlaa. //O. 38: 156: 66//ZS5272 
F-MAMMA1002973//Hoao sapiens chroaosoae 17. clone hRPK. I42_H_19, c 
oaplete sequence. //2. 9e-4l :234: 79//AC005919 

FHIAMMAI O02982//Hoao sapiens DMA sequence froa PAC 51019 on chroao 
soae 6p24. 1 -p25. 3. //1. 7e-0S: 322: 63//AL022098 

FHUHMA1002987//C I TBI -El -2SI4J12.tr CITBI-E1 Hoao sapiens genoaic 
clone 2514312. genoaic survey sequence. //O. 0064: 135: 66//AQ27587I 
F-ttAMaA}003003//cSRL-l4$Ol2-u cSRL flow sorted Chroaosoae 11 speci 
fic cose id Hoao sapiens genoaic clone cSRl-145012, genoaic survey 
sequence. //1. 8e-31 : 201 : 89//B01 998 

F-MAMMAI003004//Kuaan DNA sequence tee SEQUENCING IN PROGRESS eta 
froa clone Y237C10, fORKING DRAFT SEQUENCE. //I . 6e-10 : 180: 73//ALQ31 
601 

FHaAMMA1003007//Hoao sapiens (clone cosaid cllq-8Dl) tetranucleoti 
de repeat polyaorphisa at the D11S488 locus. //3. 5e-l 2:435: 61//L047 
32 

FHIAMMA1 00301 1//Ratt us norvegicus hi stone aacroH2AI.2 bRNA, coapl e 

to cds.//2.3e-50:734:67//U79l39 

FHUMMA 1 00301 3//Nus ausculus chroaosoae 19. clone CIT2B2B21. coapl 
ete sequence.//!. 2e-86: 34 1 :79//AC003694 

F-MAMMA1 00301 5//Hoao sapiens Chroaosoae 16 BAC clone CIT987SK-591N 
7, coaplete sequence. //2. 6e- 1 3:443: 61//ACQ03661 
F -MAMMA 1 0030 1 9/ /HS_32 2 1 _A I _A0 1 _KR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sip i ens genoaic clone Plate=3221 Co 1=1 Rov/=A. geno 
aic survey sequence. //2. 8e-S1 : 299: 92//AQ1 84271 
F -MAMMA 1 003026 

F-MAMMA1 003031 //Hoao sapiens chroaosoae 5. BAC clone 319C17 (LBNL 
HI 59). coaplete sequence. //0. 0037: 134: 73//AC0052 14 
FHIAMMA1003035//RPCI1I-11P4.TP RPCI-11 Hoao sapiens genoaic clone 
RPCI-11-11P4, genoaic survey sequence. //I. I e-07: 66:1 00//B74936 
F-MAMMA1003Q39//Hoao sapiens 12pl3.3 PAC RPC 1 3-3401 3 (Roswell Park 
Cancer Institute Huaan PAC Library) coaplete sequence. //2. te-1 9: 2 
20:76//AC004671 

F -MAMMA | 003040/ /Huaan DNA sequence froa PAC 340NI on chroaosoae lp 
35-36.2. Contains ESTs. polyaorphic CA repeat, trna and endogenous 

ret rov i rus. //9. 5e-91 :469: 78//2982S7 
F-MAMMA1003044//Huaan DNA sequence froa clone 496NI7 on chroaosoae 

6p1 1.2-12. 3 Contains EST. GSS. coaplete sequence. //0. 21 : 289: 61 //A 
L031321 

F-MAMMA1003047//Hoao sapiens protein inhibitor of activated STAT p 
rote in PIASy aRNA. coaplete cds.//! . 7e-139:663:98//AF0779S2 
F-NANMA 1003049 

F-MAMMA1003055//HS_3014_B2_F10_MR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3014 Col=20 Row=L. gen 
oaic survey sequence. //4. 2e-05: 21 5:64//AQl 64940 
F-MAIBIA1003056//HS_3221_B2J)I2_NR CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3221 Co I =24 Rov=H. gen 
oaic survey sequence. //I. 4e-16: 206: 74//AQ302772 
F-aVuaeA10030S7//N.dOBesticus ND6 aRNA. //8. So- 1 28:654: 94//IS43S2 
F-NAIMA1003066//Huaan DNA sequence »«* SEQUENCING IN PROGRESS tea 
froa clone 273F20. I0RKING DRAFT SEQUENCE. //I . 0: 142 : 7 1//AL03437 1 
F-MAMMAt003089//Hoao sapiens Chroaosoae Mpl4.3 PAC clone pOJ1034g 
4. coaplete sequence.// I. 7e-42: 373 : 78//AC004796 
F-NANNA1003099//Hoao sapiens beta-filaain aRNA. coaplete cds.//2.6 
e-42:288:88//AF042l66 

F-NANMAl003104//lijs ausculus rostral cerebellar aalforaation prote 
in (rca) aRNA. coaplete cds.//t. 6e-l 2:477 :64//U72634 
F-NAHNA1003113//NUS ausculus C0P9 coapl ex subunit 7a (C0PS7a) bRN 
A. coaplete cds. //3. 4e-1 21 : 789:8S//AF0713I6 

F-NANNAI 003 1 27//R. norvegicus MYR1 aRNA for ayosin I heavy chain.// 
9. 4e-S8:423:83//X68199 

F-MAMMA10031 3S//Vus ausculus dentin sialophosphoprotein precursor 

(DSPP) bRNA. coaplete cds.//0.62:676:58//U679l6 

F-MAMMA1Q03I40 

F-MAIMIA1003146//Hobo sipiens aRNA for GalT3 protein.//2. 2e-80:397: 
97//T 15062 



F-MANMA 1 003 150//Huaan DNA sequence eta SEQUENCING IN PROGRESS tee 
froa clone S98F2. fORKING DRAFT SEQUENCE. //7. 3e-1 23: 266: 88//AL02 IS 
79 

F -MAMMA 1 003 1 66/ /Huaan DNA sequence tea SEQUENCING IN PROGRESS ttt 
froa clone 25OD10. fORKING DRAFT SEQUENCE. // 1. «e-33: 143: S2//Z997 IE 
F -NT 2 RM 1000001 //Huaan DNA sequence froa clone 393P23 on chroaosoae 

Xq21. 1-21.33. Contains GSSs. coaplete sequence. //0. SO: 2 16:61 //Z95 
400 

F-NT 2RM1 0000 1 8/ /Huaan aRNA for KIAA0066 gene, partial cds.//4.8e-€ 
S : 385 :92//D3 1886 
F-NT2RM 1000032 

F-NT2RMI00003S//Cricetulus griseus SREBP cleavage activating prott 
in (SCAP) aRNA. coaplete cds.//6. 3e-13S: 56S:84//U67060 
F-NT2RM1000037//Hoao sapiens aRNA for K I AA0690 protein, partial cd 
s . //I . I e- 1 06 : S42 : 95//AB0 1 4590 

F-NT2RM1000039//Mouse genetic suppressor eleaent aRNA. //0. 080: 239: 
60//L27155 

F-NT2RM100005S//Rattus norvegicus aRNA for TIP120. coaplete cds.// 
8.4e-96:535:9l//D87671 

F-NT2RM1000059//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 390E6. fORKING DRAFT SEQUENCE. //I. 0: 2S7:59//AL03 1600 
F-NT2RM1000062//Nephi la clavipes dragline silk protein spidroin I 
gene, partial cds.//0. 54: 306:63//U37520 

F-NT2RM1000080//Sequence 2 froa patent US S763SB9.//1. Se-1 15 566:9 
7//AR012692 

F-NT2RM1000086//Hobo sapiens aRNA for KIAA0661 protein, coaplete c 
ds. //1 . 8e-1 1 4 : 550 : 97//AB01 4S61 

F-NT 2RM1 0000 92//Hoao sapiens chroaosoae 19. cosaid R26894. cooplet 
e sequence. //0. 63: 180: 65//AC00S594 

F-NT2RM10001 18//Hoao sapiens clone 23763 unknown aRNA. partial cd 
t . //0. 02 7 : 1 26 : 70//AF007 1 55 

F-NT2RM1000119//Huaan DNA sequence ttt SEQUENCING IN PROGRESS tee 
froa clone 466N1. WRKINC DRAFT SEQUENCE. //0. 022: 644 :58//Z97630 
F-NT2RM1000127//RPCMI-44E5.TJ RPC 111 Hoao sapiens genoaic done 
R-44E5. genoaic survey sequence.//!. 6e-45: 254: 94//AQ1 95884 
F-NT2RM1 0001 31 //Hoao sapiens aRNA for KIAA0792 protein, coaplete c 
ds. //5. 5e-1 S3 : 778 : 9S//AB01 8335 

F-NT2RM1000132//Hoao sapiens NADH: ubiquinone oxidoreductase NDUFS6 
subunit aRNA. nuclear gene encoding ai tochondr ial protein, coapl e 
te cds.//1.1e-90:448:97//AF044959 

F-NT2RM100O153//Huaan Not I linking clone 924A081D, genoaic survey 
sequence. //S. 9e-07 : 66 : 96//U49890 

F-NT2RM1000186//Hoao sapiens clone 23763 unknoan aRNA. partial cd 

5. //0.025:I26:70//AF007155 

F-NT2RM10OO187//CITBI-E1-2510J4.TR CITBI-E1 Hoao saoiens genoaic c 
lone 2S10J4. genoaic survey sequence.//). le-OS: 56: 98//AQ261 184 
F-NT2RMI000199//Mouse aRNA for seizure-related gene product 6 type 

2 precursor. coBplete cds.//l.6e-38:711:65//D64009 
F-NT2RMI 000242 ' 

F-NT2RM1000244//HS_2229_A1_C04,MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2229 Col =7 Ro»=E. geno 
aic survey sequence. //2.0e-l 3: 95: 95//AQ298474 

F-NT2RM1000252//Hoao sapiens chroaosoae 17, clone hRPK. 206_C_2O, c 
oapl e te sequence. //0. 023 : 225: 6I//AC006070 

F-NT2RM1000256//Caenorhabditis elegant cosaid F22B3. coaplete seoi> 
ence. //8. 5e-24: 473 :64//268336 

F-NT2RM1000257//Hoao sapiens MAGOH aRNA. coaplete cds.//6. 4e-69:4S 
5:65//AF035940 

F-NT2RM1000260//Huaan aRNA for KIAA0130 gene, coaolete cds.//6.5e- 
57:460: 80//D509 20 
F-NT2RM1000271 
F-MT2RMI 000272 

F-NT2RM1000280//Bos gaurus vacuolar H-ATPase subunit D (VATD) aRN 
A. coaplete cds.//6.7e-97:430:92//U1!927 

F-NT2RM1O0O30O//Huaan DNA sequence ttt SEQUENCING IN PROGRESS ttt 
froa clone 92N1S. fORKING DRAFT SEQUENCE. // 2. 1e-96: 170: 1 00//Z93097 
F-NT2RM1000314//Huaan aRNA for KIAA01S9 gene, coaplete cds.//8. 1e- 
127:708:92//D63880 

F-NT2RM1000318//Hoao sapiens aRNA for ribosoaal protein i39. coapl 
ete cds.//5.7e-34:182:99//D79205 

F-NT2RM1 000341 //Hoao sapiens full length insert cDNA clone TPI1F0 

6. //I . 3e- 1 00 : 504: 97//AF085879 

F-NT2RM1OOO3S4//HS_2001_Bt_E06_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=2001 Col =11 Row=J. gen 
oaic survey sequence. //1.6e-1 1 : 201 :73//AQ2 18494 
F-NT2RM100035S//Mus ausculus E25B protein aRNA. coaplete cds. //I. 8 
e-77:S78:82//U76253 

F-NT2RM100036S//Hoao sapiens clone DJ0O98O22. IORKING DRAFT SEQUEN 

CE. 5 unordered pieces. //9. 4e-1 13: 367:97//AC004821 

F-NT2RM1 0003 77//H. sapiens aRNA for MAP kinase phosphatase 4.//6.1 
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e-14:362:62//Y08302 

F-NT2RIII0Q0388//Azospirillua brasilense lateral flageltin (I if I) g 
ene. coaplete cds. //I. 0: 482: S8//U26679 

F-NT2Ra1000394//ll. ausculus aRNA for hi stone H3. 3A.//I. 7e-94: 549:81 

//Z85979 

F-WTZRMl 000399 

F-NT2Rwl00O421//HS_22l3_BI_EOI_NF ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate°2213 Col=l Row=J. geno 
•ic survey sequence. //3. 6e-08: 195:72//AQ032737 
F-NT2RM1000430//Hoao sapiens ery throb I as I aacrophage protein EVP a 
RNA. cowl e te cds. //3. 7e-84: 419: 97//AF084928 

F-NT2RII1000499//Huaan aRNA for KIAA0167 gene, coaplete cds.//l.3e- 
35:S2S:69//D79989 

F-NT2RN10O0539//Hoao sapiens PAC clone DJ1194E14 froa 7p21, coaple 
te sequence. //4. 6e-73 : 533 : 83//AC004993 
F-NT2RH1 000553 

F-NT2R»i0Q0SSS//Hoao sapiens clone 24514 unknown aRNA.// 2. 3e-110:5 
55:97//AF070S42 

F-NT2R»1000S63//Hoao sapiens clone DJ0742P04. WORKING DRAFT SEQUEN 
CE. fi unordered pieces.//!. 3e-l 23: 477: 100//AC004873 
F-NT2RM1 00062 3//HS_221 3_Bl_E0l_KF ClT Approved Huasn Genoa ic Spera 
Library D Hoao sapiens genoaic clone Plate 3 2213 Col = l Row=J, geno 
ate survey sequence. //8. 2e-06: 75: 89//AQ032737 

F-NT2RNIQ00648//HalobiuB cutirubrua 111. LI. L10 and LI 2 equivalen 
t ribosoaal protein gene cluster.//!. 3e-06:414:61//X1S07S 
F-NT2Rfl1000661//Hoao sapiens cap-binding protein 4EHP aRNA. coaple 
te cds.//9.3e-S4:27S:97//AF04769S 

F-NT2RNt0©0666//H$_20lS_B2_HO8jlR ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2016 Col=16 Row=P, gen 
oaic survey sequence. //5. 7e-l 3: 199: 73//AQ22786 5 
F-NT2RH10O06fi9//Huaan QUA sequence froa clone 29IH8 on chroaosoae 
Sq25. 1-25. 3. Contains up to four novel genes, one with siailarity 
to KIAA0323 and worm C30F12. I and another with Ubiqui tin-Like prot 
ein gene S1T3 (the latter in an intron of a novel gene). Contains 
ESTs. STSs. GSSs, a putative CpG island and genoaic aarker 06S1S5 
3. coaplete sequence. //2. 7e-94: 499: 94//AL03 1 133 
F-NT2RN1 000672 

F-ffT2Ra1 000691 //Hoao sapiens HRIHFB2060 a RNA. partial cds.//2.2e-l 
I9:582:98//AB015348 

F-NT2RN1000899//Caenorhafaditis etegans cosaid T4IC4A. coaplete seq 
uence. //0. 95:284:61//AL032627 

F-NT2RM1000702//HS_3005_A1_A02JIR ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3005 Co I =3 Row=A, geno 
ate survey sequence. //0. 073: 290: 58//AQ08 95 14 

F-NT2RN1000725//Hoao sapiens aRNA for neuropathy target esterase./ 
I A. 8e-6S : 435 : 85//A J004832 

F-NT2RN1 00074 I //Hoao sapiens aRNA for KIAA0567 protein, partial cd 
S.//8. Oe- 1 26: 690: 92// ABO 1 1 139 

F-NT2RN1000742//Hoao sapiens AC133 antigen aRNA. coaplete cdS.//2. 
5e-66 : 524 : 83//AF027208 

F-NT2RNI000746//Hoao sapiens chroaosoae 21q22.3. PAC clones 314N7. 
225L15. BAC clone 7B7. coaplete sequence bases 1. . 333303. //0. 92:3 
95: S8//AJ0 11930 

F-NT2RN1000770//Hoao sapiens • inosine aonophosohate dehydrogenase t 
ype II gene, coaplete cds.//2. le-70:407: 92//L39210 
F-NT2RNI0OO772//Huaan Chroaosoae 3 pac pOJ70»11. WORKING DRAFT SEQ 
UENCE. 2 unordered pieces. //6. 6e-36:98: 93//AC00038O 
F-NT2RN10O0780//Huaan DNA for S' t era inal region of LINE- 1 transpo 
sable eleaent clone CGL1-4.//9. 3e-22: 126:99//X52233 
F-NT2RN10O078l//Plasaodiua falciparua 307 chroaosoae 12 PFYAC812 g 
enoaic sequence. fORKING DRAFT SEQUENCE. 8 unordered pieces. //I. I 
e-09:S40:S9//AC004153 

F-NT2RNt0O080O//ius ausculus aRNA for B-IND1 protein.//4. Oe-81 :49 

7:88//297207 

F-NT 2 RN 1000802 

F-NT2RN1 000811 //Hoao sapiens ACI33 antigen aRNA. coaplete cds.//3. 
7e-63:490:B4//AF027208 

F-NT2RM1000826//Hoeo sapiens clone 24514 unknown aRNA.//7. 2e-l53:7 
49:96//AF070542 

F-NT2RN1000829//HS_3047_AI_AOS_aT ClT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3047 Col =9 Row=A, geno 
aic survey sequence. //0. 74: 215: 67//AQ0991 34 

F-NT2RN1000833//Can is faailiaris sec6! hoaologue aRNA. coaplete cd 
s . //5. 1 e- 1 1 4 : 683 : 88//N966 29 

F-NT2RN10008SO//F. rubripes GSS sequence, clone !63A22aF11. genoaic 

survey sequence. //I. I e-26: 279: 74// AL01 8762 
F-NT2RN10008S2//Hoao saoiens aRNA for ATP-dependent RNA hel tease. 
partial.//9.3e-l48:726:97//AJ010840 

F-NT2RN10QD8S7//Rattus norvegicus gene for cytochroae P4S0/6 beta 
B. axon 2.//0.97:124:65//AB008378 



F-NT2RN1 00085 7//H. sapiens MA sequence surrounding Not I site, clon 
e NRLAI430. //1 . 2e-3l : 1 72 : 98//X9S834 

F-NT2RmQO0B74//Hoao sapiens KEOS protein aRNA. coaplete cds.//2.9 
e-l3l:632:97//AFO64605 

F-NT2RJN1000882//Hoao sapiens Chroaosoae 11q12.2 PAC clone pOJ519ol 
3 containing huaan gene for ferritin heavy chain (FTH). coaplete i 
equence. //I . 2e-98: 214: 99//AC004228 

F-NT2RNI000883//Koao saoiens 1-1 receptor candidate protein aRNA. 
coaplete eds.//2. 7e-l56:762:97//AF0825l6 

F-NT2RI10008B5//Hoao sapiens aRNA for KIAA066I protein, coaplete c 
ds.//2.0e-l7:3!0:67//ABOI4S61 

F-NT2RN10O0894//Nus ausculus second largest subunit of RNA polyaer 
ase I (RPA2) aRNA. coaplete cds.//3. 2e-9S:469:83//US8280 
F-NT2RNI 000898 

F-NT2RN!0Q09DS//Huaan DNA sequence e»* SEQUENCING IN PROGRESS eee 
froa clone 466NI. fORKING DRAFT SEQUENCE. //I. 8e- 74: 188: 98//Z97630 
F-NT2RNI000924//Hoao sapiens clone OJ0742P04. fORKING ORAFT SEQUEN 
CE. 6 unordered pieces. //5. 7e-148:601:98//AC004B73 
F-NT2RNI000927//Hoao sapiens clone DJ0647C14. fORKING DRAFT SEQUEN 
CE. 21 unordered pieces.//0.071 :392:60//AC004846 
F-NT2RM I 0O0962//H. sapiens CpC island DNA genoaic Nsel fragaent. ct 
one MOdl. forward read cpgUOdl. f tla. //4. 1e-35: 187:99//ZS6B03 
F-NT2RN!000978//Hoao sapiens Chroaosoae 15q22.3-23 PAC 88a3. fORKI 
NG DRAFT SEQUENCE. 2 ordered pieces. //I . 1e-23: 266: 77//AC00S9S9 
F-NT2RJI1001003//Hoao sapiens alpha-cat en in- 1 ike protein aRNA. coap 
lete cds.//4.0e-160:760:98//U97067 

F-NT2RMI001008//Kaposi' s sarcoaa-assoc i ated herpes- 1 ike virus ORF7 
3 hoaolog gene, coaplete cds. //I. 7e-ll :602:61//US2064 
F-NT2RMI 001 04 3 //Huaan DNA sequence froa PAC 27KI4 on chroaosoae Xo 
1 1 . 3-Xpl 1 . 4. Contains aonoaaine oxidase B (HA08), ESTs and polyaor 
phic CA repeats.//3.9e-93:645:86//Z95l25 

F-NT2RHI001044//S.poabe chroaosoae III cosaid c320.//0.90:128:66// 
AL022245 

F-NT2RII100I059//Hoao sapiens chroaosoae 5. Bac clone 58gl4 (LBNL H 
76). coaplete sequence. //3. 8e-53: 261 :80//AC00591 5 
F-NT2RHI001066//CIT-HSP-2I72N17.TF CIT-HSP Hoao sapiens genoaic cl 
one 2172N17. genoaic survey sequence. //0. 64:28S: 59//B9439I 
F-NT2Ra110O)O72//HS_3ll5_81_0O7_T7 ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3115 Co I = 1 3 Ro«=H. gen 
oaic survey sequence. //7. 3e-23: 140: 9S//AQI47905 
F-NT2RN100I074//HOOO sapiens chroaosoae 19. cosaid F20489. caaplet 
e s equenc e. //5. Oe- 50 : 1 86 : 98//AC005263 

F-NT2RH10010B2//Sequence 1 froa Patent N09718303.//2. 1e-144: 736: 95 
//A62731 

F-NT2RN1 00 I 0B5//C I T-HSP-2310F2I.TR CIT-HSP Hoao sapiens genoaic cl 
one 2310F21. genoaic survey sequence. //B. 8e-45 : 235 : 97//AQO20757 
F-NT2Rb1l001092//HS_30S5_B1-G05_IIF ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate-3055 Co I =9 Ro«=H, geno 
aic survey sequence. //I . I e-89: 471 : 95//AQ1S5489 

F-NT2RMI001102//Huaan HEM45 aRNA. coaplete cds. //1 . 2e-28 : 482 : 63/ /U 
68964 

F-NT2RB1I001105//Hoao sapiens hREDl gene, eion 1 (5' UTR) . //0. 0014: 3 
49:6I//Z95973 

F-NT2RMI001 ll2//Hoao sapiens chroaosoae 19. cosaid R34094. coaplet 
e sequence. //0. 060: 429: 58//AC004678 

F-NT2RMIQ01115//PlasaodiuB falciparua aerozoite surface protein 3 
(NSP-3) gene, partial cds. //0. 93: 156:62//AF024624 
F-NT2RN100I139//Hoao sapiens chroaosoae 19. fosaid 37502. coaplete 

sequence. //I . 2e-IO : 468 : 59//AC004755 
F-NT2PJI2000006//Huaan ONA sequence tat SEQUENCING IN PROGRESS tee 
froa clone 796FI8. fORKING DRAFT SEQUENCE. //S. 3e-IS0:724:98//AL03l 
291 

F-NT2RN2000013//D.aelanogaster DaRPl 28 gene for RNA polyaerase III 

second- largest subun it. //I. 5e-5B : 749 : 69//XS8826 
F-NT2RN2000030//Hoao sapiens clone OJ0708P22. tORKING DRAFT SEQUEN 
CE. 11 unordered pieces. //2. 1e-97: 270: 77//AC004B63 
F-NT2RN2000032//Huaan DNA sequence at* SEQUENCING IN PROGRESS «** 
froa clone 423822. fORKING DRAFT SEQUENCE. //I. 9e-25: 172: 76// AL0343 
79 

F-NT2RN2000042//Huaan DNA sequence froa cosaid U55E4. between aark 
ers DXS679I and OXS8038 on chroaosoae X contains ESTs.//5. 0e-05: 32 
5:65//Z734l8 

F-NT2RH2000092//Hoao sapiens (08S32I locus) ONA sequence, tetranuc 
leotide repeat polyaorphi sa.//0. 63: 1 17:6B//LI2269 
F-NT2PJI2000093//Mus ausculus aajor histocoapatibt I ity locus class 
III regions Hsc70t gene, partial cds: saRNP. " G7A. NG23. NutS hoaol 
og. CLCP. NG24. NG25. and NG26 genes, coaplete cds; and unknown ge 
nes. //0. 38: 312: 62//AF 109905 
F-NT2RN2000I01 

F-NT2RN2000124//Mouse cANP-dependen t protein kinase catalytic subu 
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nit aRNA. coaplete cdi. //3. 8e-58 : 297 : 9T//M1 2303 
F-NT2Ra2000l9l//Hoao sapiens cGMP phosphodiesterase A2 (P0E9A) aRN 
A. coaplete cds.//3. 8e-t 38:653: 98//AF067224 

F-NT2RN2000192//CIT-HSP-2172B3.TF CIT-HSP Hoao sapiens genoaic do 
ne 2172B3, genoaic survey sequence. //2. 2e-33: 191 : 9S//B93289 
F-NT2RM2QO0239//F. rubripes GSS sequence, clone 156P04aCl2. genoaic 

survey sequence. //8. 9e-44: 445: 69//AL01 8549 
F-nnnnnnnnnnnn//Hoao sapiens fibroblast growth factor 18 (FCF18) a 
RNA, coaplete cds. //O. 00020: 380 : 61//AF07S292 

F-NT2RN2000250//Hoao sapiens aRNA for KIAA0S90 protein, coaplete c 
d t . //3. 1 e- 1 28 : 6 1 5 : 98//AB0 1 1 162 

F-NT2RM2000259//Huain DMA sequence SEQUENCING IN PROGRESS M» 
froa clone 310013. fORKING DRAFT SEQUENCE. //0. 0013: 30S:63//AL031 65 
8 

F-NT2RW2000260//Mus aus cuius WW doaiin binding protein IS aRNA. pa 
rttal sequence. //3. 0e-M:645 : 61//AF073934 

F-NT2RM20O0287//*** SEQUENCING IN PROGRESS *** EPNI/APECED region 
of chroaosoae 21. clones A68E8. B127P21, B173L3, B23N8, CI242C9. C 
S79E2. A70B6. B1S9C9, B17SO10. B52C10. C124G1 Note: Sequencing in 
this region has been discontinued by the Stanford Huaan Genoae Can 
ter. WORKING ORAFT SEQUENCE. SO unordered pieces. //I. 3e-11 :96:88// 
AC003656 

F-NT2RH20OO322//Huaan DNA sequence froa clone 612B18 on chroaosoae 
!q24-25. 3 Contains exon froa gene siailar to 40S ribosoaal protei 
n, first coding exon of dynaain 2 (OYNII). ESTs. STS, GSS, CpG Isl 
and. coaplete sequence. //B. 5e-1 15: 233: 97//AL03 1864 
F-NT2RN2000359//Hobo sapiens aRNA for KIAA0S60 protein, coaplete c 
ds. //8. 8e-t 75: 805: 99//AB01 1 1 32 

FH»T2Rft12000363//RPCm-9OB1O.Tj RPCI II Hoao sapiens genoaic clone 
R-90B10. genoaic survey sequence. //6. 7e-15:96:98//AQ28S300 
F-NT2Rftf2000368//Hoao sapiens protein kinase C~binding protein RACK 
7 aRNA. partial cds. //I. 2e-94:599:86//U4825t 

F-NT2RM2000371//RPCI 11-5714. TJ RPCI1I Hoao sapiens genoaic clone 
R-S7I4, genoaic survey sequence. //I. I e-52: 312: 91//AQ083343 
F-NT2RN2000374//1. ausculus nodal gene, a TGF-beta-l ike gene. //6. 7 
e-31:196:91//X70514 

F-NT2RH200039S//Leishaania aajor chroaosoae 1. coaplete sequence./ 
/0. 99:345:S8//AE001274 

F-NT2RM2000402//Arabidopsis thaliana BAC T19D16 genoaic sequence./ 
/2. Ie-23:4I4:63//U95973 

F-NT2RN2000407//NUS ausculus seaaphorin Via aRNA. coaplete cds.// 
I . 4e- 1 3 1 : 439: 88//AF030430 

F-NT2RM20O042O//HS_3O63_B2J : 11_NF CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate-3063 Co I =22 Ro«=L. gen 
oaic survey sequence. //3. 2e-25: 154: 95// AQ1 03204 
F-«T2Ra2Q00422//Rat orphan transporter v7-3 (NTT73) aRNA. coaplete 

cds. //1 . 7e-1 28 : 782 : 86//L22022 
F-NT2RN20OO452//HS_3O09_B2_O05_NR CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone P1ate=3009 Co I -10 Row=H, gen 
oaic survey sequence.//). 2e-16: 122: 90//AQ130794 
F-NT2RN2000469//HS_2019_A1_G02JIR CIT Approved Huaan Genoaic Spera 

Library 0 Hoao sapiens genoaic clone Plate=20l9 Col=3 Row=a. geno 
aic survey sequence. //9. 6e-22: 176: 85//AQ22904I 

F-NT2RtJ2000490//Hoao sapiens aRNA for KIAA0747 protein, partial cd 

s. //7. Sa- 1 5 : 386 : 63//AB0 1 8290 

F-NT2RI12000502 

F-NT2RM2Q00504//Hoao sapiens aetal loprotease 1 (MPI) aRNA, coaplet 

e cds.//5. le-171 :824: 97//AF061243 

F-NT2RN2000S22 

F-NT2RM2000540 

F-NT2RM2000S56//Hobo sapiens 12q13. 1 PAC RPCI 5-1057 120 (Roswell Pa 
rk Cancer Institute Huaan PAC library) coaplete sequence. //2. 9e-4 
2:344:82//AC004466 

F-NT2RH2000566//HOBO sapiens integrin alpha-7 aRNA. coaplete cds./ 
/2.8e-l54:751:97//AF072132 

F-NT2RN2000567//Pseudoaonas aeruginosa erioyl-CoA hydratase gene, p 
artial cds: pilin biosynthetic protein (fiaL) gene, coaplete cds: 
and unknown gene. //3. Oe-06: 664: S8//AF083252 

F-NT2Ra12000569//HuBan DNA sequence MS SEQUENCING IN PROGRESS Mt 
froa clone 862X6. WORKING ORAFT SEQUENCE. //I. 3e-1 S : 348 : 67//AL03 1 68 

1 

F-NT2RN2000577//RPCI11-43G22.TJ RPC1 11 Hoao sapiens genoaic clone 
R-43G22. genoaic survey sequence. //1 . 6eH 4: 155: 80//AQ 199391 
F-NT2RM2000$81//Hoao sapiens aRNA for KIAA0214 protein, coaplete c 
ds. //5. 4e-l 74 : 820 : 98//D86987 

F-NT2RN2000588//Hoao sapiens 12ql3. 1 PAC RPCI 5-1057 120 (Roswell Pa 
rk Cancer Institute Huaan PAC library) coaplete sequence.//!. 1e-6 
0:344:82//AC004466 

F-NT2RM2000594//Mos ausculus DNA cytosine-S aethy I transferase 3B1 
(Dnat3b) aRNA, alternatively spliced, coaplete cds.//4.9e-118:761 : 
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85//AF068626 

F-NT2RM2000599//O.sativa osr40g3 gene.//0. 30: 585: S6//Y0898B 
F-NT2RN2000609 

F-NT2RN2000612//Rattus norvegicus ADP-r ibosy I at ion factor-directed 
GTPase activating protein aRNA. coaplete cds.//7. 8e-102: 709:83//U 
35776 

F-NT2RM2000623//Hoao sapiens chroaosoae 19, cosaid F 19847. coaplet 

e sequence. //3. 4e-1 7 : 4S0 : 65//AC005952 

F-NT2RN2000624 

2.9e-06:231:64//Z82061 

F-NT2RM2000635//Hoao sapiens aRNA for KIAA0729 protein, partial cd 
S.//6. 3e- 142: 664: 98//AB0 18272 

F-NT2RV2000636//Hoao sapiens aRNA for KIAA0658 protein, partial cd 
s. //7. 4e-1 38 : 664 : 98//AB0 14558 

F-NT2RN20O0639//RPCI11-69E5.TJ RPCIU Hoao sapiens genoaic clone 
R-69E5. genoaic survey sequence. //3. 7e-1 4:97: 97//AQ26749! 
F-NT2R*2000649//Hoao sapiens aRNA for KIAA0676 protein, partial cd 
S.//1 . 1e-167:518: 99//A8014576 
F-NT2RN2000869 

F-NT2Rt!2000691//Hoao sapiens chroaosoae 2 clone 101 B6 aap 2p11, co 
aplete sequence.//!. 1 e-106: 748 : 82//ACOQ2038 

F-NT2RN2000714//Huaan aRNA tor KIAA023I gene, partial cds.//6.8e-4 
9:748:64//D86984 

F-NT2R*12000718//Hobo sapiens HRIHFB2436 aRNA. partial cds.//2.4e-1 
24: 594: 98//AB0 15342 

F-NT2Ra200073S//Muaan ZNF43 aRNA. //8. 4e-lll : 7S6 : 82//X59244 
F-NT2RN2000740//Wuj ausculus lyaphocyte specific he I i case aRNA. co 
apl e te cds. //I. 3e-l 41 : 81 S: 89//U25691 

F-NT2Ra20Q0795//Huaan DNA sequence »*« SEQUENCING IN PROGRESS *»» 
froa clone 439F8. WORKING DRAFT SEQUENCE. //1 . 0e-78: 723 : 76//AL021 39 
2 

F-NT2RN2000821//Rat aRNA for beta C0P.//2. Oe- 150:879:88//* 57228 
F-NT2RM2000837//Hoao sapiens BAC clone GS214N13 froa 7pM-plS, cob 
pi ete sequence. //I . 1 e-05 : 361 : 62//AC00501 7 

F-NT2RN20009Sf//Hoao sapiens XTLB aRNA for xy lulokinase, coaplete 

cds.//8. 7e-l84:847:99//AB015O46 

F-NT2RN20009S2 

F-NT2RM2000984//a>us ausculus aajor histocoapatibi I i ty locus class 
III regions Hsc70t gene, partial cds: saRNP, G7A. NG23. NutS hoaol 
og. CLCP. NG24, NG25. and NG26 genes, coaplete cds: and unknown ge 
nes. //1. 6e-41 : 239: 76// AF 109905 

F-NT 2 RN2001004//C I T-HSP-2333N18.TR CIT-HSP Hoao sapiens genoaic el 
one 2333N18. genoaic survey sequence.//!. 1e-1 1 : 298: 66// AQ03S862 
F-NT2RN2001035//WUJ ausculus aCAFI protetn aRNA. coaplete cds.//!. 
4e-» 20:627 :91//U2 1855 

F-NT2»20Q1065//Nus ausculus C0P9 coaplex subunit 4 (C0PS4) aRNA, 
coaplete cds.//6. 8e-1 18:690:88//AF071314 

F-NT2RN2001100//Hoao sapiens clone DJ0742P04, WORKING DRAFT SEQUEN 
CE. 6 unordered pieces.//2. 3e-145:614: 99//AC004873 
F-NT2RN2001105//Huaan DNA sequence •»* SEQUENCING IN PROGRESS **« 
froa clone 50024. WORKING ORAFT SEQUENCE. //2. 7e-95 : 461 : 99//AL03438 
0 

F-NT2RN2001 131/Aaposi' s sarcoaa-associated herpes- like virus 0RF7 
3 hoao log gene, coaplete cds. //7. 2e-24:726:62//U52064 
F-NT2RN200I141 

F-NT2RN200n52//Ho«o sapiens DNA sequence froa PAC 93L7 on chroaos 
oae Xq2l. Contains part of the CHM (TCO. REP!) gene coding for RAB 
Escort protein 1 (REP-1, RAB proteins gerany Igeranyl transferase c 
oaponent A 1, Choroi deraeai a protein. Tapetochoroidal Dystrophy (T . 
CD) protein). Contains ESTs and an STS. coaplete sequence. //0. 98: 3 
00:62//AL022401 

F-NT2RI12001I77//HOB0 sapiens clone NH0313P13, WORKING DRAFT SEQUEN 
CE. 15 unordered pieces. //I . 2e-147: 741 : 96//AC005488 
F-NT2RN200I194//Suid herpesvirus 1 UL5 gene, partial cds. UL6 and 
UL7 genes, coaplete cds. UL8 gene, partial cds. //0. 026:408: 59//U66 
829 

F-NT2Rt!2001196//Hoao sapiens clone DJ 11 73 1 20. fORKING ORAFT SEQUEN 
CE. 5 unordered pieces.//2. 2e-135:627:98//AC004987 
F-NT2RM2O0120t//ahis ausculus clone 0ST431, genoaic survey sequenc 
e. //6. 1 e-80 : 503 : 86//AF046700 

F-NT2RM200122t//Chiapanzee (P.paniscus) involucrin, coaplete cds./ 
/0. 53:670: 55//M265J4 

F-NT2RN2001238//Rat glutaainase aRNA, coaplete cds. //3. 4e-1 28: 719: 

90//N65IS0 

F-NT2RN2001243 

F-NT2RN2001 247//CI TBI-E1 -2521NI 8. TR CI TBI -El Hoao sapiens genoaic 
clone 2521H18. genoaic survey sequence. //0. 001 1 : 274: S9//AQ276 184 
F-NT2RN20012S6//I. ausculus aRNA for 200 kO protein.//2. 3e-129:742: 
90//X80169 

F-NT2RW2001291//CI T-HSP-2010I15.TR CIT-HSP Hoao sapiens genoaic cl 
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one 2010115. genoaic survey sequence.//4. 6e-09: I56:72//B57734 
F-NT2RN200l306//RPCin-28IS.TP RPCl-11 Hobo sapiens genoaic clone 
RPCI-H-28IS. genoaic survey sequence. //0. 069: 234: 64//B84850 
F-NT2«2001312//Hoao sapiens chroaosoae 17. clone hRPK.U2_HJ9. c 
oaplete sequence. //I. le-22: 1 1 1 81//AC0OS9I9 

F-NT2RM2001319//Borralis burgdorferi (section 4 of 70) of the coap 
lata ge»oae.//0.99:340:58//AE001l»8 

F-NT2W2001324//Huaan DMA sequence «ta SEQUENCING IN PROGRESS tea 
frost clone 209HI. 90RKINC DRAFT SEQUENCE. //3. 7e-44: 340: 85//Z8446S 
F-NT2RM200I345//HS_3005_A1_A02JC» CIT Approved Huaan Genoaic Spora 
Library 0 Hoao sapiens genoaic clone Plate=300S Col=3 Row=A, geno 
■ ic survey sequence. //0. 042: 290: 58//AQ0895 14 

F-NT2Ral2001360//Huaan HeLa aRNA isolated as a false positive in a 
two-hybrid-screen.//5.0e-60:365:87//U56429 

F-NT2RM200l370//Hoao sapiens PAC clone DJ081SO20 froa 7pl1-pl3, to 
•plate sequence. //0. 98 : 4 1 5: S8//AC004899 

F-NT2Rtf200l393//Hoao sapiens Chroaosoae 22q1l.2 PAC Clone p.all In 
BCRL2-CCT Region, coaplete lequence. //4. Oe-54 394; 75//AC004033 
F-MT2RM2O0U20//rhiaan DNA sequence tee SEQUENCING IN PROGRESS »«* 
froa clone 349AI2. fORKING DRAFT SEQUENCE. //2. 8e- 1 69: 789: 99//AL033 
520 

F-NT2RN200I424//HOBO sapiens aRNA for ElB-55kDa-associated protei 
n. //7. 1 e-96 : 4S3 : 99//AJ007509 

F-NT2RM200I499//Rattus norvegicos aRNA for cat ionic aaino acid tra 
nsporter 3. coaplete cds. //7. 1e-9l :S01 :83//AB0001 13 
F-NT2RM200IS04//Hoao sapiens chroaosoae 19. cosaid R30017. coaplet 
a sequence. //0. 81: 200: 69//AC005S24 

F-NT2R*2001524//Arabidopsis thai i ana DNA chroaosoae 4. ESSA I AP2 

contig fragaent No. 2.//3.8e-l6:3l6:S5//Z99708 

F-NT2RM2001S44 

F-NT2RN2001S47//Caenorhabditis elegans cosaid T47H9C. coaplete seq 
uence.//3.3e-24:318:67//AL0326S7 

F-NT2»2DOIS7S//Huaan 52-kD n bonucleoprotein Ro/SSA aRNA. coaplet 
e cds. //2. 1 e-26 : 582 : 64//N34551 

F-NT2R*200ISS2//l\ausculus red-1 gene. // 1. 4e- 102: 581 :90//X92 750 
F~NT2RM200I588//Hobo sapiens KIAA0442 aRNA. partial cds. //7. Oe-10: 
282:65//A8007902 

F-NT2R»2001592//Rattus norvegicus reioTO aRNA. coaplete cds.//9.S 
e-131:736:90//AF032667 

F-NT2RsW00l605//R8P2=retinoblastoaa binding protein 2 [huaan. Nal 
a-6 pre-8 cell ieukeaia. aRNA. (455 nt].//2. 3e-85:749:75//S66431 
F-NT2RN2001613//Rattus rattus secfil hoaologoe aRNA. coaplete cds./ 
/8. 6a- 1 18: 779:8S//W663Q 

F-NT2RM2001632//Hoao sapiens PAC clone DJ0740D02 froa 7p14-p1S. co 
aplete sequence. //I. Se-50: 56 1 : 71 //AC004691 

F-NT2R»2001635//Hobo sapiens aRNA for KIAA0618 protein, coaplete c 
ds . //9. 2e- 1 53 : 740 : 98//AB0 14518 

F-NT2RN2001637//F. rubripes GSS sequence, clone l55D22b08. genoaic 
survey sequence, (ft. 5e-1 3 : 224 : 64//291 020 

F-NT2RM2001641//CIT-HSP-2347F23.TF CIT-HSP Hoao sapiens genoaic cl 
one 2347F23. genoaic survey sequence. //I. 3e-67: 340: 98//AQ0609 13 
F-NT2«2001648//Canis fasti I iar i a sac6l hoaologue aRNA. coaplete cd 
s. //1 . 4e- 1 1 0: 459: 89//N96629 

F-NT2RM2D016S2//Bos taurus guanine nucleot ide-eichange protein (AR 
F-CEP1 ) aRNA, coaplete cds. //1. 2e-153:807:93//AF023451 
F<NT2RN2O0l659//nbxbO002cE07f CUGI Rice SAC Library Oryza sativa g 
enoaic clone nbib0002J 1 3 f . genoaic survey sequence. //1 . 0:485: S6//A 
Q05I653 

F-NT2RM200I664//HOBO sapiens ikappaB kinase coap lex associated pro 
tain (IKAP) aRNA. coaplete cds. //J. 7e-l72:802: 99//AF044195 
F-NT2RN2001668 

F-NT2RM2001670//Hoao sapiens coaplete genoaic sequence between D16 
S3070 and D16S3275. containing Faailial Mediterranean Favar gene d 
i tease. //3. 2e-18: 279 : 70//AJ003! 47 

F-NT2RN200I671//Oryctolagus cuniculus sarcolaaaal associated prota 
in- 3 aRNA. coaplete cds.//1.6e-137:683:94//U2!157 
F-NT2RN2001675//RPCI11-51JI6.TJ RPCIH Hoao sapiens genoaic clone 
R-S1J16. ganoaic survey sequence.//! . 0: 394: 58//AQ053677 
F-NT2RN2001681//Arabidopsis thaliana DNA chroaosoae 4. BAC clone T 
805 (ESSA 1 1 proiect).//0.87:220:61//AL02t890 

F-NT2RM2001688//B. parapertussis bvg locus (transcription regulator 
s of virulence factors) aith bvgA and bvgS genes. //I. 0:286 :62//X52 
948 

F-NT2RM200169S//CIT-HSP-34SH13.TVB CIT-HSP Hoao sapiens genoaic cl 
one 345H13. genoaic survey sequence. //3. 2e-53: 241 :82//B598S4 
F-NT2Rtf200t696//Mouse DNA aith hoeology to EBV IR3 repeat, segaent 

2, clone Mu2.//1. 2e-05: 306: 58//N10668 
F-NT2RM2001698//Hobo sapiens DNA sequence froa PAC 163N9 on chroao 
soae 1p35. 1-p36. 21. Contains protein synthesis factor (elF-4C). 01 
Ft SSI A pseudogene. ESTs, STS. GSS. coaplete sequence. //6. Oe-06: 54 
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8:59//AL021920 

F-NT2RN200I699//HS_319S_B2_D01_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3l95 Col-2 Rew=H. geno 
■ic survey sequence. //2. 7e-07: 322: 61//AQI 89056 
F-«T2RN200I700//Nycobacter iua tuberculosis H37Rv coaplete genoae: 
segaent 109/162. //7. 8e-QS: 354: 58//Z9SSS6 

F-NT2RN2001706//Hoao sapiens chroaosoae Xp22-67-«S, I0RXING DRAFT 
SEQUENCE. 99 unordered pieces.//7. Se-42:335:81//AC004469 
F-NT2RM2Q01716 

F-NT2RN20017I8//Drosophila aalanogaster DNA sequence (Pi DS04I06 
(0172)). coaplete sequence. //4. 2e-08: 538: 58//AC004290 
F-NT2RM2001723//Hoao sapiens clone 23770 aRNA sequence.//!. 4e-26: 1 
63:9S//AF052123 

F-NT2RN2001727//Hoao sapiens aRNA for KIAA0462 protein, partial cd 
s. //6. 2a- 1 1 1 :S30: 98//AB007931 

F-NT2RN2001730//HOBO sapiens chroaosoae 21 PAC RPC1P704E14135Q2.// 

3. 1e-102:248:95//AJOI0598 

F-NT2RM2001743 

F-NT2RN2001753//Caeoorhabditis elegans cosaid F45E6. coaplete sequ 
enca.//0. 11 : 1 38 : S6//Z681 1 7 

F-NT2RN2001760//Canis faaiiiaris sec61 hoaologue aRNA. coaplete cd 
s.//9.4e-!00:418:88//N96629 

F-NT2R»2001768//HS_3O64_B2_AO4_aT CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone PI a to* 3064 Co I -8 Row=B. geno 
aic survey sequence. //3. 1e-28: 153: 10O//AQ1 36993 
F-NT2RM2001 771 //Hoao sapiens chroaosoae 19. BAC ClT-B-393ilS (BC30 
1323). coaplete sequence.//!. 3e-66: 680: 72//AC0061 16 
F-NT2RN2001762 

F-NT2R»2001784//Bovine herpesvirus type 1 (Cooper) DNA (30 kb).// 
0.027: 384 :60//Z480S3 

F-NT2RM200178S//Hoao sapiens chroaosoae 11. BAC CIT-HSP-31 Ie8 (BC2 
69730) containing the hFENI gene, coaplete sequence. //t. 6e-l 8: 229: 
65//AC004770 

F-NT2RM200I797//HS_304S_A1_DOI_MF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3045 Col =1 Row=C. geno 
aic survey s equence.//1.4e-74: 381 :97//AQ1 29456 
F-NT2RN2001800 

F-NT2RM200I803//Hoao sapiens IkappaB kinase coaptei associated pro 
tein (IKAP) aRNA. coaplete cdS.//8. 3e-l78:827:99//AF044195 
F-NT2RN200!805//Malus doaestica leucine-rich receptor-like protein 
kinase (LRPKal) gene. 5' flanking region and 5' UTR. //1 .0:290: 58/ 
/AF053126 

F-NT2RN2001 8 13//C I T-HSP-2169F21.TR CIT-HSP Hoao sapiens genoaic c: 
one 2169F21. genoaic survey sequence. //3. 3e- 16: 109: 9S//B89870 
F-NT2RN2001823//Drosophila aalanogaster DNA sequence (PI DS07049 
(D133)). coaplete saquence.//S.8e-62:819:68//AC004274 
F-NT2RN200I839//Hoao sapiens caluaein (Calu) aRNA. coaplete cds.// 
3.6e-l3l:738:90//AF013759 

F-NT2RN2001840//Hoao sapiens chroaosoae 17. clone 297N7. coaolete 
sequence. //I . 1 e-57: 422 : 79//AC002 347 

F-NT2RM2O01855//HS_3224JU_H07JI8 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=3224 Col=13 Rcn»=0. gen 
oaic survey sequence.//0. 00012: 68: 91//AQ20S26S 

F-NT2RM2001867//Huaan DNA sequence froa clone 8B9N1S on chroaosoae 
X022.I-22. 3. Contains part of the gene for a novel protein siaila 
r to X. Isevis Cortical Thyaocyte Narker CTX. the possibly alterna 
tively spliced gene for 26S Proteasoae subunit p28 (Ankyrin repeat 
protein), a novel gene and eions 36 through 45 of the C0L4A6 for 
Collagen Alpha 6(1 V). Contains ESTs. STSs. CSSs and a putative CpG 

island, coaplete sequence. //0. 066: 102: 7O//AL031 177 
F-NT2RN2001879//Huaan DNA sequence froa cosaid cU72E5. between aar 
kers 0XS366 and DXS87 on chroaosoae X.//0. 0029: 500: 59//Z68328 
F-NT2RN2001886//Hoao sapiens aRNA for KIAA0710 protein, coaplete c 
ds.//t.9e-187:866:97//A80146!0 

F-NT2RN2001896//S. cerevisiae chroaosoae III coaplete DNA sequence. 
//8.6e-30:613:63//XS9720 

F-NT2RH2001903//Hoao sapiens aRNA for KIAA0462 protein, partial cd' 
S.//2. 9e-)76:859: 97//AB00793 I 

F-NT2RM2001930//N.ausculus aRNA for seaaphorin G.//4. 7e-117: 730:85 
//X97818 

F-NT2RN200I93S//Sequence 11 froa Patent 9096 10637. //I. 0: 356: 60//AS 
0028 

F-NT2RN2001 936//Hoao sapiens clone 614 unknown aRNA. coaplete sequ 
ence. //6. 9e-l 38 : 653 : 98//AF091080 

F-NT2RN20019SO//RPCI11-24L12.TP RPCI-II Hoao sapiens genoaic clone 

RPCI-II-24L12. .genoaic survey sequence. //2. 7e-l 9: 188: 81 //B8670O 
F-NT2RM2001982//Arabidopsis thaliana chroaosoae II BAC T24I21 geno 
aic sequence, coaplete sequence. //0. 42: 1 79:65//AC005825 
F-NT2RN200I983//Hoao sapiens RGS-GAIP interacting protein Gl PC aRN 
A. coaplete cds.//3. 8e-20:123:98//AF089816 
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F-NT2Ra2001989//Sequence 3 fro* patent US 574731 7. //I . 9e-167 : 786:9 
8//AR004981 

F-NT2R«001997//Huaan HepC2 partial cONA. dona hadlb08a5.//9. 6e-2 
5:160:9S//D1S9S5 

F-NT2»200I9I8//Hoao sapiens DMA, chroaosoae HqM.l. PAC dona 25 
PIS coaplete sequence, encoding carbonyl reductase and carbonyl re 
ductase 3 (coaplete eds).//0. 88:380:60//A8003l5l 
F-NT2RM2002004//Hunan Chroaosoae K. coaplete sequence. //5. Oe-88: 83 
1:77//AC002407 
FHIT2RM20O2014 

F-NT2RN200203Q//anjs ausculus |l utaai ne: f ructose-6-phosphate aaidot 
ransf erase •MIA. coaplete cds.//1. 5e-89:822: 74//U0O932 
F-NT2RN2002049//Bov ine el as tin aRNA. partial cds.//8. 8e-l 1 : 125:81/ 
/■26132 

F-NT2RM00205S 

F-NT2RN2002088//Nus ausculus IW doaain binding protein 17 rtftA. pa 
rtial sequence. //1 . 4e-1 5: 421 : 63//AF073936 

F-NT2RM2002091 //Huaan DNA sequence eta SEQUENCING IN PROGRESS ate 
froa clone 50024. tORKINC DRAFT SEQUENCE. //4. 6e- 1 60: 771 .98//AL0343 
80 

F-NT2RN2002100//Hoao sapiens oRNA tor ATP-dependent RNA Del i case, 
par t i a I . //7. 7e-1 64 : 776 : 98//A J01 0840 

F-NT2RN2002109//Hoao sapiens gl ioaa aaplified on chroaosoae 1 prot 
ein (GAC1) aRNA. coaplete cds.//2. 4e- 143: 684: 96//AF030435 
F-NT2RN2002128//aesocricetus aura t us guanine nucleot i de-binding pr 
otein beta S (GnbS) aRNA. coaplete cds.//7. Oe-27: 330: 73//UI 3152 
F>NT2RN2002142//Danio rerio gastrulation specific (G12) aRNA. coap 
lete cds.//6.3e-10:135:80//U27121 

F-NT2RM2002145//HOBO sapiens erythroblast aacrophage protein EMP a 
RNA. coaplete cds.//4. 2e-143:800:92//AF084928 

F-NT2RN200217B//Hoao sapiens aRNA for KIAA0467 protein, partial cd 
s. //S. 2e-l 64 : 787 : 97//AB007936 

F-NT2RM2002580//Drosophila aelanogaster DNA sequence (PI 0S02110 
(0147)). coaplete sequence. //7. 4e-1 3: 337: 62//AC004423 
F-NT2RN4000024//0. aelanogaster 0aRP128 gene tor RNA poly aerate III 

second- 1 arges t subun it. //I. 2e-62 : 801 : 70//X58826 
F-NT2Ra4000027//Caenorhabditis elegans cosaid F09E5.//0. 36:336:60/ 
/U37429 

F-NT2RM4000030//H. sapiens CpG island DNA genoaic Msel fragaent. cl 
one SthlO. forward read cpg56M0. f tta.//9. 3e-22: 127: 100//Z55685 
F-NT2RN4000046//Curcurbita aasiaa 25S - 18S rDNA intergenic space 
r . //4. 1 e-OS : 366 : 60//X 1 3059 
F-NT2RM4000061 

F-NT2RN4000Q8S//B. taurus aRNA for nuclear ONA helicase ll.//1.9e-1 

0:495:59//X82B29 

F-NT2RM4000086 

F-NT2RN4000104//Hoao sapiens chroaosoae 16 zinc finger protein ZNF 
210 (ZNF210) aRNA. coaplete cds.//4. 2e-23:345:69//AF060865 
F-NT2RM4000139//R.norveg.cus trg aRNA. //I . 4e-56: 708:69//X68101 
F-NT2RN400015S//CI T-HSP-2282N15.TII CIT-HSP Hoao sapiens genoaic cl 
one 2262N15. genoaic survey sequence. //3. Oe-09: 88: 90//AQ000070 
F-NT2RN4000 1 56//H. sapiens HPBRII-7 gene. //2. Oe-21 : 586: 60//I67336 
F-NT2RN4000t67//aouse kif4 aRNA for aicrotubule-based aotor protei 
n KIF4. coaplete cds.//2. 7e- 143 : 810: 90//D1 2646 

F-NT2RN4000I69//Plasaodiua falciparua 307 chroaosoae 12 PFTAC293 g 
enoaic sequence. WORKING DRAFT SEQUENCE. 9 unordered pi eces.//0. 00 
54:746:57//AC004157 

F-NT2RN400019t//lus ausculus cathepsin S (CatS) gene, proaoter reg 

ion and eions 1 and 2. //0. 00018:468: 60//AF0S 1726 

F-NT2RN4000197 

F-NT2RM4000199//Huaan DNA sequence tee SEQUENCING IN PROGRESS tee 
froa clone 620EI1. I0RXING DRAFT SEQUENCE. //0. 67:461 :60//AL03 1667 
F-NT2RN4000200 

F-NT2RN4000202//H. sapiens CpG island DNA genoaic Nsel fragaent. cl 
one 34c2. forward read cpg34c2. f tla.//1.7e-27: 190:90//Z6S361 
F-NT2RN40002t0//Hoao sapiens aRNA for KIAA0712 protein, coaplete c 
da. //1 . 4e- 1 62 : 856 : 98// AB0 1 8255 

F-NT2RN400021S//S.cerevisiae MAX16 protein gene, coaplete cds. and 

LTE1 protein gene. 3' end.//3. le-31 :731 :62//J03852 
F-NT2RN4000229//Hoao sapiens chroaosoae 10 clone CIT987SK-I 144G6 a 
ap tOq 25. 1. coaplete sequence. //4. Se-1 02: 233: 94//AC005383 
F-NT2RN4000233//Nus ausculus seaaphorin Via aRNA. coaplete cds.// 
I . 6e-l 35: 835: 86//AF030430 

F-NT2RN4000244//RPCI11-24P15.TV RPCI-11 Hoao sapiens genoaic clone 

RPCI-I1-24P1S. genoaic survey sequence. //5. 5e-08: 422: 62//B86757 
F-NT2RM4000251//BUS ausculus clone UlCC:abac92 froa 1401-02 (T-Cel 
I Receptor Alpha Locus), coaplete sequence. //0. 98: 207: 60//AC005855 
F-NT2RN4000265//HOBO sapiens Chroaosoae 11q12.2 PAC clone pOJIOSlb 
4 containing huaan aRNA for T-cell glycoprotein CD6. coaplete sequ 
ence. //5. 2e-41 : 707: 6S//AC0036B9 



F-NT2RM4000290//Huaan transducin-l ike enhancer protein (TL£3) aRN 

A. coaplete cds.//7. 9e-lS3:609: 93//N99438 

F-NT2RH4000324 

F-NT2RN4000327//Rattus norvegicus guanine nucleotide binding prote 
in beta 4 subun it aRNA. partial CdS.//3. le-44:727.68//AFO22085 
F-NT2RN4000344//BUS ausculus ATP-dependent Beta I loprotease FtsHI a 
RNA. coaplete cda.//1.0e-!43:801 : 90//AF090430 
F-NT2RU4000349//ltus ausculus clone 0ST431. genoaic survey sequenc 
e. //6. I e-80 : S03 : 86//AFO46700 

F-NT2RI140003S4//HS_2221JL2J37JF CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate«2221 Col=14 Rov=E. gen 
oaic survey sequence. //I . Oe-20: 180: 83//AQ2S3449 
F-NT2RH40003S6 

F-NT2RbU000366//Hobo sapiens aRNA for KIAA0642 protein, partial cd 
s . // 1 . 6e- 1 33 : 628 : 99//ABO 1 4542 

F-NT2R1M000368//RPCII1-91BS.TJ RPCI11 Hoao sapiens genoaic clone 
R-9IB5. genoaic survey sequence. //5. Oe-1 2:431 :61//AQ2832 17 
F-NT2RM4000386//MUS ausculus DOC4 <Doc4) aRNA. coaplete cds.//7.4 
e-86:84S:72//AF0S9485 

F-NT2RaU00039S//$accharaayces cerevisiae chroaosoae VI cosaid 996 
5 . //2 . Se-34 : 767 : 6 1 //D44S97 

F-NT2RM4000414//HOBO sapiens XTLB aRNA for ly lulokinase. coaplete 

cds. //1 . 5e- 1 5 : 1 1 4: 94//AB01 5046 

F-NT2RM40OO421 

F-NT2Rh14000425//Hoao sapiens chroaosoae 17. clone hRPK. 294_J_22, c 
oaplete sequence. //I . Se-37 : 295: 82//ACO05921 

F-NT2Ra140OO433//Mus ausculus retinoic acid-responsive protein (Str 
a6) aRNA, coaplete cds.//3. 9e-94: 740: 78//AF062476 
F -NT 2RM40OO4 5 7//C I T-HSP-2346BI7.TR CIT-HSP Hoao sapiens genoaic cl 
one 2346BI7. genoaic survey sequence.//!. Se-22: 149: 92//AQ0621 1 1 
F-NT2RM4000471//Hoao sapiens aRNA for putative tRNA splicing prote 
in. pa r t i a I . //1 . 3e-76 : 386 : 97//AJ01 0952 

F-NT2RH4000486//Hoao sapiens aRNA. coaplete cds. c lone:RES4-22A. ./ 
/I. 1e-22:356:67//AB00O4S9 

F-NT2RaM0O0496//Hoao sapiens 12p13.3 BAC RPCI1 I-476M19 (Roswell Pa 

rk Cancer Institute Huaan BAC Library) coaplete sequence. //0. 53: 19 

8:70//AC005908 

F-NT2RM400051 1 

F-NT2RM4000S14 

F-NT2RM400051S//CIT-HSP-228SL3.TR CIT-HSP Hoao sapiens genoaic do 
ne 22B5L3. genoaic survey sequence. //0. 001 2: 200: 66// AQ0001 13 
F-NT2RM4000S20 

F-NT2RN4000531 //Huaan zinc finger protein 42 (aZF-1) aRNA. coaplet 
e cds.//2.9e-3l:732:64//N58297 

F-NT2RM4000532//HS_3231_B!_C05_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone Plate=3231 Col=9 Rov=F. geno 
aic survey sequence. //l . 3e-S9: 362: 90//AQ1 92093 
F-NT2RM4000S34 

F-NT2RM400058S//C I TBI -El -2508 118.TR C I TBI -El Hoao sapiens genoaic 
clone 2508118. genoaic survey sequence.//!. 1e- 34: 208: 93//AQ260706 
F-NT2RM400OS9O//CIT-HSP-2291N14.TF CIT-HSP Hoao sapiens genoaic cl 
one 229 INI 4. genoaic survey sequence. //8. 3e-34: 180: 99//AQ004I25 
F-NT2Rb4Q00595//Hobo sapiens chroaosoae 17. clone hCIT. 1J1JIJ I. c 
oapl ete sequence. //1 . 2e-09: 203 : 66//AC005288 

F-NT2RaV4000S03//Huaan aRNA for KIAA0392 gene, partial cds.//S.3e-l 
4:30S:68//AB002390 

F-NT2RM40006 II //CIT-HSP- 2 169F21.TR CIT-HSP Hoao sapiens genoaic cl 
one 21G9F21. genoaic survey sequence. //8. 4e-16: 109: 94//B89870 
F-NT2RH40006I6//0. aelanogaster aRNA for acetyl-CoA synthetase. //2. 
3e-S9:721:68//Z46786 
F-NT2RN400O674 

F-NT2RH4000689//CIT-HSP-2381013.TF CIT-HSP Hoao sapiens genoaic cr 
one 2381013. genoaic survey sequence. //2. 6e-31 : 174: 97//AQ1 10303 
F-NT2RM4000698 
F-NT2RN4000700 

F-NT2RN4000712//Hoao sapiens ubiquitin hydrolyzing enzyae I (UBHl) 

aRNA. partial cds. //I. 1e-89:744:77//AF022789 
F-NT2RM4000717 

F-NT2RN4000733//Huaan DNA sequence aa* SEQUENCING IN PROGRESS see 
froa clone 423B22. tORKING DRAFT SEQUENCE. //2. 1 e- 1 40 : 299 : 99//AL034 
379 

F-NT2RN4000734//Hoao sapiens aRNA for KIAA0760 protein, partial cd 

s. //3. 8a- 1 58 : 743 : 98//AB01 8303 

F-NT2RN4000741 

F-NT2RN4000751 //Huaan zinc finger protein 20 (ZNF20) pentanucleot i 

de repeat polyaorphisa.//7. 1e-9S:754:77//N99S93 

F-NT2RM4000764 

F-NT2RN4000776//Caenorhabditis elegans cosaid F36HI 2. //0. 30:523:60 
//AF078790 

F-NT2RN4000779//Hoao sapiens aRNA for KIAA04S1 protein, coaplete c 
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ds. //5. Se- 1 72 : 81 0: 98//AB007920 

F-NT2RN4OO0787//Huaan DMA sequence froa PAC 370N22 on chroaosoae 2 
2q12-qter. contains GRB2 ADAPTOR LIKE PROTEIN. UB (QUI NOL-CYTOGHRO 
NE C REDUCTASE I RON- SULFUR SUBUNIT PRECURSOR (UQCRFSI) exon. ESTi. 
STS. CA repeat and CpG island. //O. 0057: 1 S3: 69//ZB2206 
F-NT2RN4000790//Hoao sapiens chroaosoae 19. cose id R27216. coaplat 
« sequinca. //I. 9e-39 : 237 : 94//AC00S3D6 

F-NT2RN4000795//Rattus norveficus neuroligin 3 aRNA. coaplete cds. 
//5. 9e-97: 857: 74//U4 1663 

F-NT2R»4O0O796//HS._3214_Bl_F!l_T7 CIT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone PI • te=32 1 4 Co I =21 Ro»=L. gen 
oaic survey sequence.//!. Ie-I4:254:88//AQI75988 
F-NT2RN4000798//Bos taurus guanine nuc I eo t i de-ei change protein (AR 
F-GEP1) aRNA. coaplete cds.//6. 2e-78:816:72//AF0234S1 
F-NT2RM4000813//Leishaania aajor glycoprotein 96-92 (CP 96-92) gen 
e. partial cds.//0. 3 3 : 276 63//HS3 1 09 

F-NT2RM4000820//, coaplete sequence. //2. 6 e- 142 : 450: 1 7//AC00S406 
F-NT2RM4000833//Drosophila aelanogaster ONA sequence (PI DS05273 
(080)). coaplete sequence. //1. 9e-52: 501 : 71//AC004373 
F-NT2RN4000846//HOBO sapiens chroaosoae 17. clone hRPK. !67_N_20. c 
oaplete sequence. //1. 0:477: 56//AC005940 
F-NT2RN4O00852 

F-NT2RN400085S//Hoao sapiens chroaosoae 17. clone hCIT. 457_L_16. c 

oaplete sequence. //3. 4e-2 9: 229: 83//AC003957 

F-NT2RM4O0O887 

F-NT2RN4O0089S//Hoao sapiens HuUAPI aRNA for UOP-N-acety Iglucosaai 
ne pyrophosphorylase. coaplete cds.//2. te- 20: 407: 64// ABO 1 1004 
F-NT2RN40009S0//Hoao sapiens clone OJ09I7G04. WORKING DRAFT SEOjUEN 
CE. 35 unordered pieces. //0. 41 :31 1 : 64//AC0O4929 
F-NT2RN4000971//RPCMI-S3H3.TJ RPCII1 Hoao sapiens genoaic clone 
R-53H3. genoaic survey sequence. //I. 0: 208 :64//AQ0S3735 
F-NT2RH4000979//Hoao sapiens chroaosoae 17. clone hRPK.642_C_21. c 
oapi ete sequence. //1 . 3e- 1 9: 207 : 78//AC005245 

F-NT2RN4000996//CITBI-EI-2506810.TF CI TBI -61 Hoao sapiens genoaic 
clone 2506BI0. genoaic survey sequence.//!. 4e-73: 361 : 98//AQ263651 
F-NT2RN400!002//Hoao sapiens aRNA tor KIAA0729 protein, partial cd 
S.//5. Ie-I70:803:98//AB018272 

F-NT2RM4001016//Hoao sapiens aRNA for KIAA0639 protein, partial cd 
S. //3. 3e-1 25: 584: 99//AB014539 

F-NT2RM4001032//Gallus gat I us chicken brain tactor-2 (CBF-2) aRNA. 

coaplete cds. //0. 00034: 777: 58//U47276 
F-NT2RN4001047//N02S gene [a ice. eabryos. aRNA. 2322 nt].//2.5e-9 
2:776:74//S5!858 

F-NT2RM400l054//Canis faaitiaris sec 61 hoaologue aRNA. coaplete cd 
S.//3. Ie-102:859:76//N96629 

F-MT2RN4001084//C 1T-HSP-2330F9.TR CIT-HSP Hoao sapiens genoaic do 
ne 2330F9. genoaic survey sequence. //4. 6e-78: 379: 99//AQ044479 
F-NT2RN400!092//cSRL-71b1-u cSRL flow sorted Chroaosoae II specif i 
c cosaid Hoao sapiens genoaic clone cSRL-71 bl . genoaic survey sequ 
ence. //1 . 1 e-1 2 : 1 52 : 75//B05776 
F-NT2RM40011!6 

F-NT2RN400!140//Hoao sapiens PAC clone DJ0964C1! froa 7p14-p!5. co 
apl e te sequence. //1 . 9e-l 36: 71 7: 93//AC004593 

F-NT2RM4001151//Streptoayces antibioticus ATP-binding protein and 
aeabrane protein (oleC-ORFI. oleC-0RF2. oleC-ORF3. oleC-0RF4. and 
0leC-0RF5) genes, coaplete cds: 3427 base-pa irs.//0. 0083: 368 :60//L 
06249 

F-NT2RN40011SS//BOS taurus 50 kDa protein (adpSO) aRNA. coaplete c 

ds. //3. 9e-1 20: 764 : 8S//U04706 

F-NT2RN4001160 

F-NT2RN4001187 

F-NT2RM400119I//CIT-HSP-20I0E7.TF CIT-HSP Hoao sapiens genoaic do 
ne 2010E7, genoaic survey sequence. //S. 2e-1 2: 161 : 72//B53378 
F-NT2RH4001200//H. sapiens HZF10 aRNA for zinc finger protein. //1. 3 
e-66:799:69//X78933 

F-NT2RN4001 203//Hoao sapiens rab3-GAP regulatory doaain aRNA. coap 

I ete cds. //4. 2e-l 52: 707 : 99//AF004828 

F-NT2RM4001204 

F-NT2RN4001217//Hoao sapiens ectodera-neural cortex-l protein (EN 
C-l) aRNA. coaplete cds.//1. 6e-62: 715:70//AF005381 
F-NT2RN400! 2S6//Huaan Not I linking clone 924A058R. genoaic survey 
sequence. //7. 6e-1 4: 109: 90//U498B4 

F-NT2RN400l2S8//HS_3171_B2j;09_T7 CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate-3171 Col=1S Ro«=N. gen 

oaic survey sequenca.//2. 5e-18: 215: 77//AQI49676 

F-NT2RN4801309//Kuaan ONA sequence froa done 55 IE 13 on chroaosoae 
Xpll.2-11.3 Contains farnesyl pyrophosphate synthetase pseudogen 

e, VT4 protein pseudogene. EST. GSS. coaplete sequence. //4. 9e-28: 5 

26:66//AL022163 

F-NT2RN4001 31 3//H. sapiens aRNA for phosphat idyl inosi to I 3-kinasa./ 



/2.5e-77:474:89//Z46973 

F-NT2RN40013I6//Caenorhabditis elegans cosaid K09H1 1 .//1 . 2e-l6. 23 
0:73//U97002 

F-NT2RN4001 320//Hoao sapiens aRNA for Neuroblastoaa, coaplete cds. 
//I. le-41:642:66//D890!6 

F-NT2RM4001340//EP(3)06I4 Drosophila aelanogaster EP line Orosophi 
la aelanogaster genoaic Sequence recovered froa 5' end of P eleaen 
t. genoaic survey sequence. //0. 0040: 141 : 68// AQ025 1 27 
F-NT2R«4001344//Caenorhabditis elegans ONA •« SEQUENCING IN PROGR 
ESS tt» froa done T1E3. WORKING DRAFT SEQUENCE. //5. Se-06: 469: 60// 
AL02I388 
F-NT2RN4001 347 

F-NT2RN4001371//Arabidopsis thai i ana chroaosoae II BAC T20K9 genoa 
ic sequence, coaplete sequence. //0. 10:400:61//AC004786 
F-NT2RM4001 382//Hoao sapiens RanBP7/taportin 7 aRNA. coaplete cds. 
//2. 2e- 1 67 : 790: 98//AF098799 

F-NT2RN4001 384//Hoao sapiens ONA sequence froa BAC 747E2 on chroao 
soae 22ql2. 1. Contains ESTs. STSs and GSSs and genoaic earlier D22S 
56. coaplete sequence. //0. 99: 255: 59//AL02 1393 

F-NT2RN4001410//Hoao sapiens genoaic ONA. chroaosoae 2lqll.1. sega 
ent 1/5. IORKING DRAFT SEQUENCE. //0. 027: 336: 58//AP000023 
F-NT2RM4001411//Nus auscuius Pro-rich. PH. SH2 doaa in-containing s 
ignaling aediator (PSN) aRNA. coaplete cds.//5.9e-l24:783:8S//AF02 
0526 

F-NT2RM4001412//Rattus norvegicus GTPase activating protein SvnGA 
P-c aRNA. coaplete cds.//2.2e-34:418:7l//AF050I83 
F-NT2RN4001414//Hoao sapiens full length insert cDNA done ZEiSCt 
I . //9. 1 e-76 : 363 : 1 00//AF086563 

F-NT2RM4001437//Hoao sapiens chroaosoae 5. BAC clone 313n8 (LBNL H 
146). coaplete sequence. //2.0e-47: 623: 69//AC004226 
F-NT2RN4001444//Streptococcus pneuaoniae penicillin-binding protei 
n 2b (pbp2b). RecN (recM). D-Ala-D-Ala ligase (ddl). D-Ala-D-Aia a 
dding enzyae (aurF). NutT (autT), cell division protein FtsA (fts 
A), cell division protein FtsZ (ftsZ). YlaE (ylaE), YlaF (ylaF). Y 
laC (ylaG). YlaH (ylaH). cell division protein DivlVA (divlVA). an 
d isoleucine-tRNA synthetase (ileS) genes, coaplete cds: and unkno 
an gene. //3. 6e-09: 566 : 58//AF068901 
F-NT2Rfl4001454 
F-NT2RN400145S 

F-NT2RN400I483//Huaan zinc finger protein ZNF136.//3. 2e-36: 329 78/ 
/U09367 

F-NT2RII4001489//Hoao sapiens aRNA for KIAA068S protein, coaplete : 
ds.//1.2e-!5S:724:99//AB014585 

F-NT2RN40015!9//Plasaodiua falciparua 307 chroaosoae 12 PFYAC69 ge 
noaic sequence. WORKING DRAFT SEQUENCE. 4 unordered pieces. //0. 000 
19:418: 59//AC004688 

F-NT2RN4001522//Huaan HepG2 3* region Nool cONA. done had6a08a3./ 
Vl.4e-I6:130:88//O17274 
F-NT2RN40015S7 
F-NT2RN4001565 
F-NT2RM4001566 

F-NT2RN4001569//HS_2050_BI_C08JIR CIT Approved Huaan Genoaic Spera 
Library 0 Hoao sapiens genoaic clone Plate=2050 Col =15 Ro»=F, gen 
oaic survey sequence. //2. 7e-09: 109: 84//AQ234720 
F-NT2RN4001 582//Nus auscuius COP9 coap lea subunit 7b (C0PS76) aRN 
A. coaplete cds. //I. 2e-l27: 740:89//AF071317 

P-NT2RN4001592//N. auscuius aRNA of enhancer-trap- locus 1.//7.3e-M 
7:710:88//X69942 

F-NT2RM400IS94//Hoao sapiens chroaosoae 9q34, done 107G20, WORK IN 
G ORAFT SEQUENCE. 2 ordered pieces. //0. 34: 388: S9//AC002355 
F-NT2RN4001S97//N. auscuius red-1 gene. //6. 2 e-1 39: 788 : 90//X9275Q 
F-NT2RN4001605//Hoao sapiens aRNA for KIAA0791 protein, coaplete c 
ds.//3. 3e-162:7SO:99//ABOI8334 

F-NT2RN40016U//Synechocystis sp. PCC6803 coaplete genoae. 12/27. 
1 43041 9- 1 576592. //2. 5e-05 : 490 : 58//D9091 0 

F-NT2RN4001629//MUS auscuius pa ley toy I a ted protein p55 aRNA. coaol 

ete cds.//0.6S:186:64//U38196 

F-NT2RN400165O//«t« SEQUENCING IN PROGRESS »»• Hoao sapiens chroao 
soae 4. BAC clone C043SP12: HTGS phase 1. WORKING DRAFT SEQUENCE. 
10 unordered pieces.//0. 99:422: 59//AC004689 

F-NT2RN4001662//Huaan aRNA for KIAA0322 gene, partial cds.//2.6e-B 

1:449:93//AB002320 

F-NT2RN4001666 

F-NT2RM4001682//Nus auscuius done 0ST9187. genoaic survey sequent 
e.//3. 2e-3S : 240: 87//AF046699 

F-NT2R14001710//Huaan DNA sequence »»» SEQUENCING IN PROGRESS «*« 
froa clone 126AS. WORKING ORAFT SEQUENCE. //I. 9 e-1 51 : 564: 97// AL03 14 
47 

F-NT2RN400I714//Huaan aRNA for KIAA0202 gene, partial cds.//7.0e-8 
5:748:74//D86957 
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F-NT2RM400I715//Huaan ONA sequence froa clone 93IK24 on chroaosoae 
20p12 Contains ESTs ind GSSs. coaplete sequence. // I. 2e-91 : 488: 94/ 
/AL034430 

F-NT2RB400 1 73 1 //Orang-utan involucrin gene, coaplete CdS.7/0. 40:53 
0:S9//M2S3I2 

F-NT2l»400174l//1louse aRNA for III io.//1. Ie-129:737:90//X56123 
F-NT2RM400I746//Huaan ONA sequence »*• SEQUENCING IN PROGRESS »»» 
fro* clone 316CI2. WORKING DRAFT SEQUENCE. //2. 3e-49: 320: 89//AL03 17 
09 

F-NT2RM400I7S4//Hoao sapiens 12p13.3 PAC RPCI5-U80O12 (Rosso I I Pa 
rk Cancer Institute Huaan PAC Library) coaplete sequence. //6. 3e-6 
4:379:76//AC00S831 

F-NT2Ra140017Sa//R.norvegicus aRNA for serine/ threonine kinase MARK 
I . //3. 70-14$: 871 : 87//Z83868 

F-NT2RN4001776//Hoao sapiens aRNA for KIAA0727 protein, partial cd 
s . //2. 3e- 1 73 : 803 : 99//AB0 1 82 70 

F-NT2RN4001783//Hoao sapiens clone 0J098I007. coaplete sequence.// 

2. Oe- I SS : 593 : 99//AC006OI 7 

F-NT2RN40018I0 

F-NT2Rtt4001813//Hoao lapiens BAC clone NK0364H22 froa 2. coaplete 
sequence. //7. !e-31 : 176:84//AC005036 

F-NT2RN400I8I9//Huaan pS8/GTA (galactosyl transferase associated pr 
otein kinase) aRNA. coaplete cds.//4.4e-34: I95:95//N377I2 
F-NT2RW4001823//Nus ausculus zinc finger protein (Zfo64) aRNA, coa 
plete cds.//3. 3e-51:490:7S//U49046 

F-NT2RM4001828//Huaan zinc finger containing protein ZKFI57 (ZNF1S 
7) aRNA. coaplete cds.//S. 6e-74:688: 72//U28687 

F-NT2RN400I836//Hoao sapiens Chroaosoae 22qlt.2 Cosaid Clone 2h In 
DGCR Region, coaplete sequence.//! . 0:406 : 60//AC000076 
F-NT2RN400I84I//Nus ausculus A kinase anchor protein (AKAP-KL) aRN 
A. alternatively spliced isofora 2. coaplete cds.//1.Ce-131 :83t:86 
//AF033275 

F-NT2RaU001842//HS_3163_A2_Gl0JIR ClT Approved Huaan Genoa ic Spera 
Library 0 Hoao sapiens genoaic clone Plate*3l63 Co I -20 Row=N. gen 
oaic survey sequence. //1 . 5o-05 : 355 : 60//AQ1 68S1 3 
F-NT2RN40018Sfi//Caenorftabditis elegans cosaid K08FI 1 . //4. Oe-23 : 82 
3:60//U708SS 

F-NT2RaU0018S8//Notoplithaiaus viridescens NvTboxl aRNA. partial cd 
s. //S. 4e-l I : 268 : 66//U64433 

F-NT2R8M00186S//Hoao sapiens aRNA for atopy related autoantigen CA 
LC. //6. 9e-l49: 704: 98//T1 771 1 

F-NT2RM4001876//F. rubripes GSS sequence, clone 060E22faA4. genoaic 
survey sequence. //S. 7e-48 : 600 : 68//Z8865I 

F-NT2RM4001880//CIT-HSP-2348JI.TF CIT-HSP Hoao sapiens genoaic do 
ne 2348JI. genoaic survey sequence. //0. 0025:61 : 88//AQ06O809 
F-NT2RW400I905//R.norvegicus CTP3AI gene. 5' flanking region. //2. 5 
e-29:S35:67//X9833S 

FHIT2R1M00 1 922//HS_2 237JU j: 10 JWr ClT Approved Huaan Genoaic Spera 
Library D Hoao sapiens genoaic clone P1ate=2237 Col=19 Row=E. gen 

oaic survey sequence.//2. 2e-73:364: 98//AQ033732 

F-NT2RN400!930//Arabidopsis thaliana genoaic DNA, chroaosoae 5. PI 
clone: Nil 10. coaplete sequence.//4.9e-10:269:63//AB005248 

F-NT2RN4001938//Hoao sapiens chroaosoae 17. clone hRPC. 108I_P_3. c 

oap I e t e sequence. //7. 6e- 152 : 31 1 : 1 00//AC005207 

F-NT2RN4001940//Hobo sapiens tiaeless hoao log aRNA. coaplete cds./ 
/I.1e-170:B08:98//AF098I62 

F-NT2RN40019S3//*** SEQUENCING IN PROGRESS Hoao sapiens chroao 
soae 4. BAC clone B13E4: HTCS phase I. I0RKING DRAFT SEQUENCE, 10 
unordered pieces.//2. 7e-45: 3IO:86//AC004046 

F-NT2RN4D01965//Hoao sapiens genoaic DNA of 8p21.3-p2Z anti-oncoge 
ne of hepatocellular colorectal and non-saall cell lung cancer , s 
egaent 11/11. //1. 6e-107: 622: 90//AB020868 

F-NT2RM400I969//R.norvegicus aRNA for IP63 protein. //3. 9e-24: 221 : 7 
6//X99330 

F-NT2RM4001979//Hoao sapiens aRNA for KIAA0798 protein, coaplete c 
ds. //I . Oe-61 : 527 : 76//AB01 8341 

F~NT2RM40Q1984//Huaan DNA sequence froa cosaid U151E3. between oar 
kers on chroaosoae X.//5. 8e-07:502:60//Z822S3 

F-NT2RM4001987//RPCm-49Lll.TJ RPC1 II Hoao sapiens genoaic clone 
R-49L11. genoaic survey sequence. //2. 6e-33: 177: 99//AQ051 701 
F-NT2RN4002013//Hoao sapiens chroaosoae 17. clone hRPK. 294.J.22. c 
oaplete sequence. //0. 019: 6S:90//AC005921 

F-NT2RM4002018//Huaan high aolecular weight B cell growth factor ■ 
RNA sequence. //1. 0:527: S7//L1 5344 

F-NT2RN4002034//Huaan DNA sequence froa PAC 84F12 on chroaosoae Xq 

2S-Xq26. 3. Contains glypican-3 precursor (intestinal protein OCI- 
5) (GTR2-2). ESTs and CA repeat. //0. 1 1 :322:60//ALOO8712 
F-NT2RM4002044//Hoao sapiens SS-A/Ro autoantigen 52 kda coaponent 
gene, coaplete cds.//O.OI5:Sl3:61//U01882 

F-NT2RM40020S4//Hoao sapiens clone OJ1039L24. WORKING DRAFT SEQUEN- 



CE. 3 unordered pieces.//2.0e-44:473:76//AC005283 
F-NT2RN4002055//HOBO no i ens aRNA for KIAA0640 protein, partial cd 
S.//1. Oe-171 :803: 98//AB01 4540 

F-NT2RM400Z062//Drosophi la aelanogaster : Chroaosoae 2L: Region 36B 
1-36B3: PI clone OS02528, WORKING DRAFT SEQUENCE. 8 unordered piec 
es. //0. 0031 : 298: S9//AC00S1 22 

F-NT2RM4002063//0ryctolagus cuni cuius sarcosine oiidase (SOX) aRN 
A. coaplete cds. //I. Ie-I47:705:98//U82267 

F-NT2R8M002066//Huaan aRNA tor K1AA0192 gene, partial cds.//3.4e-7 
3:889:69//D83783 

F-NT2RM4002067//HOBO sapiens chroaosoae 5. BAC clone 282B7 (LBNL H 
192). coaplete sequence. //I. 1e-53: 295: 76//ACOOS21 6 
F-NT2R*J4002073//Nus ausculus fatty acid transport protein 3 aRNA. 
partial cds.//7. 8e-25: 277: 75//AF072758 

F-NT2R*400207S//Hoao sapiens actin binding protein MAYVEN aRNA. co 
aplete cds. //9. Oe-23: 588: 61//AF059569 

F-NT2RN4002093//Rat PTBP1 aRNA for pyriaidine binding protein I.// 
3. le-68:544:69//X60789 

F-NT2RM4002109//Nouse kif4 aRNA for aicrotubule-based aotor protei 
n KIF4. coaplete cds. //2. Oe- 121 : 762: 86//D1 2646 

F-NT2RN4002128//HS^3084_A1_D04_NF ClT Approved Huaan Genoaic Spera 
Library D Hobo sapiens genoaic clone Plate=30S4 Col -7 Rov=G, geno 
aic survey sequence. //7. 7e-18: 117: 95//AQ1 86312 
F-NT2RN4002M0 

F-NT2RN4002145//Hoao sapiens chroaosoae 19. fosaid 37308. coaplete 

sequence. //I . 8e-49: 736:65//AC0041 52 
F-NT2RM4002146//HOBO sapiens MAGOH aRNA. coaplete cds.//6. 5e-70:4S 
4:85//AF035940 

F-NT2RN4002161//Hoao sapiens aRNA for LAFPTPase. isofora I. parti i 
I . //4. 2 e- 1 5 1 : 76 3 : 96//AJ 130763 

F-NT2RN4002174//Hel icobacter pylori 26695 section 18 of 134 of the 

coapl ate genoae . //2. 1 e- 1 6 : S80 : 60//AE000540 
F-NT2RN4002189//HOBO sapiens DNA sequence froa BAC 722E9 on chroao 
soae 22ql3.2-13.33. Contains ESTs.//1.0e-07:792:61//AL008636 
F-NT2RN4002I94//Nus ausculus seaaphorin Via aRNA. coaplete cds.// 
3. 2e- 1 32 : 782 : 87//AF030430 

F-NT2RN4002205//Rattus norvegicus nuclear-encoded ai tochondr iai el 
ongation factor G aRNA. coaplete cds, //I. Se-40: 292: 84//L 14684 
F-NT2RN4002213 

F-NT2RK4002226//aus ausculus p190-B gene, coapl el e cds. //0. 099: 35 
0:59//U67160 

F-NT2RN40022S1//Hoao sapiens chroaosoae 17. clone HCIT187N2. coapl 
ete sequence. //I. 0: 428 : 58//AC004448 

F-NT2RN40022S6//aouse genoaic ONA, chroaosoae 17, clone cosaid 49. 
1. genoaic survey sequence.//9. 4e-60:294:81//AB005959 
F-NT2RM4002266//Fugu rubripes GSS sequence, clone 006H8aG12, geno 
aic survey sequence. //3. 3e-1 2: 217. 67//AL024779 

F-NT2Ra4002278//HS_3089_AI_E0S_aT ClT Approved Huaan Cenoaic Spera 
Library 0 Hoao sapiens genoaic clone P)ate=3089 Co I =9 Row=l. geno 
aic survey sequence. //1. 9e-64: 381 :92//AQl 21 6S3 
F-NT2RN400228I 

F-NT2RN4002287//CIT-HSP-2327E14.TF CIT-HSP Hoao sapiens genoaic cl 
one 2327E14. genoaic survey sequence.//9. 0e-49:336:86//AQ042515 
F-NT2RN4002294//Huaan aRNA for KIAA0281 gene, coaplete cds. //2.1e- 
48:S1I:72//D87457 

F-NT2RN4002301 //Huaan Not I linking clone 924A053D. genoaic survey 
sequence. //8.9e-0S: 62: 9I//U49881 

F-NT2Rtt4002323//Huaan DNA sequence froa clone S9816 on chroaosoae 
6p22.1-22.3. Contains a pseudogene siailar to GPISGZO and other ei 
onucleases). Contains ESTs. STSs, GSSs. genoaic aarkers D6S1691 an 
d D6S299 and a ca repeat polyaorphisa. coaplete sequence. //4. 9e- 1 1 
S:729:87//AL032822 

F-NT2RM4002339//Hoao sapiens PAC clone DJ0728D04. coaplete sequenc 
e. //I . 1 e-97 : 457 : 93//AC004865 

F-NT2RN4002344//Caenorhabditis elegans cosaid K04A8.//2. 2e-06: 190: 
69//U64849 

F-NT2RN4002373//Hoao sapiens aRNA for KIAA0649 protein, coaplete c 
ds. //2. 8e- 149 : 708 : 98//AB01 4549 

F-NT2RN4002374//Hoao sapiens 12q24 PAC P336P3 (Research Park Cance 
r Institute Huaan Genoae PAC library) coaplete sequence. //0. 00040: 
312:63//AC002978 

F-NT2RN4002383//Huaan ONA sequence *«* SEQUENCING IN PROGRESS ««* 
froa clone 469D22. WORKING DRAFT SEQUENCE. //6. 8e-29: 378: 66//AL031 2 
84 

F-NT2RN4002390 

F-NT2RB4002398//C I T-HSP-2288N22.TR CIT-HSP Hoao sapiens genoaic cl 
one 2288N22, genoaic survey sequence. //3. 4e-35: 184: I00//AQ001 11 0 
F-NT2RM4002409//Archaeoglobus fulgidus section IS of 172 of the co 
apl ete genoae. //2. Oe-1 6: 468: 59//AE001092 

F-NT2RM4002438//Huaan HLA class ill region containing N0TCH4 gene, 
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